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ABSTRACT

The gram-positive bacterium Listeria monocytogenes is the agent
of listeriosis, a hazardous foodborne infection. Foodborne listeriosis is a
comparably rare disease, but the fatality rate is up to 30%, despite antibiotic
treatment. Prevention of Listeria contamination is an important food safety
challenge and the demand for rapid and specific L. monocytogenes detection
systems, as well as antimicrobial agents, is steadily rising. However, the
development of effective detection methods for L. monocytogenes was
hampered by the lack of specific and highly affine antibodies. Antibody
fragments or short synthetic peptides are interesting alternatives as probes
for bacterial detection, as well as for novel therapeutic approaches. They
can easily be selected by phage display. In this review, we report on recent
achievements on the identification of specific ligands for L. monocytogenes
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INTRODUCTION
The gram-positive bacterium Listeria monocytogenes is the agent of listeriosis, a hazardous foodborne infection.
L. monocytogenes naturally occurs in agricultural environments, but is commonly found in processed food, especially in ready-toeat meals and dairy products [1]. It can adapt to a wide range of food processing and storage conditions, including refrigeration
temperatures and extreme pH conditions or salt contents [2]. Foodborne listeriosis is a comparably rare disease, but the fatality
rate is about 30%, in spite of antibiotics treatment [3]. The European commission notification rate of listeriosis in 2015 was 0.44
cases per 100,000 populations, with steadily increasing tendency since 2012 (European Food Safety Authority & European
Centre for Disease Prevention & Control, 2015). Prevention of Listeria contamination is an important food safety challenge and
the demand for rapid and specific L. monocytogenes detection systems, as well as antimicrobial agents, is steadily rising.
The facultative intracellular bacterium crosses the intestinal barrier and can spread systemically. In addition, it
can overcome other host barriers like the placental or the blood brain barrier, leading to fetal infections or meningitis as
well as encephalitis [4,5]. The cell biology of L. monocytogenes infection was studied intensively in cell lines in recent years.
L. monocytogenes enters non-phagocytotic cells via the action of its surface proteins called internalin A and internalin B, which
are necessary for infection. Interaction with human cell surface proteins trigger internalization via vacuolization. Escape from
the host vacuole is mediated by the pore forming activity of a secreted protein, listeriolysin O, and a phospholipase. Once
L. monocytogenes has reached the cytosol, it can transfer into neighboring cells [6,7].
To reduce the risk of L. monocytogenes infection by contaminated food and to prevent food recalls, rapid and accurate
methods for on-site detection need to be established. Species specific detection is also of great importance, as of the 17 species
in the genus Listeria (comprises next to L. monocytogenes five close relatives: L. innocua, L. ivanovii, L. marthii, L. grayi and
L. seeligeri [8]), only L. monocytogenes is pathogenic to humans [9]. L. monocytogenes comprises 13 serotypes, dependent on
variation in the somatic and flagellar antigens, of which three (serotype 4b, 1/2a, 1/2b) are responsible for the majority of human
infections [10,11]. Currently, conventional culture methods take 3 to 7 days, a time span too long to test fresh products before
consumption. So far, the development of rapid detection methods for L. monocytogenes was hampered by the lack of highly affine
and species specific antibodies. Despite intensive efforts, no polyclonal or monoclonal antibodies with sufficient selectivity and
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affinity for the detection of L. monocytogenes could be developed, and Bhunia suggested, that L. monocytogenes either lacks
surface epitopes that are both unique and antigenic, or that the epitopes are not effectively processed during antibody production
and maturation [12].
Stable antibody fragments, as robust and inexpensive alternative for antibodies, or short synthetic peptides, both selected
by phage display, are an interesting alternative as probes for bacterial detection, as well as for novel therapeutic approaches.
Antibody fragments or peptides can be easily immobilized on any biosensor surface and have been successfully used for the
detection of Salmonella typhimurium, Escherichia coli, Staphylococcus aureus and Bacillus anthracis [13-18].
Phages display does, in contrast to antibody production, not rely on antigen processing and presentation. The method was
invented in 1985 [19] and has been successfully applied to many areas of research for the identification of small peptide ligands
and antibodies with therapeutic and diagnostic purposes [20].
Phage display technology is based on the construction of a polypeptide library fused to a bacteriophage coat protein. Hundreds
of libraries where already constructed by different research groups, but the use of commercial libraries, e.g. the New England
Biolabs (NEB) Ph.D. phage display libraries, are also common. The phage selection procedure, also referred as biopanning,
contains the incubation of the target molecules (that often are immobilized on a solid surface) with a phage display peptide
library, the washing of the unbound phages, the elution of the bound phages and the amplification of the eluted phages. Phage
particles that bind to the target are captured and enriched in three to four rounds of selection. Rounds of counter- or subtractive
selections, e.g. against related bacterial species, can increase the specificity of the resulting peptides, which can be synthesized
synthetically after the phage DNA has been sequenced [21-23].
In this review, we focus on the phage display selection of antibody fragments or peptides binding selectively to L.
monocytogenes. An overview of phage display selected probes is given in (Table 1). The application of oligopeptide M13 phage
display in pathogen research and the development of anti-infectives against bacteria, viruses and parasites were already reviewed
elsewhere and are not focus of this review [23,24].
Table 1. Overview of Listeria monocytogenes specific antibody fragments and peptides.
Title of publication

