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ABSTRACT

After completion of human genome sequencing in 2001, most of the
researchers in biological science were involved in sequencing of other living
organism to discover various uncovered facts of living system. And at the
same time molecular biologist also were involved in proving of their basic
central dogma concept and were doing extensive researches to show that
how every complication and functionality was interrelated to human genome
and DNA. With the help of system biology study and geneticist, complete
world was generating enormous amount of data in field of biological
research. To handle this huge data in files and experimental log books was
getting difficult day by day, then bioinformatics came into picture to handle
large data with help of computer and hence termed as computational
biology also. Initially it was just a technique or tool to arrange data in
particular fashion, but with its fast popularity and acceptance with major
biological research areas, it is now a complete different field of study and

expertise. It is now associated with most of the areas in biological
researches being carried out in almost all over the world. It is widely
accepted in field of molecular biology, proteomics, genomics, metabolomics,
biotechnology, and agriculture by researchers and even in veterinary science
researches also.

INTRODUCTION

Biological research is the most fundamental research to understand complete mechanism of living
system. In recent decades, bioinformatics methods, with the use of knowledge accumulated in public
databases such as NCBI, Pubmed and other databases, make it possible to systematically dissect large
gene lists in an attempt to assemble a summary of the most enriched result in current biology [1,2],
which is able to provide a huge contribution to biological research. In the same contrast, bioinformatics
scanning approaches are emerging as alternative technologies that allow investigators to simultaneously
measure the changes and regulation of genome-wide genes under certain biological conditions. These
high-throughput technologies usually generate large gene of biological research interest lists as their
final outputs [3,4]. If we see earlier traditional biological researches, we were able to study one gene or a
few genes at a time [5-10].

But after introduction of bioinformatics and regularly generation of research database around world and
keeping them publically available online to support biological researchers was a very unique idea and
beneficial for new researcher as well as the scientists working in same research interest in different
geographical location in this world [11-15]. Initially the complete aim of bioinformatics was just to handle
data in biological research, but with increasing popularity and involvement of tool development to
analyze data in a lesser time to complete research in fast and efficient manner [16-18], bioinformatics
has acquire a bigger place than it was expected to. In later segment of review we can see how these
tools and techniques have affected our biological research. It is a complete bridge which relates
mathematics, computer and statistical science to biological research [19-23].

RJB | Volume 3 | Issue 2 | April - June, 2015


mailto:bif.rahulsharma@gmail.com

ISSN : 2322-0066

TOOLS AND TECHNIQUE

Bioinformatics is partly based on tools and technique used earlier to get complete analysis of biological
experiments in a shorter period of time. The main aim of developing these tools was to perform those
analysis tasks, which were very much time consuming and without which research cannot be taken
further [24-31]. We can see a very small example of sequence alignment, where we have developed a
tool for basic local alighment of sequence called “BLAST”. BLAST was acronym for basic local alignment
searching tool [32-39], which is how a day very popular among molecular biologist for their initial studies,
and even for structural biologist who prefer to perform this before showing any structural and functional
similarity between two genes. After that so many tools were also designed to perform multiple sequence
alignment like “Clustal W” to get analysis report for more than two genes at a time [41-48]. Similarly for
phylogenetic analysis also bioinformatics tools were developed and they were capable of generating
various tree based on algorithms like UPGMA, and Neighbor joining methods etc [49-56]. These tools
were designed with the help of computer algorithms and with root developing platform of computer
languages [57]. Initially when biologists were not very much efficient with use of these programming
language, they have started using perl and python to develop tools for biological research, but later on
bioinformaticians who were equally efficient in other language platforms completely changed the
scenario of biological research with involvement of C, C++ and Java to developed tools which were very
efficient as well as user friendly interface [58-65].

Human Genome Sequencing

Human genome sequencing was the basic foundation for origin and evolution of this particular domain of
biological research tool. This experiment was very big and time consuming and expected to reach its
completion at some later point of time, but still it was completed 2 years early than it was expected to
[66-72]. A detailed draft was reported in 2003 to show human genome project. This project was initially
led by a student named Jim Kent. This project was world's largest collaborative biological project and
showed big promises in field of molecular medicine and human evolution [74-81]. Although people were
thinking about handling this huge data and keeping it safe, but this was just the beginning of research in
molecular biology, after completion of this research project various related project were started to make
new holes to understand biological machinery [81-87].

Molecular Biology Data

World has seen enormous amount of data generated by molecular biologists and the difficulties to
handle them in previous decades during 20th century. After human genome project, there was a flood of
biological research in field of molecular biology and biotechnology started, which was a great source of
huge experimental data and to handle that bioinformatics came in existence [88-94]. Bioinformatics
made all the data available online and very efficiently able to manage, modify and replace the complete
data in a very shorter duration. Usually molecular biology experiments have lots of analysis and hence
generate large data [95-104], that is why bioinformatics was first of all applied to molecular biology
experimental data, but later on it was accepted by almost all fields of biological research.

Structural Bioinformatics

It is most emerging part of biological science. In this area mainly scientists focus on structure prediction
by sequence similarity basis. They follow a common theory that if there is a sequence similarity, there
must be some structural similarity and obviously there would be a functional similarity between those
two genes [105-111]. Here people perform sequence analysis and based on the similarity they also
generate 3D structure of molecules and check their stability also. With the help of creating maps from
Ramchandran plot, scientists and researchers are able to perform stability checks of structures also
[112-115].
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Biotechnology

Research in biotechnology and awareness of research in this particular field by various countries
involved in biological research are providing regular updates and contribution to make human life better
and better. Bioinformatics has surely reduced the time consuming experimental procedure and it is
bringing a huge difference in complete time taken in biotechnological research earlier [116-120]. It is
also working in field of simulation of experiments online based on data models created with previous
experimental lab data to predict the most probable result within a short span.

Software development

Mostly bioinformatics helps in keeping experimental data online to reach wide range of audience, and
software or toll development work to make analysis of biological data very easy and less time consuming.
There are a lot of tools developed by premier research institutes around world now available to use
online for benefit of biological researchers [121-126].

Application of bioinformatics in current research

Currently almost every field of biological research has accepted this biological research weapon and
following it, whether it is molecular biology or genetics, or even agriculture. There a complete new
emerging field of genome informatics is there which is completely based on bioinformatics tools [127-
133]. Apart from these there are so many areas where bioinformatics is readily being accepted with
primary role in prediction of structure similarity and functional similarity in novel drug molecule research
also. They perform initially tasks such as

o  SUBMITTING DNA SEQUENCES TO THE DATABASES

o This is one of important thing in biological research, where scientists sequence DNA, and
RNA, but until it is not getting deposited to any public sequence database, that cannot be
beneficial for scientific community. It became very essential to submit all the sequenced
data to public sequence repositories. Some of the important public repositories are DDBJ,
EMBL, and Genebank.

o These sequence data can be submitted to repositories in two ways, either by email
submission or by online submission through sequence submission tools. There are
specific tools for every public sequence repository (Table 1) [134-154].

o After submission every database provides an unique accession number to submitted
sequence after verification and duplication checks. If it is an unique sequence, then
accession number is given as a single letter followed by 5 digit number, but recently due
to huge number of submission two letters followed by 6 digit of humber for accession
number is now proposed.

Table 1: Public sequence depositories

DDBJ ddbjsub@ddbj.nig.ac.jp SAKURA http://sakura.ddbj.nig.ac.jp
/

EMBL datasubs@ebi.ac.uk WEBIN http://www.ebi.ac.uk/subm
ission/webin.html

GENEBANK gb-sub@nchi.nlm.nih.gov BANKIT http://www3.ncbi.nlm.nih.g
ov/Banklt/

o  GENOMIC MAPPING AND MAPPING DATABASES
o Gene mapping is one of the technique to estimate accurate position of gene and
corresponding distance between related genes of similar type.
o After complete evaluation we can reach to a conclusion of genome map for complete
genome for that particular organism.
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Table 2: Human Genome Databases, Browsers and Variation Resources

dbVar

ENCODE Project
Ensembl Human
Entrez Gene
Genome Reference
Consortium

GWAS

HapMap international
HapMap Project
Human Genome
Segmental Duplication
Database

Human Structural
Variation Database
1000 Genomes

UCSC Human Genome
Browser Gateway
VEGA Human

Database of Genomic Structural Variation

ENCyclopedia Of DNA Elements

Human genes generated automatically by the Ensembl gene builder
Searchable database of genes, defined by sequence and/or located in the
NCBI Map Viewer

Putting sequences into a chromosome context

Central centralized compilation of summary level findings from genetic
association studies

H-Invitational Database an integrated database of human genes and
transcripts

A global analysis of human segmental duplications

Genome browser

A Deep Catalog of Human Genetic Variation
Genome browser

Manual annotation of finished genome sequence

Some of other vertebrate databases are listed below in Table 2.

Table 2: Vertebrate databases and genome browsers

ZFIN
Xenbase

VEGA

UCSC Genome Bioinformatics

Tetraodon

RGD

Rabbit Genome Resources

Pig Genome Resources
lizardbase

MGl
Fugu

Ensembl
Bovmap

Zebrafish Information Network
A Xenopus web resource

Vertebrate Genome Annotation containing manual annotation of
vertebrate finished genome sequence

Genome Browser

Genome Browser

Rat Genome Database

Rabbit Genome Browser

Pig Genome Browser

A centralized and consolidated informatics resource for lizard
research

Mouse Genome Informatics

The Fugu genomics project

Genome databases for vertebrates and other eukaryotic species
mapping the Bovine genome
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BirdBase
ARKdb

AnolisGenome
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A curated, open-source resource for functional analysis of
agricultural plant and animal gene products

A Database of Avian Genes and Genomes

Species databases includes: Cat, Chicken, Cow, Deer, Horse, Pig,
Salmon, Sheep, Tilapia, Turkey

A community resource site for Anolis genomics and genetic
studies

These are List of some invertebrate databases and genome browsers available currently (Table 3) [154-

169].

Table 3: List of some invertebrate databases and genome browsers

WormBase
VectorBase

TAIR
StellaBase
SpBase
SGD
PomBase
IGGI

HGD
Gramene
GOBASE
GenProtEC
FlyBase
Ensembl Genomes
EcoGene

dictyBase

Dendrome

Daphnia Genome Database
ChlamydDB

ANISEED
AspGDA

BeetleBase
Caenorhabditis
Sequencing Projects
The Cotton
Database

Cacao Genome Database
Candida Genome Database

Genome

Genome

The biology and genome of C. elegans
Invertebrate vectors of human pathogens

The Arabidopsis Information Resource
Nematostella vectensis Genomics Database
Strongylocentrotus purpuratus Sea Urchin Genome Database
Saccharomyces Genome Database

A scientific resource for fission yeast
International Glossina Genome Initiative
Hymenoptera Genome Database

A resource for comparative grass genomics
The Organelle Genome Database

E.Coli genome and proteome database

A database of the Drosophila genome

The Database of Escherichia coli Sequence and Function
Central resource for Dictyostelid genomics

A Forest Tree Genome Database
Genome browser
Tthe green alga Chlamydomonas reinhardtii and related species

Ascidian Network for InSitu Expression and Embryological Data
spergillus Genome Database

The model organism database for Tribolium castaneum
Genome browser

Genome browser

Genome browser
Genome browser

e INFORMATION RETRIEVAL FROM BIOLOGICAL DATABASE
o Developing biological database and its availability online was one of the primary concerns
at initial stage of biological research, but now as we have many biological database and
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data is in form of text, table and pictures and many other formats. We should really know
that how to retrieve exact data from a suitable database. Database may be of text
retrieval, sequence retrieval or it may also include structural data retrieval importance
[170-181].

o SEQUENCE ALIGNMENT AND DATABASE SEARCHING
o Alignment of sequence with compare to other relevant and similar sequence is very much
needed in biological research to understand relation between two sequences and also to
predict structure and function based on sequence similarity.
o For basic alignment of sequences use of BLAST is very common. Based on number of
sequences involved in sequencing, we can classify these alighments into pairwise
alignment or multiple sequence alignment.

e PREDICTIVE METHODS USING DNA SEQUENCES
o Gene-finding strategies can be Classified into three major categories.

= Content-based methods rely on the overall, bulk properties of a sequence in
making determination. Characteristics considered here include how often
particular codons are used, the periodicity of repeats, and the compositional
complexity of the sequence. Because different organisms use synonymous
codons with different frequency, such clues can provide insight into determining
regions that are more likely to be exons.

= |n site-based methods, the focus turns to the presence or absence of a specific
sequence, pattern, or consensus. These methods are used to detect features
such as donor and acceptor splice sites, binding sites for transcription factors,
polyA tracts, and start and stop codons.

= comparative methods make determinations based on sequence homology. Here,
translated sequences are subjected to database searches against protein
sequences to determine whether a previously characterized coding region
corresponds to a region in the query sequence. Although this is conceptually the
most straightforward of the methods, it is restrictive because most newly
discovered genes do not have gene products that match anything in the protein
databases.

= Tools associated with these are Grail, Genscan, Fgenes, procrustes and many
others developed with bioinformatics [182-191].

e PREDICTIVE METHODS USING PROTEIN SEQUENCES
o There are tools based on predictive methods using protein sequences, such as PSLPred,
NRpred, PSEAPred. There are other methods also based on motif level, residue level,
signal level, peptide level, domain level and profile based [192-196].

o SEQUENCE ASSEMBLY AND FINISHING METHODS
o At present,the sequencing process is often talked of as consisting of two parts, namely,
assembly and finishing, but in practice there is considerable overlap between the two.
Assembly is the process of attempting to order and align the readings, and finishing is the
task of checking and editing the assembled data. This includes performing new
sequencing experiments to fill gaps or to cover segments where the data is poor and
adjudicating between conflicting readings when editing [197-211].
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e PHYLOGENETIC ANALYSIS

o Phylogenetic analysis is also one of the important implementation of bioinformatics in
biological research. Phylogenetic analysis is study of ancestral history of an organism.
Here after sequence and structural similarities we try to relate organism’s ancestral
history to show how origin of organism was related to each other and “what was order of
evolution”. We actually do evolutionary history analysis by phylogenetic analysis.

o There are many tools available online as well as commercial packages also like PHYLIP. It
uses tree generation methods with algorithms based on methods such as UPGMA, and
neighbor joining [211-219].

o COMPARATIVE GENOME ANALYSIS

o Comparative genome analysis is also being performed in various researches at many
levels such as academics and professional researches. By comparing the finished
reference sequence of the human genome with genomes of other organisms, researchers
can identify regions of similarity and difference. This information can help scientists
better understand the structure and function of human genes and thereby develop new
strategies to combat human disease. Comparative genomics also provides a powerful
tool for studying evolutionary changes among organisms, helping to identify genes that
are conserved among species, as well as genes that give each organism its unique
characteristics [220-226].

o | ARGE-SCALE GENOME ANALYSIS
o Large scale genome analysis is complete genome sequencing, and this application has
much advancement as next generation sequencing and bioinformatics tools like illumina
have been developed to analyze them very quickly. These tools are generally termed as
sequencer and playing a vital role in modern biological research [227-231].

There are so many other application in pharmaceutical research also have been seen these days as it
also deals with systems biology and pathways of metabolites and their relation to biological functioning
similarity [232-241].

Recent Advancement

However bioinformatics is still in its nascent stage, but continuous improvement is making it more
efficient [240]. Mostly with inclusion of various computer language incorporation in this field and
development of software packages for analysis of biological data is contributing to recent advancement
in this field [241-243]. Drug designing software packages like “Sanjeevni” developed by IIT Delhi, India
[244-247], maestro from Schrodinger also is contributing a lot to it. Indian agricultural statistical
research institute (IASRI) also is making a huge contribution towards bioinformatics research by creating
S0 many databases on agricultural and biological area. Most recent use of bioinformatics has been seen
in novel drug molecule discovery and ligand analysis for protein targets in human physiological cycle to
receive most possible cure for lethal diseases in short period [248-251]. There is plenty of docking
software available, which are very efficient and proved their accuracy also [252-253].

Review and conclusion

With inclusion of large number of tools and implementation of bioinformatics in various biological
research areas, it is now showing its existence and importance simultaneously. Now a day every
experiment in biological research is getting associated with bioinformatics. It has made research very
simple and fast, but still validation for various techniques are still in process for its accuracy. We are able
to get a lot of results in a minute, which was not possible by using wet lab techniques in biotechnology.

RJB | Volume 3 | Issue 2 | April - June, 2015



ISSN : 2322-0066

REFERENCES

1. Sheehan D (2013) Next-Generation Genome Sequencing Makes Non-Model Organisms
Increasingly Accessible for Proteomic Studies: Some Implications for Ecotoxicology. J Proteomics
Bioinform 6:e21.

2. Morya VK (2012) Open access Biological Information: Deeds of Need. J Proteomics Bioinform 5: i-
i.

3. Weier HUG (2013) Bioinformatics for High Throughput Sequencing. J Data Mining Genomics
Proteomics 4:€108.

4. Amigo J, Salas A, Costas J, Carracedo A (2012) GDF: Dealing with Highthroughput Genotyping
Multiplatform Data for Medical and Population Genetic Applications. J Proteomics Bioinform 5:
001-006. d0i:10.4172/jpb.1000206

5. Hsiao ESL, Chang YW, Lin P, Liao PC (2012) Proteomics Investigation Reveals Apoptosis-
Associated Proteins in Aryl Hydrocarbon Receptor-Deficient Human Lung Cells Treated with
2,3,7,8-Tetrachlorobenzo-p-dioxin. J Proteomics Bioinform 5: 015-023.
d0i:10.4172/jpb.1000208

6. Naghizadeh S, Rezaeitabar V, Pezeshk H, Matthews D (2012) A Modified Hidden Markov Model
and Its Application in Protein Secondary Structure Prediction. J Proteomics Bioinform 5: 024-030.
d0i:10.4172/jpb.1000209

7. Simpson RJ, Mathivanan S (2012) Extracellular Microvesicles: The Need for Internationally
Recognised Nomenclature and Stringent Purification Criteria. J Proteomics Bioinform 5: ii-ii.
doi: 10.4172/jpb.10000e10

8. Petushkova NA, Larina OV, Chernobrovkin AL, Trifonova OP, Kisrieva YS, et al. (2012)
Optimization of the SDS-PAGE gel slicing approach for identification of human liver microsomal
proteins via MALDI-TOF mass spectrometry. J Proteomics Bioinform 5: 040-049.
doi:10.4172/jpb.1000211 doi: 10.4172/jpb.1000211

9. Hashemi M, Behrangi N, Borna H, Akbarzadeh A, et al. (2012) Evaluating New Targets of Natural
Anticancer Molecules through Bioinformatics Tools. J Proteomics Bioinform 5: 050-053.
d0i:10.4172/jpb.1000212

10.Bora L (2012) Homology Modeling and Docking to Potential Novel Inhibitor for Chikungunya
(37997) Protein nsP2 Protease. J Proteomics Bioinform 5: 054-059. doi:10.4172/jpb.1000213
doi: 10.4172/jpb.1000213

11. Khan A, Khan AU (2012) Biomarker Discovery and Drug Development: A Proteomics Approach. J
Proteomics Bioinform 5: v-vi. d0i:10.4172/jpb.10000e12

12.Luo M, Mengos AE, Stubblefield TM, Mandarino LJ (2012) High Fat Diet- Induced Changes in
Hepatic  Protein  Abundance in Mice. J Proteomics  Bioinform  5:060-066.
doi: 10.4172/jpb.1000214

13.Wang Z, Tsai CA, Chang Yl (2012) Identifying Differential Gene Sets using the Linear Combination
of Genes with Maximum AUC. J Proteomics Bioinform 5:073-083. doi: 10.4172/jpb.1000216

14. Sharma OP, Das AA, Krishna R, Suresh Kumar M, Mathur PP (2012) Structural Epitope Database
(SEDB): A Web-based Database for the Epitope, and its Intermolecular Interaction Along with the
Tertiary Structure Information. J Proteomics Bioinform 5:084-089. do0i:10.4172/jpb.1000217

15. Nadarajah VD, Mertens BJA, Dalebout H, Bladergroen MR, Alagaratham S, et al. (2012) Serum
Peptide Profiles of Duchenne Muscular Dystrophy (DMD) Patients Evaluated by Data Handling
Strategies for High Resolution Content. J Proteomics Bioinform 5: 096-103.
doi: 10.4172/jpb.1000219

