
Chromatogram results of genes identified  

LOCUS       KJ955499                1926 bp    DNA     linear   BCT 07-AUG-2014 

DEFINITION  Bacillus cereus strain J17 zinc uptake P-type ATPase gene, complete cds. 

ACCESSION   KJ955499 

VERSION     KJ955499.1  GI:669114492 

KEYWORDS    . 

SOURCE      Bacillus cereus 

ORGANISM  Bacillus cereus 

            Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus; 

            Bacillus cereus group. 

REFERENCE   1  (bases 1 to 1926) 

AUTHORS   Joonu,J. and Averal,H.I. 

TITLE     Bacterial tolerance to heavy metals under the influence of pH, 

            temperature and salinity 

JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 1926) 

AUTHORS   Joonu,J. and Averal,H.I. 

TITLE     Direct Submission 

JOURNAL   Submitted (11-JUN-2014) Zoology, Bishop Heber College, Plot No 127,Golden 

Avenue, K.Sathanur, Trichy-21, Trichy, Tamil Nadu 620021,India 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1926 

                     /organism="Bacillus cereus" 

                     /mol_type="genomic DNA" 

                     /strain="J17" 

                     /isolation_source="BHEL effluent" 

                     /db_xref="taxon:1396" 

                     /country="India: Trichy, Tamilnadu" 

                     /PCR_primers="fwd_seq: atgaactcagaagtaaaaacgttacacgca, 

                     rev_seq: cgttatttgcttccttttagtaatcgtaagc" 

     CDS             1..1926 

                     /EC_number="3.6.3.-" 

                     /note="involved in zinc resistance" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="zinc uptake P-type ATPase" 

                     /protein_id="AII01137.1" 



                     /db_xref="GI:669114493" 

                     /translation="MNSEVKTLHAKETISHPSLWDTLKKHYELVFAVASGIFIL

VGWL                FTKNDAMNVGITCYILAYIVGGYAKAKEGIEDTIEEKELNVEMLM

LFAAIGAAIIGYW                    AEGAILIFIFALSGAMESYTLSKSQKEISALLDLQPEE

ALRISTGTEERVPVGELQIN              DIILIKPGERVPADGTIHNGETNIDEAAITGEPI

PNEKRHGDEVFAGTVNLRGAIEVK                  ITKPSDQTLFQKIIRLVQSAQSEKSPS

QLFIEKFEGTYVKGVLLVVALMMFVPHFLLD               WSWNETFYRAMILLVVASP

CALVAAITPATLSAISNGARNGILFKGGIHLERLASVKA            IAFDKTGTLTEGKP

TVTDVYVRENITEKEVLYITASIESHSTHPLAESIVKYAQHAYD                     ITLKKP

EKVEDVTGFGLKGILENNAYKIGKADFIGEETKTFHNGISASLEKEGKTVVY             

  ISDEGGILGLIALKDTLRQETIAAIRDLQSIGVEAIMITGDNEETAKAIASESNIKEY  

             YASCLPETKVETIKKLKEKYGTVAMVGDGINDAPALATASIGVAMGEGTDV

ALETADV       VLMKNELSRLSQAIRLSKRMNRIVKQNVIFSLAVIAMLICSNFLQFLA

LPFGVIGHEG 

                     STILVILNGLRLLKGSK" 

 