Target for selection

Phage display library

Species specificity

Selected probe /
peptide sequence(s)

Species specific,
Intact live L.
detected six of
Single-chain Fv antibody monocytogenes strain
Griffin.1 antibody phage
eight strain of L.
scFv LmP4:A8, sequence
with specificity for
ATCC 19115, subtractive
display library
monocytogenes, did not
not given
Listeria monocytogenes panning with L. ivanovii
detect any of 15 other
and L. innocua
bacterial strains
Identification and
Intact dead L.
Naive VHH library,
characterization
Recognize three
Nanobody / VHH
monocytogenes cells of
containing 107
of species-specific
L. monocytogenes
antibody, clones L5-79
serotype 4b, subtractive
independent clones,
nanobodies for the
serotypes (1/2a, 1/2b, and L5-79, sequence not
panning with a mixture
constructed from nondetection of Listeria
4b), cross reactivity low
given
of eight bacterial species
immune alpaca
monocytogenes in milk
Identification of the
Whole cell cocktails
insulin-like growth factor
of different serotypes, NEB Ph.D. 12mer random
II receptor as a novel
subtractive selection
phage display peptide Specific for Listeria spp.
TTSPLSQGSSYI
receptor for binding
on L. innocua and L.
library
and invasion by Listeria
ivanovii cocktail
monocytogenes
NKKALSPPR
pVIII-9aa and pVIII-12aa:
QRKLAAKLT
Recombinant phage
phages display random
L. monocytogenes strain
RKVALPASK
probes for Listeria
9- and 12-mer peptides,
Not tested
ATCC 7644
GKKIYMQANFDM
monocytogenes
fused to the major coat
MKKVTQVQQVLG
protein pVIII [33]
RKLYALVPPPAP
Gamma irradiated L.
Specificity described for
Phage display-derived
monocytogenes strain
several clones, tested for
GVIYDKPA-KLH
binders able to
NEB Ph.D. 12mer random
NCTC 4885 (serovar 4b),
L. innocua, Salmonella
GPLATLHLPHKT
distinguish Listeria
phage display peptide
subtractive selection
spp., Escherichia coli
GPIRDIGPVMDH
monocytogenes from
library
with L. innocua NCTC
and Campylobacter
GRIADLPPLKPN
other Listeria species*
11288
jejuni.
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Inhibition of multidrug
resistant Listeria
Multidrug resistant
NEB Ph.D. 12mer random
DQFVHDVKGTKH
[35]
monocytogenes by
strain isolated from
phage display peptide
Not tested
NSWIQAPDTKSI
peptides isolated from
cerebrospinal fluid
library
NHLSTPVWSITG
combinatorial phage
display libraries
*Only the peptides with the highest specificity for L. monocytogenes are listed. scFv: single chain variable fragment. VHH: Variable Domain of
Heavy Chain Antibodies.