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/next-generation-genome-sequencing-makes-non-model-organisms-increasingly-accessible-for-proteomic-studies-some-implications-for-ecotoxicology-jpb.10000e21.php?aid=10837
http://omicsonline.org/next-generation-genome-sequencing-makes-non-model-organisms-increasingly-accessible-for-proteomic-studies-some-implications-for-ecotoxicology-jpb.10000e21.php?aid=10837
http://omicsonline.org/next-generation-genome-sequencing-makes-non-model-organisms-increasingly-accessible-for-proteomic-studies-some-implications-for-ecotoxicology-jpb.10000e21.php?aid=10837
http://omicsonline.org/open-access-biological-information-deeds-of-need-jpb.100000e9.php?aid=3561
http://omicsonline.org/open-access-biological-information-deeds-of-need-jpb.100000e9.php?aid=3561
http://omicsonline.org/bioinformatics-for-high-throughput-sequencing-2153-0602.1000e108.php?aid=20618
http://omicsonline.org/bioinformatics-for-high-throughput-sequencing-2153-0602.1000e108.php?aid=20618
http://omicsonline.org/gdf-dealing-with-high-throughput-genotyping-multiplatform-data-for-medical-and-population-genetic-applications-jpb.1000206.php?aid=3595
http://omicsonline.org/gdf-dealing-with-high-throughput-genotyping-multiplatform-data-for-medical-and-population-genetic-applications-jpb.1000206.php?aid=3595
http://omicsonline.org/gdf-dealing-with-high-throughput-genotyping-multiplatform-data-for-medical-and-population-genetic-applications-jpb.1000206.php?aid=3595
http://omicsonline.org/proteomics-investigation-reveals-apoptosis-associated-proteins-in-aryl-hydrocarbon-receptor-deficient-human-lung-cells-treated-with-2-3-7-8-tetrachlorobenzo-p-dioxin-jpb.1000208.php?aid=3799
http://omicsonline.org/proteomics-investigation-reveals-apoptosis-associated-proteins-in-aryl-hydrocarbon-receptor-deficient-human-lung-cells-treated-with-2-3-7-8-tetrachlorobenzo-p-dioxin-jpb.1000208.php?aid=3799
http://omicsonline.org/proteomics-investigation-reveals-apoptosis-associated-proteins-in-aryl-hydrocarbon-receptor-deficient-human-lung-cells-treated-with-2-3-7-8-tetrachlorobenzo-p-dioxin-jpb.1000208.php?aid=3799
http://omicsonline.org/proteomics-investigation-reveals-apoptosis-associated-proteins-in-aryl-hydrocarbon-receptor-deficient-human-lung-cells-treated-with-2-3-7-8-tetrachlorobenzo-p-dioxin-jpb.1000208.php?aid=3799
http://omicsonline.org/a-modified-hidden-markov-model-and-its-application-in-protein-secondary-structure-prediction-jpb.1000209.php?aid=3845
http://omicsonline.org/a-modified-hidden-markov-model-and-its-application-in-protein-secondary-structure-prediction-jpb.1000209.php?aid=3845
http://omicsonline.org/a-modified-hidden-markov-model-and-its-application-in-protein-secondary-structure-prediction-jpb.1000209.php?aid=3845
http://omicsonline.org/extracellular-microvesicles-the-need-for-internationally-recognised-nomenclature-and-stringent-purification-criteria-jpb.10000e10.php?aid=4410
http://omicsonline.org/extracellular-microvesicles-the-need-for-internationally-recognised-nomenclature-and-stringent-purification-criteria-jpb.10000e10.php?aid=4410
http://omicsonline.org/extracellular-microvesicles-the-need-for-internationally-recognised-nomenclature-and-stringent-purification-criteria-jpb.10000e10.php?aid=4410
http://omicsonline.org/optimization-of-the-sds-page-gel-slicing-approach-for-identification-of-human-liver-microsomal-proteins-via-maldi-tof-mass-spectrometry-jpb.1000211.php?aid=4406
http://omicsonline.org/optimization-of-the-sds-page-gel-slicing-approach-for-identification-of-human-liver-microsomal-proteins-via-maldi-tof-mass-spectrometry-jpb.1000211.php?aid=4406
http://omicsonline.org/optimization-of-the-sds-page-gel-slicing-approach-for-identification-of-human-liver-microsomal-proteins-via-maldi-tof-mass-spectrometry-jpb.1000211.php?aid=4406
http://omicsonline.org/optimization-of-the-sds-page-gel-slicing-approach-for-identification-of-human-liver-microsomal-proteins-via-maldi-tof-mass-spectrometry-jpb.1000211.php?aid=4406
http://omicsonline.org/evaluating-new-targets-of-natural-anticancer-molecules-through-bioinformatics-tools-jpb.1000212.php?aid=4407
http://omicsonline.org/evaluating-new-targets-of-natural-anticancer-molecules-through-bioinformatics-tools-jpb.1000212.php?aid=4407
http://omicsonline.org/evaluating-new-targets-of-natural-anticancer-molecules-through-bioinformatics-tools-jpb.1000212.php?aid=4407
http://omicsonline.org/homology-modeling-and-docking-to-potential-novel-inhibitor-for-chikungunya-37997-protein-nsp2-protease-jpb.1000213.php?aid=4408
http://omicsonline.org/homology-modeling-and-docking-to-potential-novel-inhibitor-for-chikungunya-37997-protein-nsp2-protease-jpb.1000213.php?aid=4408
http://omicsonline.org/homology-modeling-and-docking-to-potential-novel-inhibitor-for-chikungunya-37997-protein-nsp2-protease-jpb.1000213.php?aid=4408
http://omicsonline.org/biomarker-discovery-and-drug-development-a-proteomics-approach.php?aid=5085
http://omicsonline.org/biomarker-discovery-and-drug-development-a-proteomics-approach.php?aid=5085
http://omicsonline.org/high-fat-diet-induced-changes-in-hepatic-protein-abundance-in-mice-jpb.1000214.php?aid=5092
http://omicsonline.org/high-fat-diet-induced-changes-in-hepatic-protein-abundance-in-mice-jpb.1000214.php?aid=5092
http://omicsonline.org/high-fat-diet-induced-changes-in-hepatic-protein-abundance-in-mice-jpb.1000214.php?aid=5092
http://omicsonline.org/identifying-differential-gene-sets-using-the-linear-combination-of-genes-with-maximum-auc-jpb.1000216.php?aid=5087
http://omicsonline.org/identifying-differential-gene-sets-using-the-linear-combination-of-genes-with-maximum-auc-jpb.1000216.php?aid=5087
http://omicsonline.org/structural-epitope-database-sedb-a-web-based-database-for-the-epitope-and-its-intermolecular-interaction-along-with-the-tertiary-structure-information-jpb.1000217.php?aid=5088
http://omicsonline.org/structural-epitope-database-sedb-a-web-based-database-for-the-epitope-and-its-intermolecular-interaction-along-with-the-tertiary-structure-information-jpb.1000217.php?aid=5088
http://omicsonline.org/structural-epitope-database-sedb-a-web-based-database-for-the-epitope-and-its-intermolecular-interaction-along-with-the-tertiary-structure-information-jpb.1000217.php?aid=5088
http://omicsonline.org/serum-peptide-profiles-of-duchenne-muscular-dystrophy-dmd-patients-evaluated-by-data-handling-strategies-for-high-resolution-content-jpb.1000219.php?aid=5662
http://omicsonline.org/serum-peptide-profiles-of-duchenne-muscular-dystrophy-dmd-patients-evaluated-by-data-handling-strategies-for-high-resolution-content-jpb.1000219.php?aid=5662
http://omicsonline.org/serum-peptide-profiles-of-duchenne-muscular-dystrophy-dmd-patients-evaluated-by-data-handling-strategies-for-high-resolution-content-jpb.1000219.php?aid=5662
http://omicsonline.org/serum-peptide-profiles-of-duchenne-muscular-dystrophy-dmd-patients-evaluated-by-data-handling-strategies-for-high-resolution-content-jpb.1000219.php?aid=5662

ISSN : 2322-0066

16. Edwards AVG, Edwards GJ, Larsen MR, Cordwell SJ (2012) Reportsites - A Computational Method
to Extract Positional and Physico-Chemical Information from Large-Scale Proteomic Post-
Translational Modification Datasets. J Proteomics Bioinform 5: 104-107.
doi:10.4172/jpb.1000220

17. Galindo RC, de la Fuente J (2012) Transcriptomics Data Integration Reveals Jak-STAT as a
Common Pathway Affected by Pathogenic Intracellular Bacteria in Natural Reservoir Hosts. J
Proteomics Bioinform 5: 108-115. doi: 10.4172/jpb.1000221

18. Erdogan H, Apaydin MS (2012) Incorporating Amino Acid Typing Into Nuclear Magnetic
Resonance Protein Structure-Based Assignments. J Proteomics Bioinform 5: 116-121.
doi: 10.4172/jpb.1000222

19. Lakshmanan J, Seelan RS, Thangavel M, Vadnal RE, Janckila AJ, et al. (2012) Proteomic Analysis
of Rat Prefrontal Cortex after Chronic Lithium Treatment. J Proteomics Bioinform 5: 140-146.
doi: 10.4172/jpb.1000226

20. Xian GM (2012) Prediction of Membrane Spanning 3 Strands in Bacterial Porins by Using Wavelet
Support  Vector Machine  Algorithm. J Proteomics Bioinform 5: 135-139.
doi: 10.4172/jpb.1000225

21.Chadha T, Alexandre Trindade A (2012) Phylogenetic Analysis of Genetic Diversity of Hemolysins
in Leptospira. J Proteomics Bioinform 5: 152-154. doi: 10.4172/jpb.1000228

22.Zanatta G, Barroso-Neto IL, Bambini-Junior V, Dutra MF, Bezerra EM, et al. (2012) Quantum
Biochemistry Description of the Human Dopamine D3 Receptor in Complex with the Selective
Antagonist Eticlopride. J Proteomics Bioinform 5: 155-162. doi: 10.4172/jpb.1000229

23.Lai Y (2012) Quantitative Membrane Proteomics and its Application in Translational

24.Saha S, Halder S, Bhattacharya D, Banerjee D, Chakrabarti A (2012) Fractional Precipitation of
Plasma Proteome by Ammonium Sulphate: Case Studies in Leukemia and Thalassemia. J
Proteomics Bioinform 5: 163-171. doi: 10.4172/jpb.1000230

25.Vipan Kumar S, Apurba D, Amarpal S (2012) Comparative Analysis of Non-Synonymous and
Synonymous Substitution of Capsid Proteins of Human Herpes Virus. J Proteomics Bioinform 5:
172-176. doi: 10.4172/jpb.1000231

26. El-Haibi CP, Singh R, Gupta P, Sharma PK, Greenleaf KN, et al. (2012) Antibody Microarray
Analysis of Signaling Networks Regulated by Cxcl13 and Cxcr5 in Prostate Cancer. J Proteomics
Bioinform 5: 177-184. doi:10.4172/ jpb.1000232

27.Sjoberg R, Hammarstrom L, Nilsson P (2012) Biosensor Based Protein Profiling on Reverse
Phase Serum Microarray. J Proteomics Bioinform 5: 185-189. doi: 10.4172/jpb.1000233

28.Sharma N, Bhardwaj SV, Sharma A, Tomar M, Kaur R, et al. (2012) Comparative Genomic and
Proteomic Phylogenetic Analysis of Indian Isolate of Partial Coat Protein Gene Sequence of
Zucchini Yellow Mosaic Virus (ZYMV) Using Data Mining. J Proteomics Bioinform 5: 196-203.
d0i:10.4172/jpb.1000235

29.Peng L (2012) Tandem Mass Spectrometry: A New Platform for Fluxomics. J Proteomics
Bioinform 5: ix-x.

30. Davoudi-Dehaghani E, Zeinali S, Mahdieh N, Shirkavand A, Bagherian H (2012) Amplicon
Secondary Structure Formation and Elongation during the Process of Sequencing. J Proteomics
Bioinform 5: 204-207.

31.Shobana S, Berla TE, Kasmir Raja SV (2012) Evolutionary Trace Analysis of Azoreductase at the
Ligand Binding Site and Enhancing the Active Site through Site Directed Mutagenesis. J
Proteomics Bioinform 5: 222-225.

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/reportsites-a-computational-method-to-extract-positional-and-physico-chemical-information-from-large-scale-proteomic-post-translational-modification-datasets-jpb.1000220.php?aid=5646
http://omicsonline.org/reportsites-a-computational-method-to-extract-positional-and-physico-chemical-information-from-large-scale-proteomic-post-translational-modification-datasets-jpb.1000220.php?aid=5646
http://omicsonline.org/reportsites-a-computational-method-to-extract-positional-and-physico-chemical-information-from-large-scale-proteomic-post-translational-modification-datasets-jpb.1000220.php?aid=5646
http://omicsonline.org/reportsites-a-computational-method-to-extract-positional-and-physico-chemical-information-from-large-scale-proteomic-post-translational-modification-datasets-jpb.1000220.php?aid=5646
http://omicsonline.org/transcriptomics-data-integration-reveals-jak-stat-as-a-common-pathway-affected-by-pathogenic-intracellular-bacteria-in-natural-reservoir-hosts-jpb.1000221.php?aid=5645
http://omicsonline.org/transcriptomics-data-integration-reveals-jak-stat-as-a-common-pathway-affected-by-pathogenic-intracellular-bacteria-in-natural-reservoir-hosts-jpb.1000221.php?aid=5645
http://omicsonline.org/transcriptomics-data-integration-reveals-jak-stat-as-a-common-pathway-affected-by-pathogenic-intracellular-bacteria-in-natural-reservoir-hosts-jpb.1000221.php?aid=5645
http://omicsonline.org/incorporating-amino-acid-typing-into-nuclear-magnetic-resonance-protein-structure-based-assignments-jpb.1000222.php?aid=5644
http://omicsonline.org/incorporating-amino-acid-typing-into-nuclear-magnetic-resonance-protein-structure-based-assignments-jpb.1000222.php?aid=5644
http://omicsonline.org/incorporating-amino-acid-typing-into-nuclear-magnetic-resonance-protein-structure-based-assignments-jpb.1000222.php?aid=5644
http://omicsonline.org/proteomic-analysis-of-rat-prefrontal-cortex-after-chronic-lithium-treatment-jpb.1000226.php?aid=7111
http://omicsonline.org/proteomic-analysis-of-rat-prefrontal-cortex-after-chronic-lithium-treatment-jpb.1000226.php?aid=7111
http://omicsonline.org/proteomic-analysis-of-rat-prefrontal-cortex-after-chronic-lithium-treatment-jpb.1000226.php?aid=7111
http://omicsonline.org/prediction-of-membrane-spanning-strands-in-bacterial-porins-by-using-wavelet-support-vector-machine-algorithm-jpb.1000225.php?aid=7109
http://omicsonline.org/prediction-of-membrane-spanning-strands-in-bacterial-porins-by-using-wavelet-support-vector-machine-algorithm-jpb.1000225.php?aid=7109
http://omicsonline.org/prediction-of-membrane-spanning-strands-in-bacterial-porins-by-using-wavelet-support-vector-machine-algorithm-jpb.1000225.php?aid=7109
http://omicsonline.org/phylogenetic-analysis-of-genetic-diversity-of-hemolysins-in-leptospira-jpb.1000228.php?aid=7458
http://omicsonline.org/phylogenetic-analysis-of-genetic-diversity-of-hemolysins-in-leptospira-jpb.1000228.php?aid=7458
http://omicsonline.org/quantum-biochemistry-description-of-the-human-dopamine-d3-receptor-in-complex-with-the-selective-antagonist-eticlopride-jpb.1000229.php?aid=7520
http://omicsonline.org/quantum-biochemistry-description-of-the-human-dopamine-d3-receptor-in-complex-with-the-selective-antagonist-eticlopride-jpb.1000229.php?aid=7520
http://omicsonline.org/quantum-biochemistry-description-of-the-human-dopamine-d3-receptor-in-complex-with-the-selective-antagonist-eticlopride-jpb.1000229.php?aid=7520
http://omicsonline.org/quantitative-membrane-proteomics-and-its-application-in-translational-pharmacology-jpb.10000e13.php?aid=8035
http://omicsonline.org/quantitative-membrane-proteomics-and-its-application-in-translational-pharmacology-jpb.10000e13.php?aid=8035
http://omicsonline.org/fractional-precipitation-of-plasma-proteome-by-ammonium-sulphate-case-studies-in-leukemia-and-thalassemia-jpb.1000230.php?aid=7974
http://omicsonline.org/fractional-precipitation-of-plasma-proteome-by-ammonium-sulphate-case-studies-in-leukemia-and-thalassemia-jpb.1000230.php?aid=7974
http://omicsonline.org/fractional-precipitation-of-plasma-proteome-by-ammonium-sulphate-case-studies-in-leukemia-and-thalassemia-jpb.1000230.php?aid=7974
http://omicsonline.org/comparative-analysis-of-non-synonymous-and-synonymous-substitution-of-capsid-proteins-of-human-herpes-virus-jpb.1000231.php?aid=7975
http://omicsonline.org/comparative-analysis-of-non-synonymous-and-synonymous-substitution-of-capsid-proteins-of-human-herpes-virus-jpb.1000231.php?aid=7975
http://omicsonline.org/comparative-analysis-of-non-synonymous-and-synonymous-substitution-of-capsid-proteins-of-human-herpes-virus-jpb.1000231.php?aid=7975
http://omicsonline.org/antibody-microarray-analysis-of-signaling-networks-regulated-by-cxcl13%20and-cxcr5-in-prostate-cancer-jpb.1000232.php?aid=7976
http://omicsonline.org/antibody-microarray-analysis-of-signaling-networks-regulated-by-cxcl13%20and-cxcr5-in-prostate-cancer-jpb.1000232.php?aid=7976
http://omicsonline.org/antibody-microarray-analysis-of-signaling-networks-regulated-by-cxcl13%20and-cxcr5-in-prostate-cancer-jpb.1000232.php?aid=7976
http://omicsonline.org/biosensor-based-protein-profiling-on-reverse-phase-serum-microarray-jpb.1000233.php?aid=7977
http://omicsonline.org/biosensor-based-protein-profiling-on-reverse-phase-serum-microarray-jpb.1000233.php?aid=7977
http://omicsonline.org/comparative-genomic-and-proteomic-phylogenetic-analysis-of-indian-isolate-of-partial-coat-protein-gene-sequence-of-zucchini-yellow-mosaic%20virus-zymv-using-data-mining-jpb.1000235.php?aid=8129
http://omicsonline.org/comparative-genomic-and-proteomic-phylogenetic-analysis-of-indian-isolate-of-partial-coat-protein-gene-sequence-of-zucchini-yellow-mosaic%20virus-zymv-using-data-mining-jpb.1000235.php?aid=8129
http://omicsonline.org/comparative-genomic-and-proteomic-phylogenetic-analysis-of-indian-isolate-of-partial-coat-protein-gene-sequence-of-zucchini-yellow-mosaic%20virus-zymv-using-data-mining-jpb.1000235.php?aid=8129
http://omicsonline.org/comparative-genomic-and-proteomic-phylogenetic-analysis-of-indian-isolate-of-partial-coat-protein-gene-sequence-of-zucchini-yellow-mosaic%20virus-zymv-using-data-mining-jpb.1000235.php?aid=8129
http://omicsonline.org/tandem-mass-spectrometry-a-new-platform-for-fluxomics-jpb.10000e14.php?aid=9184
http://omicsonline.org/tandem-mass-spectrometry-a-new-platform-for-fluxomics-jpb.10000e14.php?aid=9184
http://omicsonline.org/amplicon-secondary-structure-formation-and-elongation-during-the-process-of-sequencing-jpb.1000236.php?aid=8210
http://omicsonline.org/amplicon-secondary-structure-formation-and-elongation-during-the-process-of-sequencing-jpb.1000236.php?aid=8210
http://omicsonline.org/amplicon-secondary-structure-formation-and-elongation-during-the-process-of-sequencing-jpb.1000236.php?aid=8210
http://omicsonline.org/evolutionary-trace-analysis-of-azoreductase-at-the-ligand-binding-site-and%20enhancing-the-active-site-through-site-directed-mutagenesis-jpb.1000240.php?aid=8829
http://omicsonline.org/evolutionary-trace-analysis-of-azoreductase-at-the-ligand-binding-site-and%20enhancing-the-active-site-through-site-directed-mutagenesis-jpb.1000240.php?aid=8829
http://omicsonline.org/evolutionary-trace-analysis-of-azoreductase-at-the-ligand-binding-site-and%20enhancing-the-active-site-through-site-directed-mutagenesis-jpb.1000240.php?aid=8829

ISSN : 2322-0066

32. Mostovenko E, Scott HC, Klychnikov O, Dalebout H, Deelder AM, et al. (2012) Protein
Fractionation for Quantitative Plasma Proteomics by Semi-Selective Precipitation. J Proteomics
Bioinform 5: 217-221.

33.Nebel JC(2012) Proteomics and Bioinformatics Soon to Resolve the Human Structural
Interactome. J Proteomics Bioinform 5: xi-xii.

34.Bhaskar A, Upgade A, Kavitha P (2012) Characterization of Keratitis Disease Causing 56k
Cysteine Protease Encoding Gene from Serratia marcescens. J Proteomics Bioinform 5: 226-229.

35. Sumathy R, Ashwath SK, Gopalakrishnan VK (2012) Theoretical Modeling and Docking Studies of
Silkworm Serotonin Receptor. J Proteomics Bioinform 5: 230-234.

36. Sameer Kumar GS, Venugopal AK, Kashyap MK, Raju R, Marimuthu A, et al. (2012) Gene
Expression Profiling of Tuberculous Meningitis Co-infected with HIV. J Proteomics Bioinform 5:
235-244.,

37.Cooley P, Gaddis N, Folsom R, Wagener D (2012) Conducting Genome- Wide Association Studies:
Epistasis Scenarios. J Proteomics Bioinform 5: 245-251.

38. Gridley DS, Pecaut MJ, Green LM, Herrmann EC, Bianski B, et al. (2012) Effects of Space Flight
on the Expression of Liver Proteins in the Mouse. J Proteomics Bioinform 5: 256-261.

39. Rauf S, Mir A (2012) Phylogenetic Analysis of ASPM, a Major Contributor Gene of Microcephaly. J
Proteomics Bioinform 5: 252-255.