BASE COUNT      651 a    330 c    388 g    557 t 

ORIGIN       

        1 atgaactcag aagtaaaaac gttacacgca aaagaaacaa tttctcatcc ctctttatgg 

       61 gacacattaa aaaaacatta tgaacttgta tttgcagtag catctggtat ttttatttta 

      121 gttggttggt tatttacaaa gaacgatgca atgaatgtag gtattacttg ctatatcctt 

      181 gcttatatag ttggtggata tgcaaaagca aaagaaggaa ttgaagatac gattgaagaa 

      241 aaagagctaa atgttgaaat gctaatgctc tttgcagcta ttggtgctgc aattattggc 

      301 tactgggcag aaggggctat tttaatcttc atctttgcac tcagcggtgc tatggaatct 

      361 tatacgttaa gtaagagcca aaaagaaatt tccgctcttc ttgacttaca gcctgaagaa 

      421 gcattacgta tttccaccgg aactgaggaa cgtgttcctg ttggagagtt acaaattaac 

      481 gacattattt taattaaacc cggtgaacgt gttcctgctg acggtacgat tcataacggt 

      541 gaaacaaata tcgatgaggc agcaatcaca ggagaaccta ttccaaatga gaaaagacat 

      601 ggcgatgaag tatttgcagg tactgtaaat ttacgtggtg ctatcgaagt taaaattacg 

      661 aagccgagcg atcaaacatt attccaaaag attatccgtc tcgtccaaag tgcacaaagt 

      721 gaaaaatcac catcacaact attcattgaa aagtttgaag gaacatacgt aaaaggtgta 

      781 ctactcgttg ttgcgcttat gatgttcgtt cctcatttct tacttgactg gagctggaat 

      841 gaaacgtttt atcgcgctat gatcttactt gtagtcgcat ctccttgtgc gctcgtagct 

      901 gccattacac cagctacgtt atcagccatt tctaacggag cgagaaacgg tattctcttt 

      961 aaaggcggta tacatttaga acgccttgct tctgtgaaag caatcgcgtt tgataaaaca 

     1021 ggaacattaa cagaaggtaa acctaccgta acagatgtat atgttcgaga aaatataaca 

     1081 gaaaaagaag tactttatat tacagcatca attgaaagtc actctacaca tcctttagct 

     1141 gaatccattg ttaaatatgc acaacatgcg tacgacatta ctttaaaaaa accagaaaag 

     1201 gttgaagatg taactggttt tggtctaaaa ggaatattgg aaaacaacgc ttataaaata 

     1261 ggtaaagctg attttatcgg tgaagaaaca aagacatttc ataatggtat ttctgcctca 



     1321 cttgaaaaag aaggtaaaac tgtcgtttat attagtgatg agggaggcat tcttggactt 

     1381 atcgctttaa aagatacgct tcgccaagaa acaatagctg ctattcgtga tttacaaagc 

     1441 attggtgtcg aagcaattat gattactgga gataatgaag aaacggcaaa agcaattgcc 

     1501 tctgaaagta atataaagga atattacgca tcatgcttac cagaaacaaa agttgaaacg 

     1561 attaaaaagt taaaagaaaa atacggtaca gtagcaatgg ttggagacgg tataaatgat 

     1621 gcacctgccc tagctactgc tagcattggt gtcgcaatgg gagaaggaac agatgtagct 

     1681 ttagaaactg cagatgttgt actgatgaag aacgaactat ctcgcctttc ccaagcaatt 

     1741 cgtttatcaa aacgaatgaa ccgtattgtg aagcaaaacg taatcttttc gctagccgtt 

     1801 attgccatgc taatttgttc aaacttcttg caatttttag ctcttccatt cggtgttatt 

     1861 ggtcatgaag gaagtacgat tcttgtcatt ttgaatggct tacgattact aaaaggaagc 

     1921 aaataa 

// 

LOCUS       KJ955500                2367 bp    DNA     linear   BCT 07-AUG-2014 

DEFINITION  Bacillus cereus strain J17 zinc-transporting ATPase gene, complete 

            cds. 

ACCESSION   KJ955500 

VERSION     KJ955500.1  GI:669114494 

KEYWORDS    . 

SOURCE      Bacillus cereus 

  ORGANISM  Bacillus cereus 

            Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus; 

            Bacillus cereus group. 

REFERENCE   1  (bases 1 to 2367) 

  AUTHORS   Joonu,J. and Averal,H.I. 