MAIN TEXT
The first report on species specific selection of Single Chain Variable Fragments (scFvs) by phage display was published in
2004 by Paoli et al. A scFv is a fusion protein of the variable regions of the heavy (VH) and light chains (VL) of immunoglobulins,
connected with a short linker peptide of ten to about 25 amino acids [36]. A pool of random scFvs expressed on the surface of
filamentous bacteriophages was used for a solution biopanning with L. monocytogenes ATCC 19115 as a target. Strains of L.
ivanovii and L. innocua were used for subtractive rounds of selection. A single phage clone, LmP4:A8, was selected using two
independent panning schemes, one with and one without negative selection. The LmP4:A8 clone as well as a collection of other
clones were tested for their binding specificity against eight strains of L. monocytogenes, the other six closely related species
of Listeria and nine other bacterial species relevant in food microbiology by an Enzyme-Linked Immunosorbent Assay (ELISA),
performed with the scFv fragment representing phages. For several of the clones, including LmP4:A8, binding to one or more
strains of L. monocytogenes without cross-reactivity towards any other species in the panel could be demonstrated [25].
In 2007, a study was published in which the specificity of the phage displayed scFv LmP4:A8 was characterized in more
detail. An ELISA, again performed with the scFv fragment representing phages, was used to investigate the binding selectivity
for 26 strains of L. monocytogenes and 15 other Listeria spp. The phage displayed scFv showed absolute specificity for L.
monocytogenes, and 21 of 26 L. monocytogenes strains were detected. To ensure that the surface target of LmP4:A8 was also
expressed in other media than Brain-Heart Infusion Medium (BHI), which was used for selection, the binding of LmP4:A8 in
other media was investigated for 21 Listeria strains. The specificity for L. monocytogenes was maintained, but the detection of L.
monocytogenes strains varied significantly in different media.
To test whether the antigen for LmP4:A8 was a protein or any other macromolecule, whole-cell extracts of L. monocytogenes
were subjected to SDS-PAGE and Western blot analysis. Identification of the protein antigen would allow more directed approaches
to select antibodies or other binding probes. LmP4:A8 detected a protein with an apparent mass of about 90 kDa. Investigation
of subcellular fractions showed that the respective protein was found at the cell wall as well as in the culture supernatant [27]. In
a later publication, the protein was revealed to be ActA, an L. monocytogenes virulence factor which is expressed on the bacterial
cell surface and plays an important role in cell-to-cell movement via actin polymerization [26].
In their next publication, the authors reported on the construction of a plasmid vector that allowed the expression of
histidine-tagged biotinylated L. monocytogenes specific scFvs (clone LmP4:A8) in Escherichia coli. The scFvs were immobilized on
streptavidin-coupled Immunomagnetic Beads (IMBs), and their ability to capture and detect L. monocytogenes were tested and
compared to commercially available L. monocytogenes IMBs. Specificity for L. monocytogenes as well as capture efficiency was
higher for the scFv-IMBs than for the commercially available anti-Listeria-IMBs [28].
Although the expression of L. monocytogenes specific scFvs was described in the publication of 2007, Brewster et al. used
phages which express the scFv clone LmP4:A8 to develop an L. monocytogenes specific biosensor system, based on Surface
Plasmon Resonance (SPR). Here, a SPREETA sensor was used with a simple fluidics system to characterize the interaction between
by adsorption immobilized phage clones LmP4:A8 and Act A and to detect whole cells of L. monocytogenes [29]. SPREETA sensors
are compact and inexpensive disposable sensors, which only require a fluidic system and interface electronics. They have already
been used successfully for the detection of other bacterial species or their enterotoxins [37,38].
In 2015, Tu et al. described the identification and characterization of L. monocytogenes species-specific nanobodies, which
were subsequently used for the detection of L. monocytogenes in milk. Two novel L. monocytogenes specific clones, designated
L5-78 and L5-79, were isolated from a phage display antibody library, derived from the variable domain of heavy-chain antibodies
(VHHs) of non-immunized alpaca. VHHs are antibody fragments consisting of a single monomeric variable antibody domain,
able to bind selectively to a specific antigen. With molecular weights of 12–15 kDa, single-domain antibodies are much smaller
than common antibodies. DNA encoding for VHH can easily be manipulated for cloning and expression, whereas the resulting
proteins are more heat-resistant and stable towards detergents and high concentrations of urea than regular antibodies [39]. The
phage library was first subjected to four rounds of panning on 96-well strip plates, four rounds of panning against heat-killed
L. monocytogenes cells (serotype 4b) and one round of negative selection, performed on a mixture of eight different bacterial
species from other genera. 96 randomly picked clones from the last round were subjected to indirect phage ELISA. The DNA of 38
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clones binding to L. monocytogenes was sequenced, and 10 distinct phage clones were tested for their binding activity against
Listeria spp. and other bacterial genera. The phage clones L5-78 and L5-79 bound to various serotypes of L. monocytogenes, but
to a much lesser extent to bacteria of other genera. The corresponding coding sequences were subcloned, expressed in E. coli
and purified. Then, the thermal and urea stability, as well as the pH tolerance were characterized. As the recombinant VHH L5-79
showed more suitable properties, it was used to develop a VHH based L. monocytogenes specific sandwich ELISA with a detection
limit of 1 x 104 CFU/ml [30].
In 2005, Gasanov et al. employed random peptide phage display to identify novel surface antigens for Listeria spp. and
L. monocytogenes. The commercially available Ph.D.-12mer random peptide phage display library was used on immobilized