40. Mathivanan S (2012) Quest for Cancer Biomarkers: Assaying Mutant Proteins and RNA That
Provides the Much Needed Specificity. J Proteomics Bioinform 5: xiii-xvii.

41.Morya VK (2012) Omics for Metabolic Reconstruction Engineering: The Current Trend. J
Proteomics Bioinform 5: xviii-xix.

42.Cheng F (2012) Blood MicroRNAs: Novel Omics Biomarkers for Ovarian Cancer Early Detection. J
Proteomics Bioinform 5: xx-xxi.

43. Chaudhary M, Payasi A (2012) Molecular Characterization and Antimicrobial Susceptibility Study
of Acinetobacter baumannii Clinical Isolates from Middle East, African and Indian Patients J
Proteomics Bioinform 5: 265-269.

44, Hernandez S, Amela |, Cedano J, Pinol J, Perez-Pons JA, et al. (2012) Do Moonlighting Proteins
Belong to the Intrinsically Disordered Protein Class? J Proteomics Bioinform 5: 262-264.

45. Kumavath RN, Pratap D (2012) Comparative Network Analysis of Two- Component Signal
Transducing Protein-Protein Interactions in Enterococcus faecalis Sp. J Proteomics Bioinform 5:
270-278.

46.Ladame S (2012) Looking at the Genome and the Proteome with the Eyes of a Chemist:
Engineered Molecular and Chemical Tools for Sensing and Therapeutic Applications. J Proteomics
Bioinform 5: xxii-xxiv.

47.Trudgian DC, Singleton R, Cockman ME, Ratcliffe PJ, Kessler BM (2012) ModLS: Post-
Translational Modification Localization Scoring with Automatic Specificity Expansion. J Proteomics
Bioinform 5: 283-289.

48. Kumar A, Rout PK, Mohanty BP (2013) Identification of Milk Protein Polymorphism in Indian
Goats by 2D Gel Electrophoresis. J Proteomics Bioinform 6:001-004.

49. Chaudhary M, Payasi A (2013) Rising Antimicrobial Resistance of Pseudomonas aeruginosa
Isolated from Clinical Specimens in India. J Proteomics Bioinform 6:005-009.

50. Tahir M, Shakeel SN (2013) Buffer Optimization for Cynodon dactylon Proteome. J Proteomics
Bioinform 6:010-014.

51. Perez G, Mascini M, Sergi M, Del Carlo M, Curini R, et al. (2013) Peptides Binding Cocaine: A
Strategy to Design Biomimetic Receptors. J Proteomics Bioinform 6: 015-022.

10

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/protein-fractionation-for-quantitative-plasma-proteomics-by-semi-selective%20precipitation-jpb.1000239.php?aid=8555
http://omicsonline.org/protein-fractionation-for-quantitative-plasma-proteomics-by-semi-selective%20precipitation-jpb.1000239.php?aid=8555
http://omicsonline.org/protein-fractionation-for-quantitative-plasma-proteomics-by-semi-selective%20precipitation-jpb.1000239.php?aid=8555
http://omicsonline.org/proteomics-and-bioinformatics-soon-to-resolve-the-human-structural%20interactome-jpb.10000e15.php?aid=8853
http://omicsonline.org/proteomics-and-bioinformatics-soon-to-resolve-the-human-structural%20interactome-jpb.10000e15.php?aid=8853
http://omicsonline.org/characterization-of-keratitis-disease-causing-56k-cysteine-protease%20encoding-gene-from-serratia-marcescens-jpb.1000241.php?aid=8830
http://omicsonline.org/characterization-of-keratitis-disease-causing-56k-cysteine-protease%20encoding-gene-from-serratia-marcescens-jpb.1000241.php?aid=8830
http://omicsonline.org/theoretical-modeling-and-docking-studies-of-silkworm-serotonin-receptor-jpb.1000242.php?aid=8556
http://omicsonline.org/theoretical-modeling-and-docking-studies-of-silkworm-serotonin-receptor-jpb.1000242.php?aid=8556
http://omicsonline.org/gene-expression-profiling-of-tuberculous-meningitis-co-infected-with-hiv-jpb.1000243.php?aid=8850
http://omicsonline.org/gene-expression-profiling-of-tuberculous-meningitis-co-infected-with-hiv-jpb.1000243.php?aid=8850
http://omicsonline.org/gene-expression-profiling-of-tuberculous-meningitis-co-infected-with-hiv-jpb.1000243.php?aid=8850
http://omicsonline.org/conducting-genome-wide-association-studies-epistasis-scenarios-jpb.1000244.php?aid=9039
http://omicsonline.org/conducting-genome-wide-association-studies-epistasis-scenarios-jpb.1000244.php?aid=9039
http://omicsonline.org/effects-of-space-flight-on-the-expression-of-liver-proteins-in-the-mouse-jpb.1000246.php?aid=9364
http://omicsonline.org/effects-of-space-flight-on-the-expression-of-liver-proteins-in-the-mouse-jpb.1000246.php?aid=9364
http://omicsonline.org/phylogenetic-analysis-of-aspm-a-major-contributor-gene-of-microcephaly-jpb.1000245.php?aid=8848
http://omicsonline.org/phylogenetic-analysis-of-aspm-a-major-contributor-gene-of-microcephaly-jpb.1000245.php?aid=8848
http://omicsonline.org/quest-for-cancer-biomarkers-assaying-mutant-proteins-and-rna-that-provides-the-much-needed-specificity-jpb.10000e16.php?aid=9453
http://omicsonline.org/quest-for-cancer-biomarkers-assaying-mutant-proteins-and-rna-that-provides-the-much-needed-specificity-jpb.10000e16.php?aid=9453
http://omicsonline.org/omics-for-metabolic-reconstruction-engineering-the-current-trend-jpb.10000e17.php?aid=9454
http://omicsonline.org/omics-for-metabolic-reconstruction-engineering-the-current-trend-jpb.10000e17.php?aid=9454
http://omicsonline.org/blood-micrornas-novel-omics-biomarkers-for-ovarian-cancer-early-detection-jpb.10000e18.php?aid=9455
http://omicsonline.org/blood-micrornas-novel-omics-biomarkers-for-ovarian-cancer-early-detection-jpb.10000e18.php?aid=9455
http://omicsonline.org/molecular-characterization-and-antimicrobial-susceptibility-study-of-acinetobacter-baumannii-clinical-isolates-from-middle-east-african-and-indian-patients-jpb.1000248.php?aid=9774
http://omicsonline.org/molecular-characterization-and-antimicrobial-susceptibility-study-of-acinetobacter-baumannii-clinical-isolates-from-middle-east-african-and-indian-patients-jpb.1000248.php?aid=9774
http://omicsonline.org/molecular-characterization-and-antimicrobial-susceptibility-study-of-acinetobacter-baumannii-clinical-isolates-from-middle-east-african-and-indian-patients-jpb.1000248.php?aid=9774
http://omicsonline.org/do-moonlighting-proteins-belong-to-the-intrinsically-disordered-protein-class-jpb.1000247.php?aid=9759
http://omicsonline.org/do-moonlighting-proteins-belong-to-the-intrinsically-disordered-protein-class-jpb.1000247.php?aid=9759
http://omicsonline.org/comparative-network-analysis-of-two-component-signal-transducing-protein-protein-interactions-in-enterococcus-faecalis-sp-jpb.1000249.php?aid=9760
http://omicsonline.org/comparative-network-analysis-of-two-component-signal-transducing-protein-protein-interactions-in-enterococcus-faecalis-sp-jpb.1000249.php?aid=9760
http://omicsonline.org/comparative-network-analysis-of-two-component-signal-transducing-protein-protein-interactions-in-enterococcus-faecalis-sp-jpb.1000249.php?aid=9760
http://omicsonline.org/looking-at-the-genome-and-the-proteome-with-the-eyes-of-a-chemist-engineered-molecular-and-chemical-tools-for-sensing-and-therapeutic-applications-jpb.10000e19.php?aid=10192
http://omicsonline.org/looking-at-the-genome-and-the-proteome-with-the-eyes-of-a-chemist-engineered-molecular-and-chemical-tools-for-sensing-and-therapeutic-applications-jpb.10000e19.php?aid=10192
http://omicsonline.org/looking-at-the-genome-and-the-proteome-with-the-eyes-of-a-chemist-engineered-molecular-and-chemical-tools-for-sensing-and-therapeutic-applications-jpb.10000e19.php?aid=10192
http://omicsonline.org/modls-post-translational-modification-localization-scoring-with-automatic-specificity-expansion-jpb.1000251.php?aid=10350
http://omicsonline.org/modls-post-translational-modification-localization-scoring-with-automatic-specificity-expansion-jpb.1000251.php?aid=10350
http://omicsonline.org/modls-post-translational-modification-localization-scoring-with-automatic-specificity-expansion-jpb.1000251.php?aid=10350
http://omicsonline.org/identification-of-milk-protein-polymorphism-in-indian-goats-by-2d-gel-electrophoresis-jpb.1000252.php?aid=10838
http://omicsonline.org/identification-of-milk-protein-polymorphism-in-indian-goats-by-2d-gel-electrophoresis-jpb.1000252.php?aid=10838
http://omicsonline.org/rising-antimicrobial-resistance-of-pseudomonas-aeruginosa-isolated-from-clinical-specimens-in-india-jpb.1000253.php?aid=10839
http://omicsonline.org/rising-antimicrobial-resistance-of-pseudomonas-aeruginosa-isolated-from-clinical-specimens-in-india-jpb.1000253.php?aid=10839
http://omicsonline.org/buffer-optimization-for-cynodon-dactylon-proteome-jpb.1000254.php?aid=10840
http://omicsonline.org/buffer-optimization-for-cynodon-dactylon-proteome-jpb.1000254.php?aid=10840
http://omicsonline.org/peptides-binding-cocaine-a-strategy-to-design-biomimetic-receptors-jpb.1000255.php?aid=10866
http://omicsonline.org/peptides-binding-cocaine-a-strategy-to-design-biomimetic-receptors-jpb.1000255.php?aid=10866

ISSN : 2322-0066

52.Sohpal VK, Dey A, Singh A (2013) Computational Analysis of Distance and Character based
Phylogenetic Tree for Capsid Proteins of Human Herpes Virus. J Data Mining Genomics
Proteomics 4:128.

53.Tiwari K,Thakur HK (2014) Diversity and Molecular Characterization of Dominant Bacillus
amyloliquefaciens (JNU-001) Endophytic Bacterial Strains Isolated from Native Neem Varieties of
Sanganer Region of Rajasthan. J Biodivers Biopros Dev 1:115.

54. Kuznetsov A (2009) VMD: Genetic Networks Described in Stochastic Pi Machine (SPiM)
Programming Language: Compositional Design. J Comput Sci Syst Biol 2:272-282.

55. Natarajan S (2013) Highlights of Recent Articles on Data Mining in Genomics and Proteomics. J
Data Mining Genomics Proteomics 4:€104.

56. Daefler S (2013) Using Datasets for Modeling of Infectious Diseases. J Data Mining Genomics
Proteomics 4:e103.

57.Karasawa R, Fujieda M, Ohta K, Yudoh K (2013) Validation of a New Biomarker in Patients with
Kawasaki Disease Identified by Proteomics. J Data Mining Genomics Proteomics 4:124.

58. Attie O, Daefler S (2013) An Agent Based Model of Tularemia. J Data Mining Genomics
Proteomics 4:125.

59. Josic D, Giacometti J (2013) Foodomics-Use of Integrated Omics in Nutrition, Food Technology
and Biotechnology. J Data Mining Genomics Proteomics 4:€106.

60.Wood PI, Braverman NE (2014) Lipidomics Analysis of Peroxisomal Disorders: Discovery of
Deficits in Phosphatidyglycerol Levels in Rhizomelic Chondrodysplasia Type 1. J Data Mining
Genomics Proteomics S1:001.

61. Brindley SM, Tooker BC, Pass HI, Newman LS (2013) Attempted Validation of Surface Enhanced
Laser Desorption lonization-Time of Flight Derived Kinesin Biomarkers in Malignant
Mesothelioma. J Data Mining Genomics Proteomics S1:002.

62.H, Lee S, Takei-Kumagai N, Hayashi H, Miura Y, et al. (2013) Exploration of Biomarkers for
Asbestos Exposure and Occurrence of Malignant Mesothelioma Based on the Immunological
Effects of Asbestos. J Data Mining Genomics Proteomics S2:001.

63. Vipan Kumar S, Dey A, Singh A (2013) N-W Algorithm and ANFIS Modeling on Alignment
Similarity of Triplex Capsid Protein of Human Herpes Simplex Virus. J Data Mining Genomics
Proteomics S3:001.

64. Roy A, Shao J, Hartung JS, Schneider W, Brlansky RH (2013) A Case Study on Discovery of Novel
Citrus Leprosis Virus Cytoplasmic Type 2 Utilizing Small RNA Libraries by Next Generation
Sequencing and Bioinformatic Analyses. J Data Mining Genomics Proteomics 4:129.

65. Oliveira JS, Mendes ND,Carocha V, GraA8a C, Paiva JA, et al. (2013) A Computational Approach
for MicroRNA Identification in Plants: Combining Genome-Based Predictions with RNA-Seq Data. J
Data Mining Genomics Proteomics 4:130.

66. Natsoulis G, Zhang N, Welch K, Bell J, Ji HP (2013) Identification of Insertion Deletion Mutations
from Deep Targeted Resequencing. J Data Mining Genomics Proteomics 4:132.

67.Al-Haggar MMS, Khair-Allaha BA, Islam MM, Mohamed ASA (2013) Bioinformatics in High
Throughput Sequencing: Application in Evolving Genetic Diseases. J Data Mining Genomics
Proteomics 4:131.

68. Davis C, Kota K, Baldhandapani V, Gong W, Abubucker S, et al. (2013) mblast: Keeping up with
the Sequencing Explosion for (Meta) Genome Analysis. J Data Mining Genomics Proteomics
4:135.

69. Jiao X, Zheng X, Ma L, Kutty G, Gogineni E, et al. (2013) A Benchmark Study on Error Assessment
and Quality Control of CCS Reads Derived from the PacBio RS. J Data Mining Genomics
Proteomics 4:136.

11

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/computational-analysis-of-distance-and-character-based-phylogenetic-tree-for-capsid-proteins-of-human-herpes-virus-2153-0602.1000128.php?aid=12464
http://omicsonline.org/computational-analysis-of-distance-and-character-based-phylogenetic-tree-for-capsid-proteins-of-human-herpes-virus-2153-0602.1000128.php?aid=12464
http://omicsonline.org/computational-analysis-of-distance-and-character-based-phylogenetic-tree-for-capsid-proteins-of-human-herpes-virus-2153-0602.1000128.php?aid=12464
http://omicsgroup.org/journals/diversity-and-molecular-characterization-of-dominant-bacillus-amyloliquefaciens-jnu-endophytic-bacterial-strains-isolated-from-native-neem-varieties-2376-0214.1000115.php?aid=27403
http://omicsgroup.org/journals/diversity-and-molecular-characterization-of-dominant-bacillus-amyloliquefaciens-jnu-endophytic-bacterial-strains-isolated-from-native-neem-varieties-2376-0214.1000115.php?aid=27403
http://omicsgroup.org/journals/diversity-and-molecular-characterization-of-dominant-bacillus-amyloliquefaciens-jnu-endophytic-bacterial-strains-isolated-from-native-neem-varieties-2376-0214.1000115.php?aid=27403
http://omicsonline.org/genetic-networks-described-in-stochastic-pi-machine-spim-programming-language-jcsb.1000272.php?aid=1260
http://omicsonline.org/genetic-networks-described-in-stochastic-pi-machine-spim-programming-language-jcsb.1000272.php?aid=1260
http://omicsonline.org/highlights-of-recent-articles-on-data-mining-in-genomics-and-proteomics-2153-0602.1000e104.php?aid=11366
http://omicsonline.org/highlights-of-recent-articles-on-data-mining-in-genomics-and-proteomics-2153-0602.1000e104.php?aid=11366
http://omicsonline.org/using-datasets-for-modeling-of-infectious-diseases-2153-0602.1000e103.php?aid=10929
http://omicsonline.org/using-datasets-for-modeling-of-infectious-diseases-2153-0602.1000e103.php?aid=10929
http://omicsonline.org/validation-of-a-new-biomarker-in-patients-with-kawasaki-disease%20identified-by-proteomics-2153-0602.1000124.php?aid=10930
http://omicsonline.org/validation-of-a-new-biomarker-in-patients-with-kawasaki-disease%20identified-by-proteomics-2153-0602.1000124.php?aid=10930
http://omicsonline.org/an-agent-based-model-of-tularemia-2153-0602.1000125.php?aid=11364
http://omicsonline.org/an-agent-based-model-of-tularemia-2153-0602.1000125.php?aid=11364
http://omicsonline.org/foodomics-use-of-integrated-omics-in-nutrition,-food-technology-and-biotechnology-2153-0602.1000e106.php?aid=11776
http://omicsonline.org/foodomics-use-of-integrated-omics-in-nutrition,-food-technology-and-biotechnology-2153-0602.1000e106.php?aid=11776
http://omicsonline.org/progress-and-clinical-applications-in-proteomics-2153-0602.S1-001.php?aid=10411
http://omicsonline.org/progress-and-clinical-applications-in-proteomics-2153-0602.S1-001.php?aid=10411
http://omicsonline.org/progress-and-clinical-applications-in-proteomics-2153-0602.S1-001.php?aid=10411
http://omicsonline.org/attempted-validation-of-surface-enhanced-laser-desorption-ionization-time-of-flight-derived-kinesin-biomarkers-in-malignant-mesothelioma-2153-0602.S1-002.php?aid=10412
http://omicsonline.org/attempted-validation-of-surface-enhanced-laser-desorption-ionization-time-of-flight-derived-kinesin-biomarkers-in-malignant-mesothelioma-2153-0602.S1-002.php?aid=10412
http://omicsonline.org/attempted-validation-of-surface-enhanced-laser-desorption-ionization-time-of-flight-derived-kinesin-biomarkers-in-malignant-mesothelioma-2153-0602.S1-002.php?aid=10412
http://omicsonline.org/exploration-of-biomarkers-for-asbestos-exposure-and-occurrence-of-malignant-mesothelioma-based-on-the-immunological-effects-of-asbestos-2153-0602.S2-001.php?aid=11066
http://omicsonline.org/exploration-of-biomarkers-for-asbestos-exposure-and-occurrence-of-malignant-mesothelioma-based-on-the-immunological-effects-of-asbestos-2153-0602.S2-001.php?aid=11066
http://omicsonline.org/exploration-of-biomarkers-for-asbestos-exposure-and-occurrence-of-malignant-mesothelioma-based-on-the-immunological-effects-of-asbestos-2153-0602.S2-001.php?aid=11066
http://omicsonline.org/n-w-algorithm-and-anfis-modeling-on-alignment-similarity-of-triplex-capsid-protein-of-human-herpes-simplex-virus-2153-0602.S3-001.php?aid=12765
http://omicsonline.org/n-w-algorithm-and-anfis-modeling-on-alignment-similarity-of-triplex-capsid-protein-of-human-herpes-simplex-virus-2153-0602.S3-001.php?aid=12765
http://omicsonline.org/n-w-algorithm-and-anfis-modeling-on-alignment-similarity-of-triplex-capsid-protein-of-human-herpes-simplex-virus-2153-0602.S3-001.php?aid=12765
http://omicsonline.org/a-case-study-on-discovery-of-novel-citrus-leprosis-virus-cytoplasmic%20type-2-utilizing-small-rna-libraries-by-next-generation-sequencing-and%20bioinformatic-analyses-2153-0602.1000129.php?aid=14890
http://omicsonline.org/a-case-study-on-discovery-of-novel-citrus-leprosis-virus-cytoplasmic%20type-2-utilizing-small-rna-libraries-by-next-generation-sequencing-and%20bioinformatic-analyses-2153-0602.1000129.php?aid=14890
http://omicsonline.org/a-case-study-on-discovery-of-novel-citrus-leprosis-virus-cytoplasmic%20type-2-utilizing-small-rna-libraries-by-next-generation-sequencing-and%20bioinformatic-analyses-2153-0602.1000129.php?aid=14890
http://omicsonline.org/a-computational-approach-for-microrna-identification-in-plants-combining-genome-based-predictions-with-rna-seq-data-2153-0602.1000130.php?aid=14889
http://omicsonline.org/a-computational-approach-for-microrna-identification-in-plants-combining-genome-based-predictions-with-rna-seq-data-2153-0602.1000130.php?aid=14889
http://omicsonline.org/a-computational-approach-for-microrna-identification-in-plants-combining-genome-based-predictions-with-rna-seq-data-2153-0602.1000130.php?aid=14889
http://omicsonline.org/identification-of-insertion-deletion-mutations-from-deep-targeted-resequencing-2153-0602.1000132.php?aid=15355
http://omicsonline.org/identification-of-insertion-deletion-mutations-from-deep-targeted-resequencing-2153-0602.1000132.php?aid=15355
http://omicsonline.org/bioinformatics-in-high-throughput-sequencing-application-in-evolving-genetic-diseases-2153-0602.1000131.php?aid=15354
http://omicsonline.org/bioinformatics-in-high-throughput-sequencing-application-in-evolving-genetic-diseases-2153-0602.1000131.php?aid=15354
http://omicsonline.org/bioinformatics-in-high-throughput-sequencing-application-in-evolving-genetic-diseases-2153-0602.1000131.php?aid=15354
http://omicsonline.org/mblast-keeping-up-with-the-sequencing-explosion-for-meta-genome-analysis-2153-0602.1000135.php?aid=16212
http://omicsonline.org/mblast-keeping-up-with-the-sequencing-explosion-for-meta-genome-analysis-2153-0602.1000135.php?aid=16212
http://omicsonline.org/mblast-keeping-up-with-the-sequencing-explosion-for-meta-genome-analysis-2153-0602.1000135.php?aid=16212
http://omicsonline.org/a-benchmark-study-on-error-assessment-and-quality-control-of-ccs-reads-derived-from-the-pacbio-rs-2153-%200602.1000136.php?aid=16008
http://omicsonline.org/a-benchmark-study-on-error-assessment-and-quality-control-of-ccs-reads-derived-from-the-pacbio-rs-2153-%200602.1000136.php?aid=16008
http://omicsonline.org/a-benchmark-study-on-error-assessment-and-quality-control-of-ccs-reads-derived-from-the-pacbio-rs-2153-%200602.1000136.php?aid=16008

ISSN : 2322-0066

70. Avsar-Ban E, Miyake H, Obata M, Hashimoto M, Tamaru Y (2013) High-Throughput Injection
System for Zebrafish Fertilized Eggs. J Data Mining Genomics Proteomics 4:137.