  TITLE     Bacterial tolerance to heavy metals under the influence of pH, 

            temperature and salinity 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 2367) 

  AUTHORS   Joonu,J. and Averal,H.I. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (11-JUN-2014) Zoology, Bishop Heber College, Plot No 127, 

            Golden Avenue, K.Sathanur, Trichy-21, Trichy, Tamil Nadu 620021, 

            India 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..2367 

                     /organism="Bacillus cereus" 

                     /mol_type="genomic DNA" 



                     /strain="J17" 

                     /isolation_source="BHEL effluent" 

                     /db_xref="taxon:1396" 

                     /country="India: Trichy, Tamilnadu" 

                     /PCR_primers="fwd_seq: atggctgaagcgttagtgaaaaagaaact, 

                     rev_seq: cttataaatctttcactcgtaatacacgcat" 

     CDS             1..2367 

                     /EC_number="3.6.3.5" 

                     /note="involved in zinc resistance" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="zinc-transporting ATPase" 

                     /protein_id="AII01138.1" 

                     /db_xref="GI:669114495" 

                     /translation="MAEALVKKKLMLEGLDCANCAMKIEKGVGNIEGVNSCS

VNFATK 

                     TMILETAQNKENEVVTEAKQLVTKLEPHIKVQEEQKNKIAKEVFILEG

LDCANCAMKI 

                     ENKVKEMPAVSEATVDFVSKKLRVEVANKRELEATVANITNVVQKLEP

DVKVVREEKN 

                     GHDHGHSHDHGEANVKKMVGRLVVGGILTAIAALAGLPQMVTIPLFV

LAYLLIGGDIV 

                     WRAVRNITRGQVFDENFLMAIATVGAFAIQQYSEAVAVMLFYQVGELF

QSIAVNRSRK 

                     SITSLMDIRPDYANVKLGNETKQVSPEDVQIGDYIIVKPGEKVPLDGKVI

EGTSMVDT 

                     SALTGESVPREVEVGNDVLSGFVNQNGVLTIEVTKEFGESTVSKILDLV

QNASSKKAP 

                     TENFITKFARYYTPVVVITAAIMAFIPPLILEGATFSEWIYRALVFLVISC

PCALVVS 

                     IPLGFFGGIGGASKSGVLVKGSNYLEALNDVKYIVFDKTGTLTKGVFKV

TKMEPSEGT 

                     TSEELLEYAAFAEVYSNHPIAQSIRKAYGKSIDEKIIDDYNEISGHGTVV

KVQGKEIF 

                     AGNAKLMRKENIEFKQPETVGTLVHVAVDGRYAGYIVISDEVKEDSKQ

AIQKLKELGI 

                     KKTVMLTGDAKPVGEAVGKELGLDEVHAELLPQQKVEEIEKIDAAKH

GKEKIAFVGDG 

                     INDTPVLARADVGIAMGGLGSDAAIEAADIVIMTDEPSKIATAVKIAKRT

RSIVWQNI 



                     IFALGVKGIVLLLGAFGIATMWEAVFSDVGVTLLAVLNAMRVLRVKDL

" 