L. monocytogenes cells. Unspecific phages were removed by absorbing the phage library on uncoated and BSA-blocked wells.
Subtractive selections were performed by the sequential application on immobilized L. innocua and L. ivanovii cell cocktails. After
two rounds of panning, the DNA of 10 single phage clones was extracted. The amino acid sequence for nine of the 10 clones
was: TTSPLSQGSSYI. The identified peptide had significant homology with a peptide sequence found within the human InsulinLike Growth Factor II Receptor (IGFIIR) protein, also known as cation-independent mannose 6-phosphate receptor, indicating that
a new receptor for the binding and invasion of Listeria spp. might have been identified. The Fluorescein Isothiocyanate (FITC)labelled synthetic peptide TTSPLSQGSSYI was bound by Listeria spp., but not by bacterial species of other genera, as confirmed
by fluorescence spectrometry and FACS studies. Binding seemed to be independent of the two invasion factors InlA and InlB,
whereas invasion of MSII and MS9 cells by L. monocytogenes deficient in both invasion factors was significantly reduced. Binding
of IGFIIR by Listeria spp. was additionally confirmed by binding the cells or whole cell extract to magnetic beads, followed by
subsequent affinity purification of the native receptor from fetal calf serum. Adherence to and invasion of mammalian cells by L.
monocytogenes was significantly inhibited by the synthetic peptide and mannose 6-phosphate, which naturally binds to the IGFIIR
receptor at the same epitope as the selected peptide [31].
Carnazza et al. made use of two phage displayed random peptide libraries (containing random nonapeptides and
dodecapeptides) to select peptide ligands for the cell surface of L. monocytogenes. The phage clones were bound to the cells in
suspension in four rounds of affinity selection, and phage clone pools from each round were analyzed for their relative binding to
L. monocytogenes by ELISA. Selected clones from the pVIII-9aa library were found to bind L. monocytogenes to a relatively higher
degree as from the pVIII-12aa library. The results were confirmed by co-precipitation assays. Eight clones reacted strongly with L.
monocytogenes and their DNA was sequenced to reveal the amino acid sequences of the displayed peptides. The phages LN6
(RKLYALVPPPAP) and L16 (amino acid sequence not given) reacted strongly with L. monocytogenes in the co-precipitation assay
and were used to test the possibility for immobilization of the L. monocytogenes affine phages to a putative biosensor surface.
Both LN6 and LN16 could be immobilized to quartz, with LN6 appeared to bind more efficiently. The successful binding of L.
monocytogenes to the immobilized phages could be demonstrated by high power optical phase contrast microscopy [32].
In 2013, Morten et al. used a combination of surface, solution and subtractive biopanning to select for L. monocytogenes
specific binding peptides via phage display, using the NEB Ph.D. 12mer random phage display peptide library. The substraction
biopanning was performed against L. innocua, the strain genetically closest to L. monocytogenes [40]. In the first three rounds,
surface biopanning was performed against L. monocytogenes. Subsequently, in one of the schemes, subtractive surface
biopanning against L. innocua was performed. For the other scheme, two rounds of solution biopanning followed, first against
L. innocua, then against L. monocytogenes, respectively. DNA of the selected phages was sequenced after the third round of
biopanning against immobilized L. monocytogenes, as well as after the last rounds of selection. Subsequent binding evaluations
by phage clone ELISA revealed that all phage cloned tested from the pool obtained after the second round of biopanning in
solution had higher specificity for L. monocytogenes 4b than for L. innocua, as well as for Salmonella spp., Escherichia coli and
Campylobacter jejuni. Specificity testing of the four clones with highest affinity to L. monocytogenes with five other Listeria spp.
could demonstrate that the phage clone expressing the peptide GRIADLPPLKPN was most specific for L. monocytogenes. Only one
of the phage clones tested from the other selection pools showed higher relative binding to L. monocytogenes than to L. innocua.
Interestingly, of the four phage clones which bound with highest affinity to L. monocytogenes 4b, only one was able to bind the
other tested serotypes 1/2a and 1/2c. For some of the phage clones, the representing peptides were chemically synthesized and
tested for their binding to L. monocytogenes and L. innocua by sandwich ELISA, or they were immobilized to dynabeads and tested
by magnetic separation in combination with plate counts. All the peptides tested did not show any binding or were not anymore
shown to be specific to L. monocytogenes.
Flachbartova et al. performed selection with the NEB Ph.D.-12mer phage display library against multidrug resistant L.
monocytogenes with the aim to select peptides binding to the cell surface, in order to isolate and characterize novel antimicrobial
peptides. After four rounds of selection in solution, DNA was isolated from 20 phage clones and sequenced. Ten clones encoded
the sequence NHLSTPVWSITG, referred to L1, four clones encoded the sequence DQFVHDVKGTKH, referred to L2, and six clones
encoded NSWIQAPDTKSI, referred to L3.
Whereas L1 showed no effect, peptides L2 and L3 inhibited growth of L. monocytogenes at a concentration of 30 µM and
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had a bactericidal effect at concentrations of 200 µM. Both had a significant effect on energy metabolism, as they caused a
significant decrease in ATP levels. Both peptides did not exhibit any toxic effect to eukaryotic cells, as measured by XTT assay,
nor did they show any hemolytic activity. Determination of the physicochemical properties showed a positive net charge for L2,
a neutral net charge for L3, and a total hydrophobic ratio of 25 and 33 %, respectively. A positive net charge for antimicrobial
peptides is necessary for the binding of the negatively charged membrane [41,42]. Both peptides shared sequence similarities with
other antimicrobial peptides (each about 35 %) [34].