71. Weier HUG (2013) New Algorithms for Genome Characterization, Epigenetic Profiling Analysis,
Data Mining and Population-based Studies. J Data Mining Genomics Proteomics 4:e109.

72.Yin T, Majumder M, Chowdhury NR, Cook D, Shoemaker R, et al. (2013) Visual Mining Methods
for RNA-Seq Data: Data Structure, Dispersion Estimation and Significance Testing. J Data Mining
Genomics Proteomics 4:139.

73. Ophir D (2013) An Analysis of Palindromes and n-nary Tract Frequencies found in a Genomic
Sequence. J Data Mining Genomics Proteomics 4:140.

74. Blum HE, Oexle K (2014) Clinical Interpretation and Implications of Whole Genome Sequencing.
Next Generat Sequenc & Applic 1:105.

75. Srinivasan S, Batra J (2014) Four Generations of Sequencing- Is it Ready for the Clinic Yet?. Next
Generat Sequenc & Applic 1:107.

76. Gryganskyi AP, Muszewska A (2014) Whole Genome Sequencing and the Zygomycota. Fungal
Genom Biol 4:¢116.

77.Bhensdadia DV, Bhimani HD, Nathani NM, Rawal CM, Koringa PG, et al. (2014) Isolation,
Molecular Characterization and Insight into the Genome Sequence of E. Coli Bacteriophage ADB-
2 from Poultry Fecal Sample. Next Generat Sequenc & Applic 1:101.

78. Alharbi KK, Khan IA, Tejaswini YRSN, Devi YA (2014) The Role of Genome Sequencing in the
Identification of Novel Therapeutic Targets. J Glycomics Lipidomics 4:112.

79. Martins MD, Castilho RM (2013) Histones: Controlling Tumor Signaling Circuitry. J Carcinogene
Mutagene S5:001.

80. Chenoll E, CodoAter FM, Silva A, IbAjAtez A, Martinez-Blanch JF, et al. (2013) Genomic
Sequence and Pre-Clinical Safety Assessment of Bifi dobacterium longum CECT 7347, a Probiotic
able to Reduce the Toxicity and Infl ammatory Potential of Gliadin-Derived Peptides. J Prob Health
1:106.

81.Santos RCV, de Almeida Vaucher R, Alves SH (2012) Current Trends in Sporotrichosis. Fungal
Genom Biol 2:¢105.

82.Hens K (2011) Whole Genome Sequencing of Childrena€™s DNA for Research: Points to
Consider. J Clinic Res Bioeth 2:106e.

83. Ebomoyi EW (2011) Establishing Genome Sequencing Centers, the Thematic Units in the
Developing Nations and the Potential Medical, Public Health and Economic Implications. J Drug
Metab Toxicol 2:108.

84. Patriarca A, Salutari P, Di Zacomo S (2015) The Impact of Molecular Genetic in Acute Myeloid
Leukemias. J Blood Disorders Transf 6:252.

85. Perfilyeva Y, Ostapchuk Y, Cetin EA, Yilmaz A, Deniz G, et al. (2015) Hyaluronan-Binding T
Regulatory Cells in Peripheral Blood of Breast Cancer Patients. J Clin Cell Immunol 6:286.

86. Nora Beatriz Calcaterra (2014) How to Have Dual Lives: Proteins that Bind DNA and RNA. Mol
Biol 3:120.

87.Singh PK (2014) Vitamin E Analogs as Radiation Countermeasures:Beyond the Antioxidant
Activities. Mol Biol 3:e116.

88. Patsouris D, Jeschk MG (2014) Stress Induced Insulin Resistance in Regards to Cellular
Organelles, Inflammasome and Inflammation and Lipids. Mol Biol 3:e114.

89. Nallaseth (2014) Is There a Role for an Evolutionary Genetics Based Rational Health Policy In
Global Biomedical, Health and Economic Policies? . Mol Biol 3:1000e118.

90.Zhang K (2014) Epigenetic Reprogramming Induced by Environmental Estrogens. Mol Biol
3:e115.

12

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/high-throughput-injection-system-for-zebrafish-fertilized-eggs%20-2153-%200602.1000137.php?aid=16312
http://omicsonline.org/high-throughput-injection-system-for-zebrafish-fertilized-eggs%20-2153-%200602.1000137.php?aid=16312
http://omicsonline.org/new-algorithms-for-genome-characterization-epigenetic-profiling-analysis-data-mining-and-populationbased-studies-2153-0602.1000e109.php?aid=22121
http://omicsonline.org/new-algorithms-for-genome-characterization-epigenetic-profiling-analysis-data-mining-and-populationbased-studies-2153-0602.1000e109.php?aid=22121
http://omicsonline.org/visual-mining-methods-for-rnaseq-data-data-structure-dispersion-estimation-and-significance-testing-2153-0602.1000139.php?aid=17041
http://omicsonline.org/visual-mining-methods-for-rnaseq-data-data-structure-dispersion-estimation-and-significance-testing-2153-0602.1000139.php?aid=17041
http://omicsonline.org/visual-mining-methods-for-rnaseq-data-data-structure-dispersion-estimation-and-significance-testing-2153-0602.1000139.php?aid=17041
http://omicsonline.org/an-analysis-of-palindromes-and-nnary-tract-frequencies-found-in-a-genomic-sequence-2153-0602.1000140.php?aid=19599
http://omicsonline.org/an-analysis-of-palindromes-and-nnary-tract-frequencies-found-in-a-genomic-sequence-2153-0602.1000140.php?aid=19599
http://omicsonline.org/open-access/clinical-interpretation-and-implications-of-whole-genome-sequencing-jngsa.1000105.php?aid=32831
http://omicsonline.org/open-access/clinical-interpretation-and-implications-of-whole-genome-sequencing-jngsa.1000105.php?aid=32831
http://omicsonline.org/open-access/four-generations-of-sequencing-is-it-ready-for-the-clinic-yet-jngsa.1000107.php?aid=30900
http://omicsonline.org/open-access/four-generations-of-sequencing-is-it-ready-for-the-clinic-yet-jngsa.1000107.php?aid=30900
http://omicsgroup.org/journals/whole-genome-sequencing-and-the-zygomycota-2165-8056-1000e116.php?aid=28267
http://omicsgroup.org/journals/whole-genome-sequencing-and-the-zygomycota-2165-8056-1000e116.php?aid=28267
http://omicsonline.org/open-access/isolation-molecular-characterization-and-insight-into-the-genome-sequence-of-e-coli-bacteriophage-adb-from-poultry-fecal-sample-jngsa.1000101.php?aid=27195
http://omicsonline.org/open-access/isolation-molecular-characterization-and-insight-into-the-genome-sequence-of-e-coli-bacteriophage-adb-from-poultry-fecal-sample-jngsa.1000101.php?aid=27195
http://omicsonline.org/open-access/isolation-molecular-characterization-and-insight-into-the-genome-sequence-of-e-coli-bacteriophage-adb-from-poultry-fecal-sample-jngsa.1000101.php?aid=27195
http://omicsonline.org/open-access/the-role-of-genome-sequencing-in-the-identification-of-novel-therapeutic-targets-2153-0637.1000112.php?aid=24870
http://omicsonline.org/open-access/the-role-of-genome-sequencing-in-the-identification-of-novel-therapeutic-targets-2153-0637.1000112.php?aid=24870
http://omicsonline.org/histones-controlling-tumor-signaling-circuitry-2157-2518-S5-001.php?aid=19129
http://omicsonline.org/histones-controlling-tumor-signaling-circuitry-2157-2518-S5-001.php?aid=19129
http://omicsonline.org/open-access/genomic-sequence-and-preclinical-safety-assessment-of-bifidobacterium-longum-cect-a-probiotic-able-to-reduce-the-toxicity-2329-8901.1000106.php?aid=14040
http://omicsonline.org/open-access/genomic-sequence-and-preclinical-safety-assessment-of-bifidobacterium-longum-cect-a-probiotic-able-to-reduce-the-toxicity-2329-8901.1000106.php?aid=14040
http://omicsonline.org/open-access/genomic-sequence-and-preclinical-safety-assessment-of-bifidobacterium-longum-cect-a-probiotic-able-to-reduce-the-toxicity-2329-8901.1000106.php?aid=14040
http://omicsonline.org/open-access/genomic-sequence-and-preclinical-safety-assessment-of-bifidobacterium-longum-cect-a-probiotic-able-to-reduce-the-toxicity-2329-8901.1000106.php?aid=14040
http://omicsgroup.org/journals/modern-technologies-boost-classical-genetics-whole-genome-sequencing-revives-forward-genetic-mutant-screens-in-filamentous-fungi-2165-8056.1000e105.php?aid=9024
http://omicsgroup.org/journals/modern-technologies-boost-classical-genetics-whole-genome-sequencing-revives-forward-genetic-mutant-screens-in-filamentous-fungi-2165-8056.1000e105.php?aid=9024
http://omicsonline.org/whole-genome-sequencing-of-childrens-dna-for-research-points-to-consider-2155-9627.1000106e.php?aid=2568
http://omicsonline.org/whole-genome-sequencing-of-childrens-dna-for-research-points-to-consider-2155-9627.1000106e.php?aid=2568
http://omicsonline.org/establishing-genome-sequencing-centers-the-thematic-units-in-the-developing-nations-and-the-potential-medical-public-health-and-economic-implications-2157-7609.1000108.php?aid=663
http://omicsonline.org/establishing-genome-sequencing-centers-the-thematic-units-in-the-developing-nations-and-the-potential-medical-public-health-and-economic-implications-2157-7609.1000108.php?aid=663
http://omicsonline.org/establishing-genome-sequencing-centers-the-thematic-units-in-the-developing-nations-and-the-potential-medical-public-health-and-economic-implications-2157-7609.1000108.php?aid=663
http://omicsonline.org/open-access/the-impact-of-molecular-genetic-in-acute-myeloid-leukemias-2155-9864.1000252.php?aid=39121
http://omicsonline.org/open-access/the-impact-of-molecular-genetic-in-acute-myeloid-leukemias-2155-9864.1000252.php?aid=39121
http://omicsonline.org/open-access/hyaluronanbinding-t-regulatory-cells-in-peripheral-blood-of-breast-cancer-patients-2155-9899-1000286.php?aid=38187
http://omicsonline.org/open-access/hyaluronanbinding-t-regulatory-cells-in-peripheral-blood-of-breast-cancer-patients-2155-9899-1000286.php?aid=38187
http://omicsgroup.org/journals/how-to-have-dual-lives-proteins-that-bind-dna-and-rna-2168-9547.1000e120.php?aid=33498
http://omicsgroup.org/journals/how-to-have-dual-lives-proteins-that-bind-dna-and-rna-2168-9547.1000e120.php?aid=33498
http://omicsgroup.org/journals/vitamin-e-analogs-as-radiation-countermeasures-2168-9547.1000e116.php?aid=33494
http://omicsgroup.org/journals/vitamin-e-analogs-as-radiation-countermeasures-2168-9547.1000e116.php?aid=33494
http://omicsgroup.org/journals/stress-induced-insulin-resistance-in-regards-to-cellular-organelles-2168-9547.1000e114.php?aid=33492
http://omicsgroup.org/journals/stress-induced-insulin-resistance-in-regards-to-cellular-organelles-2168-9547.1000e114.php?aid=33492
http://omicsgroup.org/journals/is-there-a-role-for-an-evolutionary-genetics-based-rational-health-policy-2168-9547.1000e118.php?aid=33491
http://omicsgroup.org/journals/is-there-a-role-for-an-evolutionary-genetics-based-rational-health-policy-2168-9547.1000e118.php?aid=33491
http://omicsgroup.org/journals/epigenetic-reprogramming-induced-by-environmental-estrogens-2168-9547.1000e115.php?aid=33490
http://omicsgroup.org/journals/epigenetic-reprogramming-induced-by-environmental-estrogens-2168-9547.1000e115.php?aid=33490

ISSN : 2322-0066

91. Marjeta U (2014) Chemo Proteomics, a Valuable Tool for Biomarker and Drug Discovery. Mol Biol
3:el17.

92. Takis A (2014) Celebrating 30 Years since the Conception of the Human Genome Project (HGP):
New Concepts Ahead-Molecular Biology Tools to Efficiently Modify the HG and/or Other Species-
Genomes-Implications for Health and Disease. Mol Biol 3:€119. do0i:10.4172/2168-
9547.1000e119

93. Bhowmick S, Tripathy S (2014) A Tale of Effectors; Their Secretory Mechanisms and
Computational Discovery in Pathogenic, Non-Pathogenic and Commensal Microbes. Mol Biol
3:118.

94. Remes AM, et al. (2014) Functional MRI in Patients with the C90ORF72 Expansion associate
Frontotemporal Dementia. Mol Biol 3:117.

95. Perepechaeva M, Kolosova N and Grishanova A (2014) Altered mRNA Expression of “Ahr-Nrf2
Gene Batteries” in the Retinas of Senescence-Accelerated OXYS Rats during Development of
AMD-Like Retinopathy. J Mol Genet Med 8:105.

96. Saxena SK, Agrawal PT, Nair MPN (2014) Current Scenario of Antiviral Drugs for Japanese
Encephalitis. J Med Microb Diagn 3:133.

97.Zhou G, Ma W, Yuan P (2014) Chemical Characterization and Antioxidant Activities of Different
Sulfate Content of A-Carrageenan Fractions from Edible Red Seaweed Chondrus ocellatus. Cell
Mol Biol 60: 107.

98.Zhang H, Liu R, Yang H, Wang Z, Li C (2014) Panax Notoginsenosides Attenuates Pleural
Inflammation in Rabbit Model. Cell Mol Biol 60: 106.

99. Yamane T, Sugimoto N, Maita H, Watanabe K, Takahashi-Niki K, et al. (2013) Identification of DJ-
1-Associated Regions on Human Genes from SH-SY5Y Cells wusing Chromatin
Immunoprecipitation Sequence Technique. Mol Biol 3:115.

100. Oliveira CAF (2013) Preventing Pathogenic Bacteria in Milk and in Dairy Farms: The
Usefulness of Molecular Biology Tools. Adv Dairy Res 2:€105.

101. Sathyanarayana Reddy G (2013) Phylogenetic Analyses of the Genus Hymenobacter and
Description of Siccationidurans gen. nov., and Parahymenobacter gen. Nov. J Phylogen Evolution
Biol 1: 122.

102. Biro JC (2013) Suggestion to Complete the Canonical Genetic Code: The Proteomic Code
and Nucleic Acid Assisted Protein Folding. J Theor Comput Sci 1:103.

103. Ozen M, Karatas OF (2013) MicroRNAs, as Essential Components of Non-Coding
Genome, are Emerging Key Players of Oncogenesis. Mol Biol 2:e112.

104. Medina MA (2013) Cellebrating DNA Double Helix-the Last 60 Years of Molecular Biology.
Mol Biol 2:e111.

105. Patra S, Mascarenhas R, Maliyakkal N, Aranjani JM (2013) Protocatechualdehyde
Induces Apoptosis in Human Non-Small-Cell Lung Cancer Cells by up Regulation of Growth Arrest
and DNA Damage-Inducible (GADD) Genes. Mol Biol 2:113.

106. Gopal P, Ragunath C, Vyas V, Shanmugam M, Ramasubbu N (2013) Pub: Probing the
Interaction of Human Salivary Alpha-Amylase and Amylase Binding Protein A (AbpA)
of Streptococcus gordonii. Mol Biol 2:111.

107. Pramanik KC, Pandey A (2013) Critical Role of Oxidant and Anti-oxidant in Cancer. Mol
Biol 2:110.

108. Zhang K (2013) Mass Spectrometry in Epigenetic Studies on Disease: Current Progress,
Limitation, and Prospective. Mol Biol 2:109.

109. Medeiros M, Arruda E, Brown C, Maciel J, Hammarskjold ML, et al. (2013) REV
Responsive Element Polymorphism from Gp41 of Human Immunodeficience Virus Type 1 and
Antiretroviral Susceptibility Impact in Patients from Northeast Brazil. Mol Biol 2: 110.