BASE COUNT      845 a    325 c    541 g    656 t 

ORIGIN       

        1 atggctgaag cgttagtgaa aaagaaactg atgttagaag gtttagattg tgcgaattgt 

       61 gcaatgaaaa ttgaaaaagg tgttgggaat atagaaggag taaattcttg ctctgtaaac 

      121 tttgcaacaa agacaatgat tttagaaacg gcacaaaata aagaaaacga agttgttacg 

      181 gaagcaaaac aactcgttac aaaattagaa ccgcatatta aagtgcaaga agaacaaaaa 

      241 aataaaattg ctaaagaagt atttatatta gaaggtttag attgcgcgaa ctgtgcaatg 

      301 aaaattgaaa ataaagttaa ggaaatgcca gctgtctcag aagcaactgt tgatttcgta 

      361 tcgaagaaac tacgagtaga agttgcgaat aaaagagaac tagaagcgac tgtagcaaat 

      421 ataacaaatg tcgttcaaaa gttagagcca gacgtgaaag ttgttcgtga agagaagaac 

      481 ggtcatgacc acgggcatag tcatgatcat ggtgaagcaa atgtgaaaaa gatggtaggg 

      541 agattagtgg tcggcggaat tttgacagca attgctgcat tagcgggctt accacaaatg 

      601 gtaacaattc cgttattcgt ccttgcttat ttattaatag gtggagatat cgtttggaga 

      661 gcggtaagaa acataactcg tggccaagta tttgatgaaa acttcttaat ggcaattgca 

      721 actgtaggag cttttgcaat tcaacaatac tcagaagctg tagcagtaat gctattttat 

      781 caagtaggag aactattcca aagcattgcg gtaaaccgct ctcgaaaatc aattacttca 

      841 ttaatggata ttcgtcctga ttatgcgaat gtaaagcttg gaaatgaaac gaaacaagta 

      901 tcaccagaag atgtacaaat tggcgattat attatcgtta agccaggtga gaaagtgccg 

      961 ttagacggaa aagtaattga aggaacatca atggtagata cttcagcatt aacaggtgaa 

     1021 tctgtaccac gtgaagttga agttggaaat gatgtattaa gtggctttgt gaaccaaaac 

     1081 ggtgtgttga caattgaagt tacaaaagaa ttcggtgaat caactgtatc gaaaatttta 

     1141 gatttagttc aaaatgcaag cagtaaaaaa gcaccaacgg aaaactttat tacgaagttt 

     1201 gcacgttact acactccagt tgtagttatt acagcggcaa tcatggcgtt tattccacca 

     1261 cttattttag aaggagctac attctctgag tggatttata gagctttagt gttcttagta 

     1321 atctcttgtc catgtgcgtt agttgtatcc attccgcttg gattctttgg aggtattggt 

     1381 ggtgcatcta aaagtggtgt gttagtaaaa ggtagtaact atttagaagc tttaaatgat 

     1441 gtgaaatata ttgtttttga caaaacagga acattaacaa aaggtgtttt caaagttaca 

     1501 aaaatggaac cgagcgaagg tactacaagt gaagagttat tagagtatgc ggcatttgct 

     1561 gaagtatatt ctaaccatcc aattgcccaa tctattcgaa aggcatatgg aaaatcaatt 

     1621 gatgaaaaaa taatcgatga ttataacgaa atttctggtc acggtacagt cgtaaaagta 

     1681 caaggaaaag aaatttttgc aggtaatgca aaattaatga gaaaagaaaa tattgaattt 

     1741 aagcaaccag aaacagtagg tacattagtt cacgttgctg tagatggaag atatgcaggt 

     1801 tatattgtta tctctgatga ggtaaaagag gattcgaaac aagcgattca aaagttaaaa 

     1861 gaactaggta ttaaaaagac agtaatgtta actggtgatg caaaaccagt tggtgaagct 

     1921 gttggtaaag aattaggctt agatgaagtt catgcggaat tactaccgca acaaaaagta 

     1981 gaagagattg aaaaaattga tgcagcgaag cacggaaaag aaaaaattgc cttcgttggt 

     2041 gacggtatta acgatacacc agtattagcc cgtgcagacg ttggtattgc gatgggtggt 

     2101 ttagggtcag atgcagcaat tgaagcggca gacatcgtta ttatgactga tgagccttca 



     2161 aaaattgcga cagctgtaaa aattgcaaaa cgcacaagaa gtatagtgtg gcaaaatatc 

     2221 atctttgctc taggtgtaaa agggatcgtt ttattacttg gtgcctttgg tattgcaaca 

     2281 atgtgggaag ctgttttctc agatgttggt gtgacactac ttgcagtgtt aaatgcaatg 

     2341 cgtgtattac gagtgaaaga tttataa 

// 

 