CONCLUSION
Listeriosis represents a major public health problem. It is fatal in 30% of the reported cases despite treatment with antibiotics
. During recent years, the incidence of Listeriosis is steadily increasing [43] and in addition, multidrug resistant strains of L.
monocytogenes, the agent of Listeriosis, were described [44-47]. Microbial testing plays an important role in ensuring food safety.
The rapid and species specific monitoring of foodborne pathogens is the most effective way to prevent human infections [48].
Currently, time consuming culture-based methods are the gold standard, but lots of efforts are spent on the development of
rapid detection methods, suitable for on-site detection. More advanced methods include Polymerase Chain Reaction (PCR), DNA
hybridization or methods with rely on bioselective probes to capture and detect bacteria or other indicating biomolecules, e.g.
ELISA, immunomagnetic separation or biosensor techniques [48].
[3]

Despite intensive efforts [49-53], no polyclonal or monoclonal antibodies with sufficient selectivity and sensitivity for the
detection of L. monocytogenes could be developed. High sensitivity is obligate because the number of bacteria likely to be present
in food is very low, specificity is critical because bacteria of the genus Listeria are widely distributed in the environment, but only
L. monocytogenes is pathogenic to humans [9,27]. Antibody fragments and specific peptides, possibly presented on phage clones,
can be an attractive alternative for antibodies and offer durability, stability, and low-cost standardized production [54-56].
Both, antibody fragments as well as peptides, can be easily selected via phage display, and the method has been successfully
applied in many different areas of research, including cancer research, Alzheimer’s research and infectious diseases [23,57,58].
With respect to the selection of antibody fragments or peptides to bind to L. monocytogenes, in all the articles reviewed
here whole cells were used as targets. Cell surfaces are composed of a complex mixture of lipids, carbohydrates and proteins
[59,60]
, and L. monocytogenes comprises 13 serotypes, dependent on variation in the somatic and flagellar antigens. To ensure
specificity of the resulting probes, counter- or subtractive selection was applied in nearly all phages display schemes described in
the literature reviewed here [25,30,31,33]. In the articles published by Carnazza and colleagues and Flachbartova at al., no subtractive
rounds of selection were performed, nor were the resulting probes tested for their specificity [32,34]. Although biopanning is a simple
process, the outcome is strongly dependent on multiple factors like counter selection, nature of the target, composition of the
library and experimental parameters [23]. The resulting probes have to be carefully tested for their specificity, as phage libraries
contain a large population of phages, which bind to different materials used in the panning procedure, like plastic, streptavidin,
bovine serum albumin or other blocking materials etc., and false-positives need to be eliminated strictly. One point of importance
is the affinity of the resulting probes. In tendency, peptides are less affine than antibodies, their KD within the micromolar range.
As long as the probes are represented by phages, the avidity effect plays a role, as the probes are presented more than once,
depending on the phage protein they are fused to. In the NEB Ph.D. peptide libraries, the peptides are fused to the phage coat
protein III and are represented 5-fold. In the library used by Carnazza et al., the peptides are fused to the coat protein pVIII and
are represented in 150 to 300 copies. If the represented peptides are synthesized, the avidity effect gets lost and the affinity can
be significantly reduced. Interestingly, in the majority of articles reviewed here binding characterization of synthesized peptides
is not demonstrated.
L. monocytogenes affects preferentially individuals with deficient immune system, pregnant woman, the youngest and the
elderly, with fatal consequences in 30% of the cases [3]. The upcoming of multidrug resistant clinical and food borne isolates
enforces the need of novel therapeutic strategies. L. monocytogenes is highly susceptible to antimicrobial peptides, which paves
the way for the development of new therapeutic strategies or food preservatives. Growth of the bacteria is strongly inhibited by
human defensins as well as some plant derived peptides [61]. Antimicrobial peptides have a non-specific mechanism of action,
often resulting in cell wall disruption or inhibition of cell wall related processes, or inhibition of nucleic acid production, protein
production or enzymes [62-65]. Some antimicrobial peptides, e.g. Leucocin A, which belongs to the class IIa bacteriocins, bind L.
monocytogenes with higher affinity than other gram-positive bacteria, and where already used as bio-recognition elements in
biosensor platforms for real-time bacterial detection [66].
Flachbartova et al. used combinatorial phage display to isolate peptide binding to the surface of a L. monocytogenes multiresistant clinical isolate. Surprisingly, despite selection only for surface binding, two of three selected peptides, which do not show
any clear consensus sequence pattern amongst each other, showed antimicrobial activity. The mode of action of the peptides as
well as the binding epitope on the cell surface would be highly interesting, but are not revealed yet.
RR: J Microbiol Biotechnol | Volume 6 | Issue 4 | October, 2017