13

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsgroup.org/journals/chemo-proteomics-a-valuable-tool-for-biomarker-and-drug-discovery-2168-9547.1000e117.php?aid=33489
http://omicsgroup.org/journals/chemo-proteomics-a-valuable-tool-for-biomarker-and-drug-discovery-2168-9547.1000e117.php?aid=33489
http://omicsgroup.org/journals/celebrating-years-since-the-conception-of-the-human-genome-project-hgp-2168-9547.1000e119.php?aid=33488
http://omicsgroup.org/journals/celebrating-years-since-the-conception-of-the-human-genome-project-hgp-2168-9547.1000e119.php?aid=33488
http://omicsgroup.org/journals/celebrating-years-since-the-conception-of-the-human-genome-project-hgp-2168-9547.1000e119.php?aid=33488
http://omicsgroup.org/journals/celebrating-years-since-the-conception-of-the-human-genome-project-hgp-2168-9547.1000e119.php?aid=33488
http://omicsgroup.org/journals/a-tale-of-effectors-their-secretory-mechanisms-and-computational-discovery-in-pathogenic-nonpathogenic-and-commensal-microbes-2168-9547.1000118.php?aid=33487
http://omicsgroup.org/journals/a-tale-of-effectors-their-secretory-mechanisms-and-computational-discovery-in-pathogenic-nonpathogenic-and-commensal-microbes-2168-9547.1000118.php?aid=33487
http://omicsgroup.org/journals/a-tale-of-effectors-their-secretory-mechanisms-and-computational-discovery-in-pathogenic-nonpathogenic-and-commensal-microbes-2168-9547.1000118.php?aid=33487
http://omicsgroup.org/journals/functional-mri-in-patients-with-the-corf-expansion-2168-9547.1000117.php?aid=30869
http://omicsgroup.org/journals/functional-mri-in-patients-with-the-corf-expansion-2168-9547.1000117.php?aid=30869
http://omicsonline.com/open-access/105-altered-mrna-expression-of-ahrnrf-gene-batteries-in-the-retinas-of-senescenceaccelerated-oxys-rats-during-development-of-amdlike-retinopathy-1747-0862.100105.php?aid=27798
http://omicsonline.com/open-access/105-altered-mrna-expression-of-ahrnrf-gene-batteries-in-the-retinas-of-senescenceaccelerated-oxys-rats-during-development-of-amdlike-retinopathy-1747-0862.100105.php?aid=27798
http://omicsonline.com/open-access/105-altered-mrna-expression-of-ahrnrf-gene-batteries-in-the-retinas-of-senescenceaccelerated-oxys-rats-during-development-of-amdlike-retinopathy-1747-0862.100105.php?aid=27798
http://omicsonline.org/open-access/current-scenario-of-antiviral-drugs-for-japanese-encephalitis-2161-0703.1000133.php?aid=25789
http://omicsonline.org/open-access/current-scenario-of-antiviral-drugs-for-japanese-encephalitis-2161-0703.1000133.php?aid=25789
http://omicsonline.com/open-access/chemical-characterization-and-antioxidant-activities-of-different-sulfate-content-of-carrageenan-fractions-from-edible-red-seaweed-chondrus-ocellatus.php?aid=23686
http://omicsonline.com/open-access/chemical-characterization-and-antioxidant-activities-of-different-sulfate-content-of-carrageenan-fractions-from-edible-red-seaweed-chondrus-ocellatus.php?aid=23686
http://omicsonline.com/open-access/chemical-characterization-and-antioxidant-activities-of-different-sulfate-content-of-carrageenan-fractions-from-edible-red-seaweed-chondrus-ocellatus.php?aid=23686
http://omicsonline.com/open-access/panax-notoginsenosides-attenuates-pleural-inflammation-in-rabbit-model.php?aid=23685
http://omicsonline.com/open-access/panax-notoginsenosides-attenuates-pleural-inflammation-in-rabbit-model.php?aid=23685
http://omicsgroup.org/journals/identification-of-djassociated-regions-on-human-genes-2168-9547.1000115.php?aid=22663
http://omicsgroup.org/journals/identification-of-djassociated-regions-on-human-genes-2168-9547.1000115.php?aid=22663
http://omicsgroup.org/journals/identification-of-djassociated-regions-on-human-genes-2168-9547.1000115.php?aid=22663
http://esciencecentral.org/journals/preventing-pathogenic-bacteria-in-milk-and-in-dairy-farms-the-usefulness-of-molecular-biology-tools-2329-888X.1000e105.php?aid=21636
http://esciencecentral.org/journals/preventing-pathogenic-bacteria-in-milk-and-in-dairy-farms-the-usefulness-of-molecular-biology-tools-2329-888X.1000e105.php?aid=21636
http://esciencecentral.org/journals/phylogenetic-analyses-of-the-genus-hymenobacter-and-description-of-siccationidurans-gen-nov-and-parahymenobacter-gen-nov-2329-9002.1000122.php?aid=21208
http://esciencecentral.org/journals/phylogenetic-analyses-of-the-genus-hymenobacter-and-description-of-siccationidurans-gen-nov-and-parahymenobacter-gen-nov-2329-9002.1000122.php?aid=21208
http://esciencecentral.org/journals/phylogenetic-analyses-of-the-genus-hymenobacter-and-description-of-siccationidurans-gen-nov-and-parahymenobacter-gen-nov-2329-9002.1000122.php?aid=21208
http://omicsonline.org/suggestion-to-complete-the-canonical-genetic-code-the-proteomic-code-and-nucleic-acid-assisted-protein-folding-jtco.1000103.php?aid=20836
http://omicsonline.org/suggestion-to-complete-the-canonical-genetic-code-the-proteomic-code-and-nucleic-acid-assisted-protein-folding-jtco.1000103.php?aid=20836
http://omicsgroup.org/journals/micrornas-as-essential-components-of-noncoding-genome-are-emerging-key-players-of-oncogenesis-2168-9547.1000e112.php?aid=19914
http://omicsgroup.org/journals/micrornas-as-essential-components-of-noncoding-genome-are-emerging-key-players-of-oncogenesis-2168-9547.1000e112.php?aid=19914
http://omicsgroup.org/journals/cellebrating-dna-double-helixthe-last-years-of-molecular-biology-2168-9547.1000e111.php?aid=19546
http://omicsgroup.org/journals/cellebrating-dna-double-helixthe-last-years-of-molecular-biology-2168-9547.1000e111.php?aid=19546
http://omicsgroup.org/journals/protocatechualdehyde-induces-apoptosis-in-human-nonsmallcell-lung-cancer-cells-by-up-regulation-of-growth-arrest-and-dna-damage-inducible-gadd-genes-2168-9547.1000113.php?aid=19526
http://omicsgroup.org/journals/protocatechualdehyde-induces-apoptosis-in-human-nonsmallcell-lung-cancer-cells-by-up-regulation-of-growth-arrest-and-dna-damage-inducible-gadd-genes-2168-9547.1000113.php?aid=19526
http://omicsgroup.org/journals/protocatechualdehyde-induces-apoptosis-in-human-nonsmallcell-lung-cancer-cells-by-up-regulation-of-growth-arrest-and-dna-damage-inducible-gadd-genes-2168-9547.1000113.php?aid=19526
http://omicsgroup.org/journals/pub-probing-the-interaction-of-human-salivary-alphaamylase-and-amylase-binding-protein-a-abpa-of-streptococcus-gordonii-2168-9547.1000111.php?aid=17440
http://omicsgroup.org/journals/pub-probing-the-interaction-of-human-salivary-alphaamylase-and-amylase-binding-protein-a-abpa-of-streptococcus-gordonii-2168-9547.1000111.php?aid=17440
http://omicsgroup.org/journals/pub-probing-the-interaction-of-human-salivary-alphaamylase-and-amylase-binding-protein-a-abpa-of-streptococcus-gordonii-2168-9547.1000111.php?aid=17440
http://omicsgroup.org/journals/critical-role-of-oxidant-and-antioxidant-in-cancer-2168-9547.1000e110.php?aid=17439
http://omicsgroup.org/journals/critical-role-of-oxidant-and-antioxidant-in-cancer-2168-9547.1000e110.php?aid=17439
http://omicsgroup.org/journals/mass-spectrometry-in-epigenetic-studies-on-disease-current-progress-limitation-and-prospective-2168-9547.1000e109.php?aid=17438
http://omicsgroup.org/journals/mass-spectrometry-in-epigenetic-studies-on-disease-current-progress-limitation-and-prospective-2168-9547.1000e109.php?aid=17438
http://omicsgroup.org/journals/rev-responsive-element-polymorphism-from-gp-of-human-immunodeficience-virus-type-and-antiretroviral-susceptibility-impact-in-patients-from-northeast-brazil-2168-9547.1000110.php?aid=17437
http://omicsgroup.org/journals/rev-responsive-element-polymorphism-from-gp-of-human-immunodeficience-virus-type-and-antiretroviral-susceptibility-impact-in-patients-from-northeast-brazil-2168-9547.1000110.php?aid=17437
http://omicsgroup.org/journals/rev-responsive-element-polymorphism-from-gp-of-human-immunodeficience-virus-type-and-antiretroviral-susceptibility-impact-in-patients-from-northeast-brazil-2168-9547.1000110.php?aid=17437

ISSN : 2322-0066

110. Zahur M, Asif AR (2013) Clinical, Cellular & Molecular Biology of Autoimmune
Disordersa€“Introduction. J Clin Cell Immunol S10:e001.

111. Bencharit S (2012) History of Progress and Challenges in Structural Biology. J
Pharmacogenomics Pharmacoproteomics S4:e001.

112. Anwunobi AP, Emeje MO (2011) Recent Application of Natural Polymers in Nanodrug
Delievery. J Nanomedic Nanotechnol $4:002.

113. Vinken M (2012) Connexins: Mediators, Targets and Biomarkers of Liver Toxicity.
Pharmaceut Anal Acta 3:e121.

114. Sallam A, Salem I, AlJohari D, Shawer M, Alaasal BA, et al. (2015) Bioequivalence of Two

Oral Formulations of Modafinil Tablets in Healthy Male Subjects under Fed and Fasting
Conditions. J Bioequiv Availab 7:063-067.

115. Ndau LJ, Madalla AN (2015) Effects of Soaked Pigeon Peas on the Growth of Nile Tilapia
(Oreochromis niloticus L) Fingerlings. J Fisheries Livest Prod 3:125.

116. Iwe MO, Okereke GO, Agiriga AN (2015) Production and Evaluation of Bread Made from
Modified Cassava Starch and Wheat Flour Blends. Agrotechnol 4:133.

117. Iwe MO, Agiriga AN (2015) Effect of Different Harvesting Regimes on the Pasting
Properties of Selected Varieties of Banana - A Response Surface Study. Agrotechnol 4:132

118. Leo Daniel AE, Praveen Kumar G, Desai S, Mir Hassan ASK (2011) In vitro

Characterization of Trichoderma viride for Abiotic Stress Tolerance and Field Evaluation against
Root Rot Disease in Vigna mungo L. J Biofertil Biopestici 3:111.

119. Katam K, Jones KA, Sakata K (2015) Advances in Proteomics and Bioinformatics in
Agriculture Research and Crop Improvement. J Proteomics Bioinform 8:039-048.

120. Kupriyanova NS, Ryskov AP (2014) The New Mode of Thought of Vertebratesa€™
Evolution. J Phylogen Evolution Biol 2:129.

121. Allam AR, Kiran KR, Hanuman T (2008). Bioinformatic Analysis of Alzheimerad€™s Disease
Using Functional Protein Sequences. J Proteomics Bioinform 1: 036-042.

122. McLaughlin PJ, Zagon IS (2013) A New Biotherapeutic Approach for the Treatment of
Multiple Sclerosis. Transl Med 3:e119.

123. Yan Q (2013) Translational Bioinformatics Support for Personalized and Systems
Medicine: Tasks and Challenges. Transl Med 3:€120.

124. Dong B, Fan ZC (2013)Functional Rescue of Obesity-causing Human Melanocortin-4
Receptor Mutants: Insights for Pharmacological Chaperon Drugs. Transl Med 3:e123.

125. Martin AN, Seigneuret N, Sanz F, Goldman M (2013) Data Standards are Needed to Move
Translational Medicine Forward. Transl Med 3:119.

126. Manhanzva MT, Mutsvangwa J, Beck IA, Frenkel LM, Tshabalala M, et al. (2015) The

Burden of HIV Associated Drug Resistance Mutations in an Early Infant Diagnosis Program: A
Glance through the Paediatric Window of Zimbabwe. J Infect Dis Ther 3:198.

127. Jaen A, Buira E, Giménez A, Pumarola T, Puig T, et al. (2015) Impact of Fixed-Dose
Combinations of Antiretrovirals on Prevalence Trends of HIV Resistance: A 7 Year Follow-Up
Study. J AIDS Clin Res 6:416.

128. Valiyaveedan SG, Ramachandran B, lliaraja J, Ravindra DR , James BL, et al. (2015)
Acquisition of Cancer Stem Cell Behaviour Plays a Role in Drug Resistance to Combination
Chemotherapy and Prognosis in Head and Neck Cancer. J Stem Cell Res Ther 5:261.

129. Chaptal V, Magnard S, Gueguen-Chaignon V, Falson P, Di Pietro A, et al. (2014)
Nucleotide-free Crystal Structure of Nucleotide-binding Domain 1 from Human ABCC1 Supports a
a€~General-Base Catalysisa€™ Mechanism for ATP Hydrolysis. Biochem Pharmacol 3:150.

130. Regasa B. (2014) Drug Resistance Patterns of Bacterial Pathogens from Adult Patients
with Pneumonia in Arba Minch Hospital, South Ethiopia. J Med Microb Diagn 3:151.

14

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/clinical-cellular-molecular-biology-of-autoimmune-disorders-introduction-2155-9899.S10-e001.php?aid=12425
http://omicsonline.org/clinical-cellular-molecular-biology-of-autoimmune-disorders-introduction-2155-9899.S10-e001.php?aid=12425
http://omicsonline.org/history-of-progress-and-challenges-in-structural-biology-2153-0645.S4-e001.php?aid=8403
http://omicsonline.org/history-of-progress-and-challenges-in-structural-biology-2153-0645.S4-e001.php?aid=8403
http://omicsonline.org/recent-applications-of-natural-polymers-in-nanodrug-delivery-2157-7439.S4-002.php?aid=1818
http://omicsonline.org/recent-applications-of-natural-polymers-in-nanodrug-delivery-2157-7439.S4-002.php?aid=1818
http://omicsonline.org/connexins-mediators-targets-and-biomarkers-of-liver-toxicity-2153-2435.1000e121.php?aid=9069
http://omicsonline.org/connexins-mediators-targets-and-biomarkers-of-liver-toxicity-2153-2435.1000e121.php?aid=9069
http://omicsonline.org/open-access/bioequivalence-of-two-oral-formulations-of-modafinil-tablets-in-healthy-male-subjects-under-fed-and-fasting-conditions-jbb.1000216.php?aid=40607
http://omicsonline.org/open-access/bioequivalence-of-two-oral-formulations-of-modafinil-tablets-in-healthy-male-subjects-under-fed-and-fasting-conditions-jbb.1000216.php?aid=40607
http://omicsonline.org/open-access/bioequivalence-of-two-oral-formulations-of-modafinil-tablets-in-healthy-male-subjects-under-fed-and-fasting-conditions-jbb.1000216.php?aid=40607
http://esciencecentral.org/journals/effects-of-soaked-pigeon-peas-on-the-growth-of-nile-tilapia-oreochromis-niloticus-l-fingerlings-%202332-2608-1000125.php?aid=50952
http://esciencecentral.org/journals/effects-of-soaked-pigeon-peas-on-the-growth-of-nile-tilapia-oreochromis-niloticus-l-fingerlings-%202332-2608-1000125.php?aid=50952
http://omicsgroup.org/journals/production-and-evaluation-of-bread-made-from-modified-cassava-starch-and-wheat-flour-blends-2168-9881.1000133.php?aid=40899
http://omicsgroup.org/journals/production-and-evaluation-of-bread-made-from-modified-cassava-starch-and-wheat-flour-blends-2168-9881.1000133.php?aid=40899
http://omicsgroup.org/journals/effect-of-different-harvesting-regimes-on-the-pasting-properties-of-selected-varieties-of-banana-a-response-surface-study-2168-9881.1000132.php?aid=40898
http://omicsgroup.org/journals/effect-of-different-harvesting-regimes-on-the-pasting-properties-of-selected-varieties-of-banana-a-response-surface-study-2168-9881.1000132.php?aid=40898
http://omicsonline.org/in-vitro-characterization-of-trichoderma-viride-for-abiotic-stress-tolerance-and-field-evaluation-against-root-rot-disease-in-vigna-mungo-l-leo-daniel-2155-6202.1000111.php?aid=40693
http://omicsonline.org/in-vitro-characterization-of-trichoderma-viride-for-abiotic-stress-tolerance-and-field-evaluation-against-root-rot-disease-in-vigna-mungo-l-leo-daniel-2155-6202.1000111.php?aid=40693
http://omicsonline.org/in-vitro-characterization-of-trichoderma-viride-for-abiotic-stress-tolerance-and-field-evaluation-against-root-rot-disease-in-vigna-mungo-l-leo-daniel-2155-6202.1000111.php?aid=40693
http://omicsonline.org/open-access/proteomics-and-bioinformatics-in-agriculture-research-and-crop-improvement-jpb.1000351.php?aid=40357
http://omicsonline.org/open-access/proteomics-and-bioinformatics-in-agriculture-research-and-crop-improvement-jpb.1000351.php?aid=40357
http://esciencecentral.org/journals/the-new-mode-of-thought-of-vertebrates-evolution-2329-9002.1000129.php?aid=29774
http://esciencecentral.org/journals/the-new-mode-of-thought-of-vertebrates-evolution-2329-9002.1000129.php?aid=29774
http://omicsonline.org/analysis-of-alzheimers-disease-using-functional-protein-sequences-jpb.1000007.php?aid=1357
http://omicsonline.org/analysis-of-alzheimers-disease-using-functional-protein-sequences-jpb.1000007.php?aid=1357
http://omicsonline.org/a-new-biotherapeutic-approach-for-the-treatment-of-multiple-sclerosis-2161-1025.1000e119.php?aid=16884
http://omicsonline.org/a-new-biotherapeutic-approach-for-the-treatment-of-multiple-sclerosis-2161-1025.1000e119.php?aid=16884
http://omicsonline.org/translational-bioinformatics-support-for-personalized-and-systems-medicine-2161-1025.1000e120.php?aid=16885
http://omicsonline.org/translational-bioinformatics-support-for-personalized-and-systems-medicine-2161-1025.1000e120.php?aid=16885
http://omicsonline.org/functional-rescue-of-obesitycausing-human-melanocortin-receptor-mutants-insights-for-pharmacological-chaperon-drugs-2161-1025.1000e123.php?aid=19939
http://omicsonline.org/functional-rescue-of-obesitycausing-human-melanocortin-receptor-mutants-insights-for-pharmacological-chaperon-drugs-2161-1025.1000e123.php?aid=19939
http://omicsonline.org/data-standards-are-needed-to-move-translational-medicine-forward-2161-1025.1000119.php?aid=20411
http://omicsonline.org/data-standards-are-needed-to-move-translational-medicine-forward-2161-1025.1000119.php?aid=20411
http://esciencecentral.org/journals/the-burden-of-hiv-associated-drug-resistance-mutations-in-an-early-infant-diagnosis-program-2332-0877.1000198.php?aid=40399
http://esciencecentral.org/journals/the-burden-of-hiv-associated-drug-resistance-mutations-in-an-early-infant-diagnosis-program-2332-0877.1000198.php?aid=40399
http://esciencecentral.org/journals/the-burden-of-hiv-associated-drug-resistance-mutations-in-an-early-infant-diagnosis-program-2332-0877.1000198.php?aid=40399
http://omicsonline.org/open-access/impact-of-fixeddose-combinations-of-antiretrovirals-on-prevalence-trends-of-hiv-resistance-a-year-followup-study-2155-6113.1000416.php?aid=37140
http://omicsonline.org/open-access/impact-of-fixeddose-combinations-of-antiretrovirals-on-prevalence-trends-of-hiv-resistance-a-year-followup-study-2155-6113.1000416.php?aid=37140
http://omicsonline.org/open-access/impact-of-fixeddose-combinations-of-antiretrovirals-on-prevalence-trends-of-hiv-resistance-a-year-followup-study-2155-6113.1000416.php?aid=37140
http://omicsonline.org/open-access/acquisition-of-cancer-stem-cell-behaviour-plays-a-role-in-drug-resistance-to-combination-chemotherapy-and-prognosis-in-head-and-neck-cancer-2157-7633.1000261.php?aid=36575
http://omicsonline.org/open-access/acquisition-of-cancer-stem-cell-behaviour-plays-a-role-in-drug-resistance-to-combination-chemotherapy-and-prognosis-in-head-and-neck-cancer-2157-7633.1000261.php?aid=36575
http://omicsonline.org/open-access/acquisition-of-cancer-stem-cell-behaviour-plays-a-role-in-drug-resistance-to-combination-chemotherapy-and-prognosis-in-head-and-neck-cancer-2157-7633.1000261.php?aid=36575
http://omicsgroup.org/journals/nucleotidefree-crystal-structure-of-nucleotidebinding-domain-from-human-abcc-supports-a-generalbase-catalysis-mechanism-for-atp-hydrolysis-2167-0501.1000150.php?aid=35282
http://omicsgroup.org/journals/nucleotidefree-crystal-structure-of-nucleotidebinding-domain-from-human-abcc-supports-a-generalbase-catalysis-mechanism-for-atp-hydrolysis-2167-0501.1000150.php?aid=35282
http://omicsgroup.org/journals/nucleotidefree-crystal-structure-of-nucleotidebinding-domain-from-human-abcc-supports-a-generalbase-catalysis-mechanism-for-atp-hydrolysis-2167-0501.1000150.php?aid=35282
http://omicsonline.org/open-access/drug-resistance-patterns-of-bacterial-pathogens-from-adult-patients-with-pneumonia-in-arba-minch-hospital-south-ethiopia-2161-0703.1000151.php?aid=33077
http://omicsonline.org/open-access/drug-resistance-patterns-of-bacterial-pathogens-from-adult-patients-with-pneumonia-in-arba-minch-hospital-south-ethiopia-2161-0703.1000151.php?aid=33077

ISSN : 2322-0066

131. Tchiakpe E, Diouara AAM, Thiam M, Ndiaye HD, Gueye NFN, et al. (2014) The Prediction
of Integrase Inhibitors Efficacy in Third Line Regimen after First and Second Line Antiretroviral
Therapy Failure in Senegal. J Antivir Antiretrovir 6:127-134.

132. Joachim M, Jathana V, Judah LR, Norbert M (2014) Escherichia Coli are Susceptible to
Thiazolides If the Tolc Efflux System is Inhibited. J Develop Drugs 3:124.

133. Balaji SR, Gupta KK, Anusha P, Raveena P (2014) Molecular Docking Studies of Wide
Spectrum Targets in Staphylococcus aureus - An Aim towards Finding Potent Inhibitors. Adv Tech
Biol Med 2:115.

134. Maxim D (2011) Anatomy and Physiology and Open Access Publication Strategy.
AnatomPhysiol 1: e108.

135. Chapple W (2013) Anatomy and Physiology in the Modern Era: Blurring the Borders of
Traditional Disciplines. AnatPhysiol 3: e125.

136. Srilatha B (2011) Nanotechnology in Agriculture. J NanomedicNanotechnol 2: 123.

137. Roy-Bolduc A, Hijri M (2011) The Use of Mycorrhizae to Enhance Phosphorus Uptake: A
Way Out the Phosphorus Crisis. J BiofertilBiopestici 2:104.

138. Leo Daniel AE, Praveen Kumar G, Desai S, Mir Hassan ASK (2011) In vitro

Characterization of Trichodermaviride for Abiotic Stress Tolerance and Field Evaluation against
Root Rot Disease in Vignamungo L. J BiofertilBiopestici 2:111.

139. Selvaraj MG, Ogawa S, Ishitani M (2013) Root Phenomics-New Windows to Understand
Plant Performance and Increase Crop Productivity. J Plant BiochemPhysiol 1: 116.

140. Kumar R, Gautam HR (2014) Climate Change and its Impact on Agricultural Productivity
in India. J Climatol Weather Forecasting 2: 109.

141. Valipour M (2013) Necessity of Irrigated and Rainfed Agriculture in the World. Irrigat
Drainage Sys Eng S9: e001.

142. Begum N, Sharma B, Pandey RS (2010) Evaluation of Insecticidal Efficacy of

CalotropisProcera and AnnonaSquamosa Ethanol Extracts Against MuscaDomestica. J
BiofertilBiopestici 1:101.

143. TourA®© K, Coly M, Toure D, Fall M, Sarr MD, et al. (2011) Investigation of Death Cases by
Pesticides Poisonning in a Rural Community, Bignona, Senegal. Epidemiol 1:105.
144, Densilin DM, Srinivasan S, Manju P, Sudha S (2011) Effect of Individual and Combined

Application of Biofertilizers, Inorganic Fertilizer and Vermi compost on the Biochemical
Constituents of Chilli (Ns - 1701). J BiofertilBiopestici 2:106.

145. Raja N (2013) Biopesticides and Biofertilizers: Ecofriendly Sources for Sustainable
Agriculture. J BiofertilBiopestici 4: e112.

146. Vijaya Shanti B, Mrudula T, Naga Deepth CH, SreeVenkateshwarluY (2011) Novel
Applications of Nanotechnology in Life Sciences. J Bioanal Biomed S11.

147. Suh KS, Tanaka T (2011) Nanomedicine in Cancer. Translational Medic 1:103e.

148. Yun Y, Conforti L, Muganda P, Sankar J (2011) Nanomedicine-basedSynthetic Biology. J
NanomedicBiotherapeu Discover 1:102e.

149. Anwunobi AP, Emeje MO (2011) Recent Application of Natural Polymers in
NanodrugDelievery. J NanomedicNanotechnol S4: 002.

150. Thomas S, Waterman P, Chen S, Marinelli B, Seaman M, et al. (2011) Development of

Secreted Protein and Acidic and Rich in Cysteine (SPARC) Targeted Nanoparticles for the
Prognostic Molecular Imaging of Metastatic Prostate Cancer. J NanomedicNanotechnol 2:112.

151. Kereszturi A (2013) Mars Analog Field Work and Astrobiology. Astrobiol Outreach 1:
el102.

152. Wickramasinghe C (2014) The Forgotten Remit of Astrobiology. Astrobiol Outreach 2:
e105.

15

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/open-access/the-prediction-of-integrase-inhibitors-efficacy-in-third-line-regimen-after-first-and-second-line-antiretroviral-therapy-failure-in-senegal-jaa.10000108.php?aid=33049
http://omicsonline.org/open-access/the-prediction-of-integrase-inhibitors-efficacy-in-third-line-regimen-after-first-and-second-line-antiretroviral-therapy-failure-in-senegal-jaa.10000108.php?aid=33049
http://omicsonline.org/open-access/the-prediction-of-integrase-inhibitors-efficacy-in-third-line-regimen-after-first-and-second-line-antiretroviral-therapy-failure-in-senegal-jaa.10000108.php?aid=33049
http://omicsgroup.org/journals/escherichia-coli-are-susceptible-to-thiazolides-if-the-tolc-efflux-system-is-inhibited-2329-6631.1000124.php?aid=32868
http://omicsgroup.org/journals/escherichia-coli-are-susceptible-to-thiazolides-if-the-tolc-efflux-system-is-inhibited-2329-6631.1000124.php?aid=32868
http://esciencecentral.org/journals/molecular-docking-studies-of-wide-spectrum-targets-in-staphylococcus-aureus-an-aim-towards-finding-potent-inhibitors.pdf-ATBM-2-115.php?aid=38870
http://esciencecentral.org/journals/molecular-docking-studies-of-wide-spectrum-targets-in-staphylococcus-aureus-an-aim-towards-finding-potent-inhibitors.pdf-ATBM-2-115.php?aid=38870
http://esciencecentral.org/journals/molecular-docking-studies-of-wide-spectrum-targets-in-staphylococcus-aureus-an-aim-towards-finding-potent-inhibitors.pdf-ATBM-2-115.php?aid=38870
http://omicsonline.org/anatomy-and-physiology-and-open-access-publication-strategy-2161-0940.1000e108.php?aid=3364
http://omicsonline.org/anatomy-and-physiology-and-open-access-publication-strategy-2161-0940.1000e108.php?aid=3364
http://omicsonline.org/anatomy-and-physiology-in-the-modern-era-blurring-the-borders-of-traditional-disciplines-2161-0940.1000e125.php?aid=19911
http://omicsonline.org/anatomy-and-physiology-in-the-modern-era-blurring-the-borders-of-traditional-disciplines-2161-0940.1000e125.php?aid=19911
http://omicsonline.org/nanotechnology-in-agriculture-2157-7439.1000123.php?aid=3268
http://www.omicsonline.org/2155-6202/2155-6202-2-104.php
http://www.omicsonline.org/2155-6202/2155-6202-2-104.php
http://www.omicsonline.org/2155-6202/2155-6202-2-111.php
http://www.omicsonline.org/2155-6202/2155-6202-2-111.php
http://www.omicsonline.org/2155-6202/2155-6202-2-111.php
http://esciencecentral.org/journals/root-phenomicsnew-windows-to-understand-plant-performance-and-increase-crop-productivity-2329-9029.1000116.php?aid=20328
http://esciencecentral.org/journals/root-phenomicsnew-windows-to-understand-plant-performance-and-increase-crop-productivity-2329-9029.1000116.php?aid=20328
http://esciencecentral.org/journals/climate-change-and-its-impact-on-agricultural-productivity-in-india-2332-2594.1000109.php?aid=25286
http://esciencecentral.org/journals/climate-change-and-its-impact-on-agricultural-productivity-in-india-2332-2594.1000109.php?aid=25286
http://omicsgroup.org/journals/necessity-of-irrigated-and-rainfed-agriculture-in-the-world-2168-9768.S9-e001.php?aid=12800
http://omicsgroup.org/journals/necessity-of-irrigated-and-rainfed-agriculture-in-the-world-2168-9768.S9-e001.php?aid=12800
http://www.omicsonline.org/2155-6202/2155-6202-1-101.php
http://www.omicsonline.org/2155-6202/2155-6202-1-101.php
http://www.omicsonline.org/2155-6202/2155-6202-1-101.php
http://www.omicsonline.org/2161-1165/2161-1165-1-105.php
http://www.omicsonline.org/2161-1165/2161-1165-1-105.php
http://www.omicsonline.org/2155-6202/2155-6202-2-106.php
http://www.omicsonline.org/2155-6202/2155-6202-2-106.php
http://www.omicsonline.org/2155-6202/2155-6202-2-106.php
http://omicsonline.org/biopesticides-and-biofertilizers-ecofriendly-sources-for-sustainable%20agriculture-2155-6202.1000e112.php?aid=15840
http://omicsonline.org/biopesticides-and-biofertilizers-ecofriendly-sources-for-sustainable%20agriculture-2155-6202.1000e112.php?aid=15840
http://www.omicsonline.org/1948-593X/JBABM-R1-001.php
http://www.omicsonline.org/1948-593X/JBABM-R1-001.php
http://www.omicsonline.org/2161-1025/2161-1025-1-103e.php
http://www.omicsonline.org/2155-983X/2155-983X-1-102e.php
http://www.omicsonline.org/2155-983X/2155-983X-1-102e.php
http://www.omicsonline.org/2155-983X/2155-983X-1-102e.php
http://www.omicsonline.org/2155-983X/2155-983X-1-102e.php
http://www.omicsonline.org/2157-7439/2157-7439-2-112.php
http://www.omicsonline.org/2157-7439/2157-7439-2-112.php
http://www.omicsonline.org/2157-7439/2157-7439-2-112.php
http://esciencecentral.org/journals/mars-analog-field-work-and-astrobiology-2332-2519.1000e102.php?aid=19839
http://esciencecentral.org/journals/mars-analog-field-work-and-astrobiology-2332-2519.1000e102.php?aid=19839
http://esciencecentral.org/journals/the-forgotten-remit-of-astrobiology-2332-2519-2-e105.php?aid=27254
http://esciencecentral.org/journals/the-forgotten-remit-of-astrobiology-2332-2519-2-e105.php?aid=27254

ISSN : 2322-0066

153. Lai EPC (2013) Research Trends in Biochemical Analysis. Biochem Anal Biochem 2:
eld4q.

154. Dashty M (2014) A Quick Look at Biochemistry: Lipid Metabolism. J Diabetes Metab 5:
324,

155. Modi CM, Mody SK, Patel HB (2013) Biochemical Alteration Induced After Intramuscular
Administration of Long Acting Moxifloxacin in Sheep. BiochemPharmacol 2:116.

156. Pisoschi AM (2013) Studies on Biochemical Processes for Elucidation of Disease
Mechanisms and Ensuring Food Security. Biochem Anal Biochem 2: 131.

157. Doubnerova V (2012) Utilization of Enzymes in Biochemistry and Analytical Biochemistry.
Biochem Anal Biochem 1: e110.

158. Zanatta G, Barroso-Neto IL, Bambini-Junior V, Dutra MF, Bezerra EM, et al. (2012)

Quantum Biochemistry Description of the Human Dopamine D3 Receptor in Complex with the
Selective Antagonist Eticlopride. J Proteomics Bioinform 5: 155-162.

159. Sansinenea E (2012) Modern Systems on Internet at the Service of Interaction between
Biochemistry and Pharmacology Fields. BiochemPharmacol (Los Angel) 1: e105.

160. Sang N (2012) Biochemistry, Drug Development and Open Access. BiochemPharmacol
(Los Angel) 1: e101.

161. Mehmood MA, Sehar U, Ahmad N (2014) Use of Bioinformatics Tools in Different Spheres
of Life Sciences. J Data Mining Genomics Proteomics 5: 158.

162. Nebel JC (2014) Computational Intelligence in Bioinformatics. J Proteomics Bioinform S9:
e001.

163. Ragunath PK, Venkatesan P, Ravimohan R (2009) New Curriculum Design Model for
Bioinformatics Postgraduate program using Systems Biology Approach. J ComputSciSystBiol 2:
300-305.

164. Allam AR, Siva PA, Hanuman T, Srinubabu G (2008) Bioinformatic Analysis of Alzheimer’s
Disease and Type2 Diabetes Mellitus: A Bioinformatic Approach. J Proteomics Bioinform Si:
S050-S054.

165. Katam K, Jones KA, Sakata K (2015) Advances in Proteomics and Bioinformatics in
Agriculture Research and Crop Improvement. J Proteomics Bioinform 8:039-048.

166. Okii D, Chilagane LA, Tukamuhabwa P, Maphosa M (2014) Application of Bioinformatics
in Crop Improvement: Annotating the Putative Soybean Rust resistance gene Rpp3 for Enhancing
Marker Assisted Selection. J Proteomics Bioinform 7: 001-009.

167. PriyankaNarad and Upadhyaya KC (2014) Integrative Bioinformatics Approaches to
Analyze Molecular Events in Pluripotency. Biol Med 6: 208.

168. Wu B, Li C, Xie J, Du Z, Luo L, et al. (2014) Bioinformatics Analyses of m-RNA Profiling
Following Ezrin Knockdown in Esophageal Squamous Cell Carcinoma. J Cancer SciTher 6: 314-
321.

169. Chang HW (2013) Drug Discovery and Bioinformatics of Marine Natural Products. J
Marine Sci Res Dev 4: e121.

170. Yan Q (2013) Translational Bioinformatics Support for Personalized and Systems
Medicine: Tasks and Challenges. Transl Med 3: €120.

171. Megha JM (2013) Unanswered Questions in Bioinformatics. J Proteomics Bioinform ©:
030-030.

172. Roy S (2013) Genomics and Bioinformatics in Entomology. EntomolOrnitholHerpetol 2:
el107.

173. Al-Haggar MMS, Khair-Allaha BA, Islam MM, Mohamed ASA (2013) Bioinformatics in High
Throughput Sequencing: Application in Evolving Genetic Diseases. J Data Mining Genomics
Proteomics 4: 131.

16

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/research-trends-in-biochemical-analysis-2161-1009.1000e144.php?aid=20913
http://omicsonline.org/research-trends-in-biochemical-analysis-2161-1009.1000e144.php?aid=20913
http://omicsonline.org/a-quick-look-at-biochemistry-lipid-metabolism-2155-6156.1000324.php?aid=22343
http://omicsonline.org/a-quick-look-at-biochemistry-lipid-metabolism-2155-6156.1000324.php?aid=22343
http://omicsgroup.org/journals/biochemical-alteration-induced-after-intramuscular-administration-of-long-acting-moxifloxacin-in-sheep-2167-0501.1000116.php?aid=16110
http://omicsgroup.org/journals/biochemical-alteration-induced-after-intramuscular-administration-of-long-acting-moxifloxacin-in-sheep-2167-0501.1000116.php?aid=16110
http://omicsonline.org/studies-on-biochemical-processes-for-elucidation-of-disease-mechanisms-and-ensuring-food-security-2161-1009.1000131.php?aid=11176
http://omicsonline.org/studies-on-biochemical-processes-for-elucidation-of-disease-mechanisms-and-ensuring-food-security-2161-1009.1000131.php?aid=11176
http://omicsonline.org/utilization-of-enzymes-in-biochemistry-and-analytical-biochemistry-2161-1009.1000e110.php?aid=7696
http://omicsonline.org/utilization-of-enzymes-in-biochemistry-and-analytical-biochemistry-2161-1009.1000e110.php?aid=7696
http://omicsonline.org/quantum-biochemistry-description-of-the-human-dopamine-d3-receptor-in-complex-with-the-selective-antagonist-eticlopride-jpb.1000229.php?aid=7520
http://omicsonline.org/quantum-biochemistry-description-of-the-human-dopamine-d3-receptor-in-complex-with-the-selective-antagonist-eticlopride-jpb.1000229.php?aid=7520
http://omicsonline.org/quantum-biochemistry-description-of-the-human-dopamine-d3-receptor-in-complex-with-the-selective-antagonist-eticlopride-jpb.1000229.php?aid=7520
http://omicsgroup.org/journals/modern-systems-on-internet-at-the-service-of-interaction-between-biochemistry-and-pharmacology-fields-2167-0501.1000e105.php?aid=4268
http://omicsgroup.org/journals/modern-systems-on-internet-at-the-service-of-interaction-between-biochemistry-and-pharmacology-fields-2167-0501.1000e105.php?aid=4268
http://omicsgroup.org/journals/biochemistry-drug-development-and-open-access-2167-0501.1000e101.php?aid=3878
http://omicsgroup.org/journals/biochemistry-drug-development-and-open-access-2167-0501.1000e101.php?aid=3878
http://omicsonline.org/open-access/use-of-bioinformatics-tools-in-different-spheres-of-life-sciences-2153-0602-5-158.php?aid=31678
http://omicsonline.org/open-access/use-of-bioinformatics-tools-in-different-spheres-of-life-sciences-2153-0602-5-158.php?aid=31678
http://omicsonline.org/open-access/computational-intelligence-in-bioinformatics-jpb.S9-e001.php?aid=35987
http://omicsonline.org/open-access/computational-intelligence-in-bioinformatics-jpb.S9-e001.php?aid=35987
http://omicsonline.org/new-curriculum-design-model-for-bioinformatics-postgraduate-program-using-systems-biology-approach-jcsb.1000300.php?aid=1264
http://omicsonline.org/new-curriculum-design-model-for-bioinformatics-postgraduate-program-using-systems-biology-approach-jcsb.1000300.php?aid=1264
http://omicsonline.org/new-curriculum-design-model-for-bioinformatics-postgraduate-program-using-systems-biology-approach-jcsb.1000300.php?aid=1264
http://omicsonline.org/bioinformatic-analysis-of-alzheimers-disease-and-type-diabetes-mellitus-jpb.s1000009.php?aid=41414
http://omicsonline.org/bioinformatic-analysis-of-alzheimers-disease-and-type-diabetes-mellitus-jpb.s1000009.php?aid=41414
http://omicsonline.org/bioinformatic-analysis-of-alzheimers-disease-and-type-diabetes-mellitus-jpb.s1000009.php?aid=41414
http://omicsonline.org/open-access/proteomics-and-bioinformatics-in-agriculture-research-and-crop-improvement-jpb.1000351.php?aid=40357
http://omicsonline.org/open-access/proteomics-and-bioinformatics-in-agriculture-research-and-crop-improvement-jpb.1000351.php?aid=40357
http://omicsonline.org/application-of-bioinformatics-in-crop-improvement-annotating-the-putative-soybean-rust-resistance-gene-rpp-for-enhancing-marker-assisted-selection-jpb.1000296.php?aid=22325
http://omicsonline.org/application-of-bioinformatics-in-crop-improvement-annotating-the-putative-soybean-rust-resistance-gene-rpp-for-enhancing-marker-assisted-selection-jpb.1000296.php?aid=22325
http://omicsonline.org/application-of-bioinformatics-in-crop-improvement-annotating-the-putative-soybean-rust-resistance-gene-rpp-for-enhancing-marker-assisted-selection-jpb.1000296.php?aid=22325
http://omicsonline.com/open-access/integrative-bioinformatics-approaches-to-analyze-molecular-events-in-pluripotency-0974-8369.1000208.php?aid=30989
http://omicsonline.com/open-access/integrative-bioinformatics-approaches-to-analyze-molecular-events-in-pluripotency-0974-8369.1000208.php?aid=30989
http://omicsonline.org/open-access/bioinformatics-analyses-of-mrna-profiling-following-ezrin-knockdown-in-esophageal-squamous-cell-carcinoma-1948-5956.1000287.php?aid=29689
http://omicsonline.org/open-access/bioinformatics-analyses-of-mrna-profiling-following-ezrin-knockdown-in-esophageal-squamous-cell-carcinoma-1948-5956.1000287.php?aid=29689
http://omicsonline.org/open-access/bioinformatics-analyses-of-mrna-profiling-following-ezrin-knockdown-in-esophageal-squamous-cell-carcinoma-1948-5956.1000287.php?aid=29689
http://omicsonline.org/drug-discovery-and-bioinformatics-of-marine-natural-products-2155-9910.1000e121.php?aid=22465
http://omicsonline.org/drug-discovery-and-bioinformatics-of-marine-natural-products-2155-9910.1000e121.php?aid=22465
http://omicsonline.org/translational-bioinformatics-support-for-personalized-and-systems-medicine-2161-1025.1000e120.php?aid=16885
http://omicsonline.org/translational-bioinformatics-support-for-personalized-and-systems-medicine-2161-1025.1000e120.php?aid=16885
http://omicsonline.org/unanswered-questions-in-bioinformatics-jpb.1000257.php?aid=11194
http://omicsonline.org/unanswered-questions-in-bioinformatics-jpb.1000257.php?aid=11194
http://omicsonline.org/genomics-and-bioinformatics-in-entomology-2161-0983.1000e107.php?aid=22022
http://omicsonline.org/genomics-and-bioinformatics-in-entomology-2161-0983.1000e107.php?aid=22022
http://omicsonline.org/bioinformatics-in-high-throughput-sequencing-application-in-evolving-genetic-diseases-2153-0602.1000131.php?aid=15354
http://omicsonline.org/bioinformatics-in-high-throughput-sequencing-application-in-evolving-genetic-diseases-2153-0602.1000131.php?aid=15354
http://omicsonline.org/bioinformatics-in-high-throughput-sequencing-application-in-evolving-genetic-diseases-2153-0602.1000131.php?aid=15354

ISSN : 2322-0066

174. Brylinski M, Feinstein WP (2012) Setting up a Meta-Threading Pipeline for High-
Throughput Structural Bioinformatics: eThread Software Distribution, Walkthrough and Resource
Profiling. J ComputSciSystBiol 6: 001-010.

175. Siva Kishore N, Mahaboobbi S (2011) Statistics and Bioinformatics Ethnicity. J
Proteomics Bioinform 4: 294-301.

176. Yusof MK, Abidin AFA, Deris MSM (2011) Improving Web Query Processing through
Mapping Algorithm to Data Warehouse for Bioinformatics. J Inform Tech Soft Engg 1: 102.

177. Zhag ZH, Hongzhan H, Amrita C, Mira J, Anatoly D, et al. (2008) Integrated Bioinformatics
for Radiation-Induced Pathway Analysis from Proteomics and Microarray Data. J Proteomics
Bioinform 1: 047-060.

178. Sablok G, Shekhawat NS (2008) Bioinformatics Analysis of Distribution of Microsatellite
Markers (SSRs) / Single Nucleotide Polymorphism (SNPs) in Expressed Transcripts of
ProsopisJuliflora: Frequency and Distribution. J ComputSciSystBiol 1: 087-091.

179. Nuchnoi P, Nantakomol D, Chumchua V, Plabplueng C, Isarankura- Na-Ayudhya C, et al.
(2011) The ldentification of Functional Non-Synonymous SNP in Human ATP-Binding Cassette
(ABC), Subfamily Member 7 Gene: Application of Bioinformatics Tools in Biomedicine. J Bioanal
Biomed 3: 026-031.

180. Engin AE (2014) Forensic Biomechanics. J Forensic Biomechanics 5: €102.

181. Hannon PR (2014) The Role of Forensic Biomechanics/Medicine in Physical Child Abuse.
Forensic Biomechanics 5: e101.

182. Vakilzadeh VK, Asghari M, Asghari M, Salarieh H, Kyureghyan NHC, et al. (2015) A 3-D

Stability-Based Dynamic Computational Model of Human Trunk Movement: Towards the
Development of a Paradigm for Forensic Spinal Injury Biomechanical Analysis. J Forensic Biomed
4:1109.

183. Khalaf K (2015) A Bridging the Gap between the “How” and the “Why” in Forensic
Biomechanics. J Forensic Biomed 4: e106.

184. Smith JJ (2014) Relevant Issues in Forensic Biomechanics. Forensic Biomechanics 5:
e103.

185. Mpofu IDT (2012) What does Petroleum, Environment and Biotechnology means to us vis
a vis the Profit Equation? J Pet Environ Biotechnol 3: €110.
186. Sai YRKM, Siva Kishore N, Dattatreya A, Anand SY, Sridhari G (2011) A Review on
Biotechnology and Its Commercial and Industrial Applications. J Biotechnol Biomaterial 1:121.
187. Khraiwesh B (2012) Environmental Biotechnology under a Changing Climate. J Biotechnol
Biomaterial S8: e001.

188. Anouti FA (2014) Concerns Regarding Food Biotechnology: An Ongoing Debate. J
BiodiversBioprosDev 1: 106.

189. Josic D, Giacometti J (2013) Foodomics-Use of Integrated Omics in Nutrition, Food
Technology and Biotechnology. J Data Mining Genomics Proteomics 4: e106.