5

Research & Reviews: Journal of Microbiology and Biotechnology

e-ISSN:2320-3528
p-ISSN:2347-2286

ACKNOWLEDGEMENTS
This work was supported by TechnologieAllianzOberfranken (TAO) and Adalbert-Raps-Stiftung.

REFERENCES
1.

Zhu Q, et al. Listeria monocytogenes in Fresh Produce: Outbreaks, Prevalence and Contamination Levels. Foods. 2017;6.

2.

Carpentier, et al. Review--Persistence of Listeria monocytogenes in food industry equipment and premises. Int J Food
Microbiol. 2011;145:1–8.

3.

Hof H. History and epidemiology of listeriosis. FEMS Immunol Med Microbiol. 2003;35:199-202.

4.

Doran KS, et al. Concepts and mechanisms: crossing host barriers. Cold Spring Harb Perspect Med. 2013;3.

5.

Lecuit M. Human listeriosis and animal models. Microbes Infect. 2007;9:1216-1225.

6.

Tilney LG and Portnoy DA. Actin filaments and the growth, movement, and spread of the intracellular bacterial parasite,
Listeria monocytogenes. J Cell Biol. 1989;109:1597–1608.

7.

Disson O and Lecuit M. In vitro and in vivo models to study human listeriosis: mind the gap. Microbes Infect
2013;15:971-980.

8.

Orsi RH and Wiedmann M. Characteristics and distribution of Listeria spp., including Listeria species newly described since
2009. Appl Microbiol Biotechnol. 2016;100:5273–5287.

9.

Hof H and Hefner P. Pathogenicity of Listeria monocytogenes in comparison to other Listeria species. Infection.
1988;16:S141-144.

10.

Doumith M, et al. Differentiation of the major Listeria monocytogenes serovars by multiplex PCR. J Clin Microbiol.
2004;42:3819–3822.

11.

Wiedmann M, et al. Ribotypes and virulence gene polymorphisms suggest three distinct Listeria monocytogenes lineages
with differences in pathogenic potential. Infect Immun. 1997;65:2707–2716.

12.

Bhunia AK. Antibodies to Listeria monocytogenes. Crit Rev Microbiol. 1997;23:77-107.

13.

Rao SS, et al. Identification and evaluation of a novel peptide binding to the cell surface of Staphylococcus aureus. Microbiol
Res. 2013;168:106–112.

14.

Balasubramanian S, et al. Lytic phage as a specific and selective probe for detection of Staphylococcus aureus--A surface
plasmon resonance spectroscopic study. Biosens Bioelectron. 2007;22:948–955.

15.

Sorokulova IB, et al. Landscape phage probes for Salmonella typhimurium. J Microbiol Methods. 2005;63:55–72.

16.

Olsen EV, et al. Specific and selective biosensor for Salmonella and its detection in the environment. J Microbiol Methods.
2003;53:273–285.

17.

Goldman ER, et al. Facile generation of heat-stable antiviral and antitoxin single domain antibodies from a semisynthetic
llama library. Anal Chem. 2006;78:8245–8255.

18.

Edgar R, et al. High-sensitivity bacterial detection using biotin-tagged phage and quantum-dot nanocomplexes. Proc Natl
Acad Sci U S A. 2006;103:4841–4845.

19.

Smith GP. Filamentous fusion phage: novel expression vectors that display cloned antigens on the virion surface. Science.
1985;228:1315–1317.

20.

Krumpe LR and Mori T. Potential of phage-displayed peptide library technology to identify functional targeting peptides.
Expert Opin Drug Discov. 2007;2:525.

21.

Hoffmann S, et al. Competitively selected protein ligands pay their increase in specificity by a decrease in affinity. Mol
Biosyst. 2010;6:126–133.

22.

Rudolph S, et al. Competitive Mirror Image Phage Display Derived Peptide Modulates Amyloid Beta Aggregation and Toxicity.
PloS one. 2016;11:e0147470.

23.

Huang JX, et al. Development of anti-infectives using phage display: biological agents against bacteria, viruses, and
parasites. Antimicrob Agents Chemother. 2012;56:4569–4582.

24.

Kugler J, et al. Oligopeptide m13 phage display in pathogen research. Viruses. 2013;5:2531–2545.

25.

Paoli GC, et al. Single-chain Fv antibody with specificity for Listeria monocytogenes. J Immunol Methods.
2004;289:147–155.

RR: J Microbiol Biotechnol | Volume 6 | Issue 4 | October, 2017

6

Research & Reviews: Journal of Microbiology and Biotechnology

e-ISSN:2320-3528
p-ISSN:2347-2286

26.

Paoli GC and Brewster JD. A Listeria monocytogenes specific phage-displayed antibody fragment recognizes a cell surface
protein whose expression is regulated by physiological conditions. J. Rapid Methods. Autom Microbiol. 2007;77–91.

27.

Paoli GC, et al. Development of Listeria monocytogenes-specific immunomagnetic beads using a single-chain antibody
fragment. Foodborne Pathog Dis. 2007;4:74–83.

28.

Paoli GC, et al. Development of Listeria monocytogenes-specific immunomagnetic beads using a single-chain antibody
fragment. Foodborne Pathog Dis. 2007b;4:74–83.

29.

Nanduri V, et al. SPR biosensor for the detection of L. monocytogenes using phage-displayed antibody. Biosens Bioelectron.
2007;23:248–252.

30.

Tu Z, et al. Identification and characterization of species-specific nanobodies for the detection of Listeria monocytogenes in
milk. Anal Biochem. 2016;493:1–7.

31.

Gasanov U, et al. Identification of the insulin-like growth factor II receptor as a novel receptor for binding and invasion by
Listeria monocytogenes. Infect. Immun. 2006;74:566–577.

32.

Carnazza S, et al. Recombinant phage probes for Listeria monocytogenes. J Physics. 2007;395011–395024.

33.

Luzzago A and Felici F. Construction of disulfide-constrained random peptide libraries displayed on phage coat protein VIII.
Methods Mol Biol. 1998;87:155–164.

34.

Morton J, et al. Phage display-derived binders able to distinguish Listeria monocytogenes from other Listeria species. PloS
one. 2013;8:e74312.

35.

Flachbartova Z, et al. Inhibition of multidrug resistant Listeria monocytogenes by peptides isolated from combinatorial
phage display libraries. Microbiol Res. 2016;188-189.

36.

Huston JS, et al. Protein engineering of antibody binding sites: recovery of specific activity in an anti-digoxin single-chain Fv
analogue produced in Escherichia coli. Proc Natl Acad Sci U S A. 1988;85:5879–5883.

37.

Naimushin AN, et al. Detection of Staphylococcus aureus enterotoxin B at femtomolar levels with a miniature integrated
two-channel surface plasmon resonance (SPR) sensor. Biosens Bioelectron. 2002;17;573–584.

38.

Waswa JW, et al. Rapid detection of Salmonella enteritidis and Escherichia coli using surface plasmon resonance biosensor.
J Food Process Eng. 2006;373–385.

39.

Harmsen MM and Haard HJ. Properties, production, and applications of camelid single-domain antibody fragments. Appl
Microbiol Biotechnol. 2007;77:13–22.

40.

Lan Z, et al. A sheep in wolf's clothing: Listeria innocua strains with teichoic acid-associated surface antigens and genes
characteristic of Listeria monocytogenes serogroup 4. J Bacteriol. 2000;182:6161–6168.

41.

Mukherjee S, et al. Infrared study of the effect of hydration on the amide I band and aggregation properties of helical
peptides. J Phys Chem B. 2007;4596–4602.