190. Ayobami AS, Valesca A, Vidal BF, Vasco A (2013) Biotechnology and Agriculture. J
Biosafety Health Educ 1: 103.

191. Basso AMM, Grossi de SAj MF, Pelegrini PB (2013) Biopharmaceutical and Biosimilar
Products in Brazil: From Political To Biotechnological Overview. J BioequivAvailab 5: 060-066.

192. Kau CH (2012) Biotechnology in Orthodontics Photo Biomodulation. Dentistry 2: e108.

193. NezhadFard RM, Moslemy M, Golshahi H (2013) The History of Modern Biotechnology in
Iran: A Medical Review. J BiotechnolBiomater 3: 159.

194, Lai EPC (2013) Envisaging Environmental Biotechnology. J PhylogeneticsEvolBiol 4: €119.

195. Wani SH, Sah SK (2014) Biotechnology and Abiotic Stress Tolerance in Rice. J Rice Res 2:
e105.

17

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/setting-up-a-meta-threading-pipeline-for-high-throughput-structural-bioinformatics-jcsb.1000001.php?aid=10757
http://omicsonline.org/setting-up-a-meta-threading-pipeline-for-high-throughput-structural-bioinformatics-jcsb.1000001.php?aid=10757
http://omicsonline.org/setting-up-a-meta-threading-pipeline-for-high-throughput-structural-bioinformatics-jcsb.1000001.php?aid=10757
http://omicsonline.org/statistics-and-bioinformatics-ethnicity-jpb.1000204.pdf
http://omicsonline.org/statistics-and-bioinformatics-ethnicity-jpb.1000204.pdf
http://omicsgroup.org/journals/improving-web-query-processing-through-mapping-algorithm-to-data%20warehouse-for-bioinformatics-2165-7866.1000102.php?aid=2430
http://omicsgroup.org/journals/improving-web-query-processing-through-mapping-algorithm-to-data%20warehouse-for-bioinformatics-2165-7866.1000102.php?aid=2430
http://omicsonline.org/radiation-induced-pathway-analysis-from-proteomics-and-microarray-data-jpb.1000009.php?aid=1341
http://omicsonline.org/radiation-induced-pathway-analysis-from-proteomics-and-microarray-data-jpb.1000009.php?aid=1341
http://omicsonline.org/radiation-induced-pathway-analysis-from-proteomics-and-microarray-data-jpb.1000009.php?aid=1341
http://omicsonline.org/bioinformatics-analysis-of-distribution-of-microsatellite-markers-ssrs-single-nucleotide-polymorphism-snps-in-expressed-transcripts-jcsb.1000087.php?aid=1217
http://omicsonline.org/bioinformatics-analysis-of-distribution-of-microsatellite-markers-ssrs-single-nucleotide-polymorphism-snps-in-expressed-transcripts-jcsb.1000087.php?aid=1217
http://omicsonline.org/bioinformatics-analysis-of-distribution-of-microsatellite-markers-ssrs-single-nucleotide-polymorphism-snps-in-expressed-transcripts-jcsb.1000087.php?aid=1217
http://omicsonline.org/the-identification-of-functional-non-synonymous-snp-in-human-atpbinding-cassette-abc-subfamily-member-7-gene-application-of-bioinformatics-tools-in-biomedicine-1948-593X.1000039.php?aid=319
http://omicsonline.org/the-identification-of-functional-non-synonymous-snp-in-human-atpbinding-cassette-abc-subfamily-member-7-gene-application-of-bioinformatics-tools-in-biomedicine-1948-593X.1000039.php?aid=319
http://omicsonline.org/the-identification-of-functional-non-synonymous-snp-in-human-atpbinding-cassette-abc-subfamily-member-7-gene-application-of-bioinformatics-tools-in-biomedicine-1948-593X.1000039.php?aid=319
http://omicsonline.org/the-identification-of-functional-non-synonymous-snp-in-human-atpbinding-cassette-abc-subfamily-member-7-gene-application-of-bioinformatics-tools-in-biomedicine-1948-593X.1000039.php?aid=319
http://omicsonline.com/open-access/forensic-biomechanics-2090-2697-1000e102.php?aid=43453
http://omicsonline.com/open-access/the-role-of-forensic-biomechanicsmedicine-in-physical-child-abuse-2090-2697-5-e101.php?aid=24400
http://omicsonline.com/open-access/the-role-of-forensic-biomechanicsmedicine-in-physical-child-abuse-2090-2697-5-e101.php?aid=24400
http://omicsonline.com/open-access/a-3d-stabilitybased-dynamic-computational-model-of-human-trunk-movement-towards-the-development-of-a-paradigm-for-forensic-spinal-injury-biomechanical-analysis-2090-2697-1000119.php?aid=42120
http://omicsonline.com/open-access/a-3d-stabilitybased-dynamic-computational-model-of-human-trunk-movement-towards-the-development-of-a-paradigm-for-forensic-spinal-injury-biomechanical-analysis-2090-2697-1000119.php?aid=42120
http://omicsonline.com/open-access/a-3d-stabilitybased-dynamic-computational-model-of-human-trunk-movement-towards-the-development-of-a-paradigm-for-forensic-spinal-injury-biomechanical-analysis-2090-2697-1000119.php?aid=42120
http://omicsonline.com/open-access/a-3d-stabilitybased-dynamic-computational-model-of-human-trunk-movement-towards-the-development-of-a-paradigm-for-forensic-spinal-injury-biomechanical-analysis-2090-2697-1000119.php?aid=42120
http://omicsonline.com/open-access/bridging-the-gap-between-the-how-and-the-why-in-forensic-biomechanics-2090-2697-1000e106.php?aid=42117
http://omicsonline.com/open-access/bridging-the-gap-between-the-how-and-the-why-in-forensic-biomechanics-2090-2697-1000e106.php?aid=42117
http://omicsonline.com/open-access/relevant-issues-in-forensic-biomechanics-2090-2697-1000e103.php?aid=43502
http://omicsonline.com/open-access/relevant-issues-in-forensic-biomechanics-2090-2697-1000e103.php?aid=43502
http://omicsonline.org/what-does-petroleum-environment-and-biotechnology-means-to-us-vis-a-vis-the-profit-equation-2157-7463.1000e110.php?aid=8136
http://omicsonline.org/what-does-petroleum-environment-and-biotechnology-means-to-us-vis-a-vis-the-profit-equation-2157-7463.1000e110.php?aid=8136
http://omicsonline.org/a-review-on-biotechnology-and-its-commercial-and-industrial-applications-2155-952X.1000121.php?aid=3199
http://omicsonline.org/a-review-on-biotechnology-and-its-commercial-and-industrial-applications-2155-952X.1000121.php?aid=3199
http://omicsonline.org/environmental-biotechnology-under-a-changing-climate-2155-952X.S8-e001.php?aid=8938
http://omicsonline.org/environmental-biotechnology-under-a-changing-climate-2155-952X.S8-e001.php?aid=8938
http://omicsgroup.org/journals/concerns-regarding-food-biotechnology-an-ongoing-debate-2376-0214.1000106.php?aid=26280
http://omicsgroup.org/journals/concerns-regarding-food-biotechnology-an-ongoing-debate-2376-0214.1000106.php?aid=26280
http://omicsonline.org/foodomics-use-of-integrated-omics-in-nutrition,-food-technology-and-biotechnology-2153-0602.1000e106.php?aid=11776
http://omicsonline.org/foodomics-use-of-integrated-omics-in-nutrition,-food-technology-and-biotechnology-2153-0602.1000e106.php?aid=11776
http://esciencecentral.org/journals/biotechnology-and-agriculture-2332-0893.1000103.php?aid=17233
http://esciencecentral.org/journals/biotechnology-and-agriculture-2332-0893.1000103.php?aid=17233
http://omicsonline.org/biopharmaceutical-and-biosimilar-products-in-brazil-from-political-to-biotechnological-overview-jbb.1000135.php?aid=10764
http://omicsonline.org/biopharmaceutical-and-biosimilar-products-in-brazil-from-political-to-biotechnological-overview-jbb.1000135.php?aid=10764
http://omicsonline.org/biotechnology-in-orthodontics-photo-biomodulation-2161-1122.1000e108.php?aid=7216
http://omicsonline.org/the-history-of-modern-biotechnology-in-iran-a-medical-review-2155-952X.1000159.php?aid=13401
http://omicsonline.org/the-history-of-modern-biotechnology-in-iran-a-medical-review-2155-952X.1000159.php?aid=13401
http://omicsonline.org/envisaging-environmental-biotechnology-2157-7463.1000e119.php?aid=17119
http://esciencecentral.org/journals/biotechnology-and-abiotic-stress-tolerance-in-rice-jrr.1000e105.php?aid=28360
http://esciencecentral.org/journals/biotechnology-and-abiotic-stress-tolerance-in-rice-jrr.1000e105.php?aid=28360

ISSN : 2322-0066

196. Lai EPC (2013) Recent Advances of Liquefied Petroleum Gas Sensors-From
Environmental to Biotechnology Applications. J PhylogeneticsEvolBiol 4: e117.
197. Paniagua-Michel J, Rosales A (2015) Marine Bioremediation - A Sustainable

Biotechnology of Petroleum Hydrocarbons Biodegradation in Coastal and Marine Environments.
J BioremedBiodeg 6: 273.

198. Buonocore F (2013) Marine Biotechnology: Developments and Perspectives. J Aquac Res
Development 4: e105.

199. Lai EPC (2012) Development of Molecularly Imprinted Polymers - from Environmental
Sensors to Biotechnology Applications. J PhylogeneticsEvolBiol 3: e113.

200. Lee JK, Jang JY, Jeon YK, Kim CW (2014) Extracellular Vesicles as an Emerging Paradigm
of Cell-to-Cell Communication in Stem Cell Biology. J Stem Cell Res Ther 4: 206.

201. Mizui T, Kojima M (2013) BDNF and Synaptic Plasticity: The Recent Cell Biology for
Understanding of Brain Disorders. ClinPharmacolBiopharm S1: 004.

202. Felthaus O, Gosau M, Morsczeck C (2011) Dental Cell Biology, Biochips and Open Access.
J Biochip Tissue chip 1: €105.

203. Singh S (2015) Genetics of Type 2 Diabetes: Advances and Future Prospect. J Diabetes
Metab 6: 518.

204. Mastinu A (2015) Epigenetics: The Revenge of Lamarck? Adv Genet Eng 3: e114.

205. Abarin T (2013) Gene-environment Interaction Studies with Measurement Error

Application in the Complex Diseases in the Newfoundland Population: Environment and Genetics
Study. J Biomet Biostat 4: 173.

206. Bozinovski S, Ackovska N (2015) Connection between Molecular Genetics and Robotics,
Since 1985. J ComputSciSystBiol 8: e111.

207. Jana P, Omar S, Hana T, Lydia V, Petr A, et al. (2015) Epidemiology and Genetics of
Alzheimera€™s Disease. J Alzheimers Dis Parkinsonism 5: 172.

208. Ibrahim NL (2013) Practical Genetics. AnatPhysiol 4: e129.

2009. Kashyap B, Reddy PS (2015) Genetics: Current State, Advances and Challenges in
Dentistry. J Mol Genet Med 09: 164.

210. Zdanowicz MM, Adams PW (2014) ThePharmacogenetics of Nicotine Dependence and
Smoking Cessation Therapies. J Pharmacogenomics Pharmacoproteomics 5: 138.

211. Julie Ann Luiz Adrian DVM (2013) Equine Color Genetics and Deoxyribonucleic Acid
Testing. J VeterinarSciTechnol 4: 134.

212. Liu ZQ, Zheng Y (2011) PharmacogeneticsFordiabetes Mellitus. Internal Med: Open
Access 1: e104.

213. He ZX, Zhou SF (2014) Pharmacogenetics-Guided Dosing for Fluoropyrimidines in Cancer
Chemotherapy. AdvPharmacoepidemiol Drug Saf 3: e125.

214. Toffoli G (2012) Pharmacogenetics as Innovative Approach for Phase | Clinical Studies in
Cancer Patients. J Drug MetabToxicol 3: €110.

215. Puri A (2012) Pharmacogenetics Variations in Anesthesia. J AnesthClin Res 3: 233.

216. Nallaseth (2014) Is There a Role for an Evolutionary Genetics Based Rational Health
Policy In Global Biomedical, Health and Economic Policies? MolBiol 3: 1000e118.

217. Kuliev A, Rechitsky S (2014) Preimplantation Genetic Diagnosis for Congenital
Immunodeficiencies. J Blood Disorders Transf 5: 234.

218. Zhang C (2014) The WD40 Repeat Protein Mutations: Genetics,Molecular Mechanisms
and Therapeutic Implications. J Genet Syndr Gene Ther 5: 252.

2109. Grigoriadou M, Schulpis KH, Kokotas H (2014) Molecular Genetics and Gene Therapy

Aspects of Phenylalanine Hydroxylase (PAH) Related Hyperphenylalaninemias. J Genet Syndr
Gene Ther 5: e127.

18

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/recent-advances-of-liquefied-petroleum-gas-sensors-from-environmental-to-biotechnology-applications-2157-7463.1000e117.php?aid=10448
http://omicsonline.org/recent-advances-of-liquefied-petroleum-gas-sensors-from-environmental-to-biotechnology-applications-2157-7463.1000e117.php?aid=10448
http://omicsonline.org/open-access/marine-bioremediation-a-sustainable-biotechnology-of-petroleum-hydrocarbons-biodegradation-in-coastal-and-marine-environments-2155-6199.1000273.php?aid=40764
http://omicsonline.org/open-access/marine-bioremediation-a-sustainable-biotechnology-of-petroleum-hydrocarbons-biodegradation-in-coastal-and-marine-environments-2155-6199.1000273.php?aid=40764
http://omicsonline.org/open-access/marine-bioremediation-a-sustainable-biotechnology-of-petroleum-hydrocarbons-biodegradation-in-coastal-and-marine-environments-2155-6199.1000273.php?aid=40764
http://omicsonline.org/marine-biotechnology-developments-and-perspectives-2155-9546.1000e105.php?aid=11244
http://omicsonline.org/marine-biotechnology-developments-and-perspectives-2155-9546.1000e105.php?aid=11244
http://omicsonline.org/development-of-molecularly-imprinted-polymers-from-environmental-sensors-to-biotechnology-applications-2157-7463.1000e113.php?aid=8966
http://omicsonline.org/development-of-molecularly-imprinted-polymers-from-environmental-sensors-to-biotechnology-applications-2157-7463.1000e113.php?aid=8966
http://omicsonline.org/open-access/extracellular-vesicles-emerging-paradigm-cell-to-cell-communication-stem-cell-biology-2157-7633.1000206.php?aid=25608
http://omicsonline.org/open-access/extracellular-vesicles-emerging-paradigm-cell-to-cell-communication-stem-cell-biology-2157-7633.1000206.php?aid=25608
http://omicsgroup.org/journals/bdnf-and-synaptic-plasticity-the-recent-cell-biology-for-understanding-of-brain-disorders-2167-065X.S1-004.php?aid=12568
http://omicsgroup.org/journals/bdnf-and-synaptic-plasticity-the-recent-cell-biology-for-understanding-of-brain-disorders-2167-065X.S1-004.php?aid=12568
http://omicsonline.org/dental-cell-biology-biochips-and-open-access-2153-0777-1-e105.php?aid=3290
http://omicsonline.org/dental-cell-biology-biochips-and-open-access-2153-0777-1-e105.php?aid=3290
http://omicsonline.org/open-access/genetics-of-type-2-diabetes-advances-and-future-prospect-2155-6156-1000518.php?aid=50805
http://omicsonline.org/open-access/genetics-of-type-2-diabetes-advances-and-future-prospect-2155-6156-1000518.php?aid=50805
http://omicsgroup.org/journals/epigenetics-the-revenge-of-lamarck-2169-0111-1000e114.php?aid=50606
http://omicsonline.org/geneenvironment-interaction-studies-with-measurement-error-application-in-the-complex-diseases-in-the-newfoundland-populat-ion-environment-and-genetics-study-2155-6180.1000173.php?aid=18128
http://omicsonline.org/geneenvironment-interaction-studies-with-measurement-error-application-in-the-complex-diseases-in-the-newfoundland-populat-ion-environment-and-genetics-study-2155-6180.1000173.php?aid=18128
http://omicsonline.org/geneenvironment-interaction-studies-with-measurement-error-application-in-the-complex-diseases-in-the-newfoundland-populat-ion-environment-and-genetics-study-2155-6180.1000173.php?aid=18128
http://omicsonline.org/open-access/connection-between-molecular-genetics-and-robotics-since-1985-jcsb-1000e111.php?aid=42260
http://omicsonline.org/open-access/connection-between-molecular-genetics-and-robotics-since-1985-jcsb-1000e111.php?aid=42260
http://omicsonline.org/open-access/epidemiology-and-genetics-of-alzheimers-disease-2161-0460-1000176.php?aid=42135
http://omicsonline.org/open-access/epidemiology-and-genetics-of-alzheimers-disease-2161-0460-1000176.php?aid=42135
http://omicsonline.org/open-access/practical-genetics-2161-0940.1000e129.php?aid=23482%5d
http://omicsonline.com/open-access/genetics-current-state-advances-and-challenges-in-dentistry-1747-0862-1000164.php?aid=40315
http://omicsonline.com/open-access/genetics-current-state-advances-and-challenges-in-dentistry-1747-0862-1000164.php?aid=40315
http://omicsonline.org/open-access/the-pharmacogenetics-of-nicotine-dependence-and-smoking-cessation-therapies-2153-0645-5-138.php?aid=29747
http://omicsonline.org/open-access/the-pharmacogenetics-of-nicotine-dependence-and-smoking-cessation-therapies-2153-0645-5-138.php?aid=29747
http://omicsonline.org/equine-color-genetics-and-deoxyribonucleic-acid-testing-2157-7579.1000134.php?aid=11360
http://omicsonline.org/equine-color-genetics-and-deoxyribonucleic-acid-testing-2157-7579.1000134.php?aid=11360
http://omicsgroup.org/journals/pharmacogenetics-fordiabetes-mellitus-2165-8048.1000e104.php?aid=28416
http://omicsgroup.org/journals/pharmacogenetics-fordiabetes-mellitus-2165-8048.1000e104.php?aid=28416
http://omicsgroup.org/journals/pharmacogeneticsguided-dosing-for-fluoropyrimidines-in-cancer-chemotherapy-2167-1052.1000e125.php?aid=25244
http://omicsgroup.org/journals/pharmacogeneticsguided-dosing-for-fluoropyrimidines-in-cancer-chemotherapy-2167-1052.1000e125.php?aid=25244
http://omicsonline.org/pharmacogenetics-as-innovative-approach-for-phase-i-clinical-studies-in%20cancer-patients-2157-7609.1000e110.php?aid=8521
http://omicsonline.org/pharmacogenetics-as-innovative-approach-for-phase-i-clinical-studies-in%20cancer-patients-2157-7609.1000e110.php?aid=8521
http://omicsonline.org/pharmacogenetics-variations-in-anesthesia-2155-6148.1000233.php?aid=8330
http://omicsgroup.org/journals/is-there-a-role-for-an-evolutionary-genetics-based-rational-health-policy-2168-9547.1000e118.php?aid=33491
http://omicsgroup.org/journals/is-there-a-role-for-an-evolutionary-genetics-based-rational-health-policy-2168-9547.1000e118.php?aid=33491
http://omicsonline.org/open-access/preimplantation-genetic-diagnosis-for-congenital-immunodeficiencies-2155-9864.1000234.php?aid=33173
http://omicsonline.org/open-access/preimplantation-genetic-diagnosis-for-congenital-immunodeficiencies-2155-9864.1000234.php?aid=33173
http://omicsonline.org/open-access/the-wd-repeat-protein-mutations-genetics-molecular-mechanisms-and-therapeutic-implications-2157-7412-5-252.php?aid=32740
http://omicsonline.org/open-access/the-wd-repeat-protein-mutations-genetics-molecular-mechanisms-and-therapeutic-implications-2157-7412-5-252.php?aid=32740
http://omicsonline.org/open-access/molecular-genetics-and-gene-therapy-aspects-of-phenylalanine-hydroxylase-pah-related-hyperphenylalaninemias-2157-7412-5-e125.php?aid=32735
http://omicsonline.org/open-access/molecular-genetics-and-gene-therapy-aspects-of-phenylalanine-hydroxylase-pah-related-hyperphenylalaninemias-2157-7412-5-e125.php?aid=32735
http://omicsonline.org/open-access/molecular-genetics-and-gene-therapy-aspects-of-phenylalanine-hydroxylase-pah-related-hyperphenylalaninemias-2157-7412-5-e125.php?aid=32735

ISSN : 2322-0066

220. Mboowa G (2014) Tuberculosis and Genetics of Sub-Saharan Africa Human Population. J
Mycobac Dis 4: 164.

221. Moura E, Prado AMRB, Pimpao CT, Murakami CT, Ribeiro DR (2014) Genetic and
Pathoanatomical Features of the Bovine Prenatal Lethal Chondrodysplasia . Hereditary Genet 3:
132.

222. Sherkhane AS, Somnath W, Gomase VS (2014) Study of Conserved Domain across
Divergent Phylogenetic Lineages of Long Neurotoxin from Genus Naja (Elapidae Family). J
Phylogen Evolution Biol 2: 127.