42.

Dzwolak W, et al. The diastereomeric assembly of polylysine is the low-volume pathway for preferential formation of betasheet aggregates. J Am Chem Soc. 2004;126:3762–3768.

43.

Goulet V, et al. Increasing incidence of listeriosis in France and other European countries. Emerg Infect Dis.
2008;14:734–740.

44.

Aureli P, et al. Susceptibility of Listeria monocytogenes isolated from food in Italy to antibiotics. Int J Food Microbiol.
2003;83:325–330.

45.

Li L, et al. Characterization of Antimicrobial Resistance of Listeria monocytogenes Strains Isolated from a Pork Processing
Plant and Its Respective Meat Markets in Southern China. Foodborne Pathog Dis. 2016;13:262–268.

46.

Li Q, et al. Antimicrobial resistance of Listeria spp. recovered from processed bison. Lett Appl Microbiol. 2007;44:86–91.

47.

Poyart SC, et al. Transferable plasmid-mediated antibiotic resistance in Listeria monocytogenes. Lancet.
1990;335:1422–1426.

48.

Zhao X, et al. Advances in rapid detection methods for foodborne pathogens. J Microbiol Biotechnol. 2014;24:297-312.

49.

Ojima K,et al. In vitro generation of rabbit anti-Listeria monocytogenes monoclonal antibody using single cell based RT-PCR
linked cell-free expression systems. J Immunol Methods. 2015;427:58–65.

50.

Solve M, et al. Evaluation of a monoclonal antibody able to detect live Listeria monocytogenes and Listeria innocua. Int J
Food Microbiol. 2000;57:219–224.

51.

Lathrop AA, et al. Characterization and application of a Listeria monocytogenes reactive monoclonal antibody C11E9 in a
resonant mirror biosensor. J Immunol Methods. 2003;281:119–128.

RR: J Microbiol Biotechnol | Volume 6 | Issue 4 | October, 2017

7

Research & Reviews: Journal of Microbiology and Biotechnology

e-ISSN:2320-3528
p-ISSN:2347-2286

52.

Charlier C, et al. Clinical features and prognostic factors of listeriosis: the MONALISA national prospective cohort study.
Lancet Infect Dis. 2017;17:510–519.

53.

Bhunia AK, et al. Development and characterization of a monoclonal antibody specific for Listeria monocytogenes and
Listeria innocua. Infect Immun. 1991;59:3176–3184.

54.

Romanov VI, et al. Phage display selection of peptides that affect prostate carcinoma cells attachment and invasion.
Prostate. 2001;47:239–251.

55.

Smith GP and Petrenko VA. Phage Display. Chem Rev 1997;97:391-410.

56.

Brigati JR, et al. Phage display for generating peptide reagents. Curr Protoc Protein Sci. 2008;Chapter 18: Unit 18.9.

57.

Krumpe LR, et al. Potential of phage-displayed peptide library technology to identify functional targeting peptides. Expert
Opin Drug Discov. 2007;2:525.

58.

Funke SA and Willbold D. Mirror image phage display--a method to generate D-peptide ligands for use in diagnostic or
therapeutical applications. Mol Biosyst. 2009;5:783–786.

59.

Yarbrough DK, et al. Specific binding and mineralization of calcified surfaces by small peptides. Calcif Tissue Int.
2010;86:58–66.

60.

Yarbrough DK, et al. Rapid probing of biological surfaces with a sparse-matrix peptide library. PLoS One. 2011;6:e23551.

61.

López SE, et al. Susceptibility of Listeria monocytogenes to antimicrobial peptides. FEMS Microbiol Lett.
2003;226:101–105.

62.

Otvos and Laszlo. Antibacterial peptides and proteins with multiple cellular targets. J Pept Sci. 2005;11:697–706.

63.

Pino A, et al. Pore Structure and Synergy in Antimicrobial Peptides of the Magainin Family. PLoS Comput Biol.
2016;12:e1004570.

64.

He Y and Lazaridis T. Activity determinants of helical antimicrobial peptides: a large-scale computational study. PLoS One.
2013;8:e66440.

65.

Cudic M and Otvos L Jr. Intracellular targets of antibacterial peptides. Curr Drug Targets. 2002;3:101-106.

66.

Etayash H, et al. Bacterial Detection Using Peptide-Based Platform and Impedance Spectroscopy. Methods Mol Biol.
2017;1572:113–124.

RR: J Microbiol Biotechnol | Volume 6 | Issue 4 | October, 2017

8