223. McVay JD, Carstens BC (2013) Phylogenetic Model Choice: Justifying a Species Tree or
Concatenation Analysis. J Phylogen Evolution Biol 1: 114.

224, Patel S, Kimball RT, Braun EL (2013) Error in Phylogenetic Estimation for Bushes in the
Tree of Life. J Phylogen Evolution Biol 1: 110.

225. Verbeek EC, Bevova MR, Hoogendijk WJG, Heutink P (2014) The Genetics of MDD a€“ A
Review of Challenges and Opportunities. J Depress Anxiety 3: 150.

226. Halder A (2013) Advances in Cytogenetics. J ClinDiagn Res 1: e101.

227. Daoud SS (2013) Hepatitis C Pharmacogenetics: Possible Solutions for an Existing
Problem. J Pharmacogenomics Pharmacoproteomics 4: e135.

228. Barco EA, Rodriguez Névoa S (2013) ThePharmacogenetics of HIV Treatment: A Practical
Clinical Approach. J Pharmacogenomics Pharmacoproteomics 4: 116.

229. Hong H (2012) Next-Generation Sequencing and Its Impact on Pharmacogenetics. J
Pharmacogenomics Pharmacoproteomics 3: e119.

230. Blum K, Berman MO, Giordano J, Simpatico T, Lohmann R, et al. (2012) Neuropsychiatric

Genetics of Happiness, Friendships and Politics: A New Era in Understanding Social Interface. J
Genet Syndr Gene Ther 3: €106.

231. Murdaca G, Spand F and Puppo F (2013) Pharmacogenetics: Reality or Dream in
Predicting the Response to TNF-a Inhibitor Treatment? J Genet Syndr Gene Ther S3: 007.

232. Ferretti A, Paolino MC, Parisi P (2013) The Overlap between Headache and Epilepsy in
the Light of Recent Advances in Medical Genetics. J Mol Genet Med 7: 82.

233. Law NF, Cheng KO (2014) A Survey of Techniques for Sequence Similarities Matching in
Compression. Adv Robot Autom 3:118.

234. Karthikeyan S, Hoti SL, Prasad NR (2014) Resveratrol Modulates Expression of ABC

Transporters in Non-Small Lung Cancer Cells: Molecular Docking and Gene Expression Studies. J
Cancer Sci Ther 6:497-504.

235. Munir J, Igbal Z, Hoesli DC, Shakoori AR, Uddin N (2014) In silico Analysis of 2, 4-
Substituted Heterocycles and Glutamic Acid Containing Antifolates as Inhibitors of Malarial
(Plasmodium falciparum) Protein, Dihydrofolate Reductase-Thymidylate Synthase. J Proteomics
Bioinform 7: 367-373.

236. Ganguly S, Debnath B (2014) Molecular Docking Studies and ADME Prediction of Novel
Isatin Analogs with Potent Anti-EGFR Activity. Med chem 4:558-568.
237. Holien JK, Gazina EV, Elliott RW, Jarrott B, Cameron CE, et al. (2014) Computational

Analysis of Amiloride Analogue Inhibitors ofCoxsackievirus B3 RNA Polymerase. J Proteomics
Bioinform S9:004.

238. Kumar A, lyer K, Shanthi V, Ramanathan K (2014) Extraction of BioactiveCompounds
from Millingtonia hortensis for the Treatment of Dapsone Resistance in Leprosy. J Microb
Biochem Technol R1:006.

239. Vaidya M, Virparia PV, Panchal H (2014) In silico Interactive Study of Periplasmic and
Outer Membrane Proteins of Type IV Secreting System (T4ss) in Helicobacter pylori. J Cancer Sci
Ther 6: 105-1009.

19

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/open-access/tuberculosis-and-genetics-of-subsaharan-africa-human-population-2161-1068-4-164.php?aid=31386
http://omicsonline.org/open-access/tuberculosis-and-genetics-of-subsaharan-africa-human-population-2161-1068-4-164.php?aid=31386
http://omicsonline.org/open-access/genetic-and-pathoanatomical-features-of-the-bovine-prenatal-lethal-chondrodysplasia-2161-1041-3-1000132.php?aid=30383
http://omicsonline.org/open-access/genetic-and-pathoanatomical-features-of-the-bovine-prenatal-lethal-chondrodysplasia-2161-1041-3-1000132.php?aid=30383
http://omicsonline.org/open-access/genetic-and-pathoanatomical-features-of-the-bovine-prenatal-lethal-chondrodysplasia-2161-1041-3-1000132.php?aid=30383
http://esciencecentral.org/journals/study-of-conserved-domain-across-divergent-phylogenetic-lineages-of-long-neurotoxin-from-genus-naja-elapidae-family-2329-9002-2-127.php?aid=27340
http://esciencecentral.org/journals/study-of-conserved-domain-across-divergent-phylogenetic-lineages-of-long-neurotoxin-from-genus-naja-elapidae-family-2329-9002-2-127.php?aid=27340
http://esciencecentral.org/journals/study-of-conserved-domain-across-divergent-phylogenetic-lineages-of-long-neurotoxin-from-genus-naja-elapidae-family-2329-9002-2-127.php?aid=27340
http://esciencecentral.org/journals/phylogenetic-model-choice-justifying-a-species-tree-or-concatenation-analysis-2329-9002.1000114.php?aid=15727
http://esciencecentral.org/journals/phylogenetic-model-choice-justifying-a-species-tree-or-concatenation-analysis-2329-9002.1000114.php?aid=15727
http://esciencecentral.org/journals/error-in-phylogenetic-estimation-for-bushes-in-the-tree-of-life-2329-9002.1000110.php?aid=15434
http://esciencecentral.org/journals/error-in-phylogenetic-estimation-for-bushes-in-the-tree-of-life-2329-9002.1000110.php?aid=15434
http://omicsgroup.org/journals/the-genetics-of-mdd-a-review-of-challenges-and-opportunities-2167-1044-3-150.php?aid=24509
http://omicsgroup.org/journals/the-genetics-of-mdd-a-review-of-challenges-and-opportunities-2167-1044-3-150.php?aid=24509
http://omicsonline.com/open-access/advances-in-cytogenetics-JCDR-e101.php?aid=22713
http://omicsonline.org/hepatitis-c-pharmacogenetics-possible-solutions-for-an-existing-problem-2153-0645.1000e135.php?aid=20817
http://omicsonline.org/hepatitis-c-pharmacogenetics-possible-solutions-for-an-existing-problem-2153-0645.1000e135.php?aid=20817
http://omicsonline.org/the-pharmacogenetics-of-hiv-treatment-a-practical-clinical-approach-2153-0645.1000116.php?aid=13898
http://omicsonline.org/the-pharmacogenetics-of-hiv-treatment-a-practical-clinical-approach-2153-0645.1000116.php?aid=13898
http://omicsonline.org/next-generation-sequencing-and-its-impact-on-pharmacogenetics-2153-0645.1000e119.php?aid=6088
http://omicsonline.org/next-generation-sequencing-and-its-impact-on-pharmacogenetics-2153-0645.1000e119.php?aid=6088
http://omicsonline.org/neuropsychiatric-genetics-of-happiness-friendships-and-politics-a-newera-in-understanding-social-interface-2157-7412.1000e106.php?aid=5853
http://omicsonline.org/neuropsychiatric-genetics-of-happiness-friendships-and-politics-a-newera-in-understanding-social-interface-2157-7412.1000e106.php?aid=5853
http://omicsonline.org/neuropsychiatric-genetics-of-happiness-friendships-and-politics-a-newera-in-understanding-social-interface-2157-7412.1000e106.php?aid=5853
http://omicsonline.org/pharmacogenetics-reality-or-dream-in-predicting-the-response-to-tnf-inhibitor-treatment-2157-7412.S3-007.php?aid=12821
http://omicsonline.org/pharmacogenetics-reality-or-dream-in-predicting-the-response-to-tnf-inhibitor-treatment-2157-7412.S3-007.php?aid=12821
http://omicsonline.com/open-access/the-overlap-between-headache-and-epilepsy-in-the-light-of-recent-advances-in-medical-genetics-1747-0862.1000082.php?aid=19387
http://omicsonline.com/open-access/the-overlap-between-headache-and-epilepsy-in-the-light-of-recent-advances-in-medical-genetics-1747-0862.1000082.php?aid=19387
http://omicsgroup.org/journals/a-survey-of-techniques-for-sequence-similarities-matching-in-compression-2168-9695.1000118.php?aid=25816
http://omicsgroup.org/journals/a-survey-of-techniques-for-sequence-similarities-matching-in-compression-2168-9695.1000118.php?aid=25816
http://omicsonline.org/open-access/resveratrol-modulates-expression-of-abc-transporters-in-nonsmall-lung-cancer-cells-1948-5956.1000314.php?aid=36617
http://omicsonline.org/open-access/resveratrol-modulates-expression-of-abc-transporters-in-nonsmall-lung-cancer-cells-1948-5956.1000314.php?aid=36617
http://omicsonline.org/open-access/resveratrol-modulates-expression-of-abc-transporters-in-nonsmall-lung-cancer-cells-1948-5956.1000314.php?aid=36617
http://omicsonline.org/open-access/antifolate-inhibitors-of-malarial-protein-pfdhfrts-jpb.1000341.php?aid=32901
http://omicsonline.org/open-access/antifolate-inhibitors-of-malarial-protein-pfdhfrts-jpb.1000341.php?aid=32901
http://omicsonline.org/open-access/antifolate-inhibitors-of-malarial-protein-pfdhfrts-jpb.1000341.php?aid=32901
http://omicsonline.org/open-access/antifolate-inhibitors-of-malarial-protein-pfdhfrts-jpb.1000341.php?aid=32901
http://omicsonline.org/open-access/molecular-docking-studies-and-adme-prediction-of-novel-isatin-analogs-with-potent-antiegfr-activity-2161-0444.1000558.php?aid=29794
http://omicsonline.org/open-access/molecular-docking-studies-and-adme-prediction-of-novel-isatin-analogs-with-potent-antiegfr-activity-2161-0444.1000558.php?aid=29794
http://omicsonline.org/open-access/computational-analysis-of-amiloride-analogue-inhibitors-of-coxsackie-virus-jpb.S9-004.php?aid=28315
http://omicsonline.org/open-access/computational-analysis-of-amiloride-analogue-inhibitors-of-coxsackie-virus-jpb.S9-004.php?aid=28315
http://omicsonline.org/open-access/computational-analysis-of-amiloride-analogue-inhibitors-of-coxsackie-virus-jpb.S9-004.php?aid=28315
http://omicsonline.org/open-access/extraction-of-bioactive-compounds-from-millingtonia-hortensis-for-the-treatment-of-dapsone-resistance-in-leprosy-1948-5948.R1-006.php?aid=28006
http://omicsonline.org/open-access/extraction-of-bioactive-compounds-from-millingtonia-hortensis-for-the-treatment-of-dapsone-resistance-in-leprosy-1948-5948.R1-006.php?aid=28006
http://omicsonline.org/open-access/extraction-of-bioactive-compounds-from-millingtonia-hortensis-for-the-treatment-of-dapsone-resistance-in-leprosy-1948-5948.R1-006.php?aid=28006
http://omicsonline.org/open-access/in-silico-interactive-study-of-periplasmic-and-outer-membrane-proteins-of-type-iv-secreting-system-tss-in-helicobacter-pylori-1948-5956.1000257.php?aid=24816
http://omicsonline.org/open-access/in-silico-interactive-study-of-periplasmic-and-outer-membrane-proteins-of-type-iv-secreting-system-tss-in-helicobacter-pylori-1948-5956.1000257.php?aid=24816
http://omicsonline.org/open-access/in-silico-interactive-study-of-periplasmic-and-outer-membrane-proteins-of-type-iv-secreting-system-tss-in-helicobacter-pylori-1948-5956.1000257.php?aid=24816

ISSN : 2322-0066

240. Ahsan MJ, Singh Rathod VP, Singh M, Sharma R, Jadav SS, et al. (2013) Synthesis,
Anticancer and Molecular Docking Studies of 2-(4-chlorophenyl)-5- aryl-1,3,4-Oxadiazole
Analogues. Med chem 3: 294-297.

241. Idrees S, Ashfaq UA, Zahoor M, Ramzan S (2013) Molecular Modeling and Interaction
Studies of HCV Core Protein. Virol Mycol 2:115. doi: 10.4172/2161-0517.1000115.
242. Batool S, Ferdous S, Kamal MA, Iftikhar H, Rashid S (2013) In silico Screening for

Identification of Novel Aurora Kinase Inhibitors by Molecular Docking, Dynamics Simulations and
Ligand-Based Hypothesis Approaches. Enz Eng 2:106.

243. Perez G, Mascini M, Sergi M, Del Carlo M, Curini R, et al. (2013) Peptides Binding
Cocaine: A Strategy to Design Biomimetic Receptors. J Proteomics Bioinform 6: 015-022.
244, Saraswat A, Shraddha, Jain A, Pathak A, Kumar Verma S, Kumar A (2012) Immuno-

Informatic Speculation and Computational Modeling of Novel MHC-Il Human Leukocyte Antigenic
Alleles to Elicit Vaccine for Ebola Virus. J Vaccines Vaccin 3:141.

245, Qin X, Zhang HJ, Zhang HJ, Zhang H, Zhu HL (2011) Synthesis, Molecular Modeling and
Biological Evaluation of 7-Sulfanylflavone as Anticancer Agents. Medchem 1:104.

246. Daisy P, Sasikala R, Ambika A (2009) Analysis of Binding Properties of Phosphoinositide
3-kinase Through In silico Molecular Docking. J Proteomics Bioinform 2: 274-284.

247, Prakash N, Patel S, Faldu NJ, Ranjan R, Sudheer DVN (2010) Molecular Docking Studies
of Antimalarial Drugs for Malaria. J Comput Sci Syst Biol 3:070-073.

248. Girija CR, Karunakar P, Poojari CS, Begum NS, Syed AA (2010) Molecular Docking Studies

of Curcumin Derivatives with Multiple Protein Targets for Procarcinogen Activating Enzyme
Inhibition. J Proteomics Bioinform 3: 200- 203.

249. Anno S, Imaoka K, Tadono T, Igarashi T, Sivaganesh S, et al. (2014) Assessing the
Temporal and Spatial Dynamics of the Dengue Epidemic in Northern Sri Lanka using Remote
Sensing Data, GIS and Statistical Analysis. J Geophys Remote Sensing 3:135.

250. An LTT, Pursiheimo A, Moulder R, Elo LL (2014) Statistical Analysis of Protein Microarray
Data: A Case Study in Type 1 Diabetes Research. J Proteomics Bioinform S12:003.

251. Efromovich S, Smirnova E (2014) Statistical Analysis of Large Cross- Covariance and
Cross-Correlation Matrices Produced by fMRI Images. J Biomet Biostat 5:193.

252. Bisai D, Chatterjee S, Khan A, Barman NK (2014) Statistical Analysis of Trend and
Change Point in Surface Air Temperature Time Series for Midnapore Weather Observatory, West
Bengal, India. Hydrol Current Res 5:169.

253. Ycart B, Charmpi K, Rousseaux S, Fournié JJ (2015) Large Scale Statistical Analysis of
GEO Datasets. Gene Technology 4: 113.

20

RJB | Volume 3 | Issue 2 | April - June, 2015


http://omicsonline.org/synthesis-anticancer-and-molecular-docking-studies-of-chlorophenylaryloxadiazole-analogues-2161-0444.1000294.php?aid=21653
http://omicsonline.org/synthesis-anticancer-and-molecular-docking-studies-of-chlorophenylaryloxadiazole-analogues-2161-0444.1000294.php?aid=21653
http://omicsonline.org/synthesis-anticancer-and-molecular-docking-studies-of-chlorophenylaryloxadiazole-analogues-2161-0444.1000294.php?aid=21653
http://omicsonline.org/molecular-modeling-and-interaction-studies-of-hcv-core-protein-2161-0517.1000115.php?aid=15894
http://omicsonline.org/molecular-modeling-and-interaction-studies-of-hcv-core-protein-2161-0517.1000115.php?aid=15894
http://omicsgroup.org/journals/in-silico-screening-for-identification-of-novel-aurora-kinase-inhibitors-by-molecular-docking-dynamics-simulations-and-ligand-based-hypothesis-approaches-2329-6674.1000106.php?aid=11799
http://omicsgroup.org/journals/in-silico-screening-for-identification-of-novel-aurora-kinase-inhibitors-by-molecular-docking-dynamics-simulations-and-ligand-based-hypothesis-approaches-2329-6674.1000106.php?aid=11799
http://omicsgroup.org/journals/in-silico-screening-for-identification-of-novel-aurora-kinase-inhibitors-by-molecular-docking-dynamics-simulations-and-ligand-based-hypothesis-approaches-2329-6674.1000106.php?aid=11799
http://omicsonline.org/peptides-binding-cocaine-a-strategy-to-design-biomimetic-receptors-jpb.1000255.php?aid=10866
http://omicsonline.org/peptides-binding-cocaine-a-strategy-to-design-biomimetic-receptors-jpb.1000255.php?aid=10866
http://omicsonline.org/immuno-informatic-speculation-and-computational-modeling-of-novel%20mhc-ii-human-leukocyte-antigenic-alleles-to-elicit-vaccine-for-ebola%20virus-2157-7560.1000141.php?aid=8083
http://omicsonline.org/immuno-informatic-speculation-and-computational-modeling-of-novel%20mhc-ii-human-leukocyte-antigenic-alleles-to-elicit-vaccine-for-ebola%20virus-2157-7560.1000141.php?aid=8083
http://omicsonline.org/immuno-informatic-speculation-and-computational-modeling-of-novel%20mhc-ii-human-leukocyte-antigenic-alleles-to-elicit-vaccine-for-ebola%20virus-2157-7560.1000141.php?aid=8083
http://omicsonline.org/synthesis-molecular-modeling-and-biological-evaluation-of-7-sulfanylflavone-as-anticancer-agents-2161-0444.1000104.php?aid=3327
http://omicsonline.org/synthesis-molecular-modeling-and-biological-evaluation-of-7-sulfanylflavone-as-anticancer-agents-2161-0444.1000104.php?aid=3327
http://omicsonline.org/analysis-of-binding-properties-of-phosphoinositide-3-kinase-through-in-silico-molecular-docking-jpb.1000086.php?aid=1389
http://omicsonline.org/analysis-of-binding-properties-of-phosphoinositide-3-kinase-through-in-silico-molecular-docking-jpb.1000086.php?aid=1389
http://omicsonline.org/molecular-docking-studies-of-antimalarial-drugs-for-malaria-jcsb.1000070.php?aid=1279
http://omicsonline.org/molecular-docking-studies-of-antimalarial-drugs-for-malaria-jcsb.1000070.php?aid=1279
http://omicsonline.org/molecular-docking-of-curcumin-derivatives-for-procarcinogen-activating-enzyme-inhibition-jpb.1000140.php?aid=1036
http://omicsonline.org/molecular-docking-of-curcumin-derivatives-for-procarcinogen-activating-enzyme-inhibition-jpb.1000140.php?aid=1036
http://omicsonline.org/molecular-docking-of-curcumin-derivatives-for-procarcinogen-activating-enzyme-inhibition-jpb.1000140.php?aid=1036
http://omicsgroup.org/journals/assessing-the-temporal-and-spatial-dynamics-of-the-dengue-epidemic-in-northern-sri-lanka-using-remote-sensing-data-gis-and-statistical-analysis-2169-0049-3-135.php?aid=33118
http://omicsgroup.org/journals/assessing-the-temporal-and-spatial-dynamics-of-the-dengue-epidemic-in-northern-sri-lanka-using-remote-sensing-data-gis-and-statistical-analysis-2169-0049-3-135.php?aid=33118
http://omicsgroup.org/journals/assessing-the-temporal-and-spatial-dynamics-of-the-dengue-epidemic-in-northern-sri-lanka-using-remote-sensing-data-gis-and-statistical-analysis-2169-0049-3-135.php?aid=33118
http://omicsonline.org/open-access/statistical-analysis-of-protein-microarray-data-jpb.S12-003.php?aid=31847
http://omicsonline.org/open-access/statistical-analysis-of-protein-microarray-data-jpb.S12-003.php?aid=31847
http://omicsonline.org/open-access/statistical-analysis-of-large-crosscovariance-and-crosscorrel-ation-matrices-produced-by-fmri-images-2155-6180.1000193.php?aid=26306
http://omicsonline.org/open-access/statistical-analysis-of-large-crosscovariance-and-crosscorrel-ation-matrices-produced-by-fmri-images-2155-6180.1000193.php?aid=26306
http://omicsonline.org/open-access/statistical-analysis-of-trend-and-change-point-in-surface-air-temperature-time-series-2157-7587.1000169.php?aid=26267
http://omicsonline.org/open-access/statistical-analysis-of-trend-and-change-point-in-surface-air-temperature-time-series-2157-7587.1000169.php?aid=26267
http://omicsonline.org/open-access/statistical-analysis-of-trend-and-change-point-in-surface-air-temperature-time-series-2157-7587.1000169.php?aid=26267
http://omicsgroup.org/journals/large-scale-statistical-analysis-of-geo-datasets-2329-6682.1000113.pdf.php?aid=30566
http://omicsgroup.org/journals/large-scale-statistical-analysis-of-geo-datasets-2329-6682.1000113.pdf.php?aid=30566

