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Supplementary Figure 1. Showing the combined nomogram.
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Supplementary Figure 2. Showing the majority of prognostic features of INncCRNAs associated with ferroptosis

regulate immune and tumor-related pathways.
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Supplementary Figure 3. Showing the heatmap indicated the B cells, T cells, neutrophils granulocytes,

macrophages, and medullary dendritic cells.
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Supplementary Figure 4. Showing the correlation analysis of immune cell subpopulations and related functions in

sSGSEA using the TCGA-LIHC database revealed that immune cells.
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Supplementary Table 1. An overview of relevant clinical aspects of HCC patients.

An overview of relevant clinical aspects of HCC patients

ID futime | fustat Age Gender Grade Stage T M N
TCGA-5R-AA1D 449 0 17 FEMALE G3 Stage A T3a MO NO
TCGA-DD-A1EC 602 0 20 FEMALE G3 Stage | T1 MO NO
TCGA-ED-A7PY 390 0 20 FEMALE G3 Stage Il T2 MO NX
TCGA-RC-A6M5 15 0 20 FEMALE G2 Stage IVA T1 MO N1
TCGA-CC-A123 219 0 24 FEMALE G1 Stage A T3 MO NO
TCGA-BW-ASNP 0 0 26 FEMALE G3 Stage IV T2 M1 NO
TCGA-DD-A39W 827 1 29 FEMALE G2 Stage llI T3 MO NO
TCGA-WX-AA47 556 1 33 FEMALE G2 Stage IlIA T3a MX NX
TCGA-FV-A3R3 366 1 38 FEMALE G2 Stage | T1 MX NX
TCGA-CC-A8HU 344 1 39 FEMALE G3 Stage A T3 MO NO
TCGA-XR-A8TC 1339 0 43 FEMALE G2 Stage | T1 MX NX
TCGA-DD-AADI 1085 0 43 FEMALE G3 Stage | T1 MO NO
TCGA-DD-A39Z 601 1 43 FEMALE G2 Stage Il T2 MO NX
TCGA-DD-AAEO 555 0 45 FEMALE G4 Stage IlIA T3a MO NO
TCGA-G3-A25T 1553 0 45 FEMALE G2 Stage IlIA T3 MO NO
TCGA-EP-A2KB 596 1 46 FEMALE G2 Stage | T1 MX NX
TCGA-RC-A7S9 640 0 47 FEMALE G3 Stage | T1 MO NO
TCGA-ED-A7PX 6 0 48 FEMALE G3 Stage Il T2 MO NX
TCGA-XR-A8TD 1030 0 49 FEMALE G3 Stage IIIB T3 MO NO
TCGA-DD-AAE4 608 0 49 FEMALE G1 Stage | T1 MO NO
TCGA-ED-A806 56 1 50 FEMALE G3 Stage IlIA T3a MO NO
TCGA-FV-A495 1 0 51 FEMALE G2 Stage Il T2 MO NX
TCGA-DD-AAD1 564 0 51 FEMALE G4 Stage | T1 MO NO
TCGA-BC-A110 2116 1 51 FEMALE G1 unknow T1 MX NX
TCGA-ED-A6GY 296 1 51 FEMALE G3 Stage IlIA T3a MO NO
TCGA-CC-A8HV 279 1 51 FEMALE G2 Stage Il T2 MO NO
TCGA-CC-A9FU 0 0 52 FEMALE G2 Stage IlIA T3a MO NO
TCGA-EP-A2KA 627 1 52 FEMALE G3 Stage IlIA T3a MX NX
TCGA-G3-A25Y 452 1 52 FEMALE G3 Stage | T1 MO NO
TCGA-BC-A10X 770 1 52 FEMALE G2 Stage IlIA T3a MX NO
TCGA-ED-A7TXP 400 0 53 FEMALE G3 Stage Il T2 MO NO
TCGA-G3-AAV6 65 1 53 FEMALE G3 Stage IlIA T3a MO NO
TCGA-DD-A4NJ 928 0 54 FEMALE G2 Stage Il T2 MO NO
TCGA-2Y-A9GV 2532 1 54 FEMALE G1 Stage | T1 MX NX
TCGA-DD-A113 2425 0 55 FEMALE G3 Stage Il T2 MO NO
TCGA-2Y-A9GU 1939 0 55 FEMALE G2 Stage | T1 MX NX
TCGA-DD-AADY 555 0 55 FEMALE G2 Stage | T1 MO NO
TCGA-ZP-A9D1 21 0 56 FEMALE G2 unknow T1 MX NX
TCGA-DD-A4ND 2746 0 56 FEMALE G3 Stage | T1 MO NO
TCGA-DD-A4NN 899 1 56 FEMALE G3 Stage | T1 MO NO
TCGA-DD-A1EF 394 1 57 FEMALE G3 Stage | T1 MO NO
TCGA-DD-A11D 1560 1 57 FEMALE G2 Stage | T1 MO NO
TCGA-G3-AAV3 412 0 58 FEMALE G2 Stage Il T2 MO NO
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TCGA-PD-ASDF 639 1 58 FEMALE G2 Stage IIB T4 MO NO
TCGA-DD-AAEG 141 0 59 FEMALE G2 Stage | T1 MO NO
TCGA-DD-AAEG 719 0 59 FEMALE G3 Stage | T1 MO NO
TCGA-ED-A805 406 0 59 FEMALE G3 Stage IlIA T3a MO NO
TCGA-2Y-A9H5 555 1 59 FEMALE G3 Stage | T1 MX NO
TCGA-ED-A5KG 854 0 60 FEMALE G2 Stage Il T2 MO NO
TCGA-CC-5259 250 0 60 FEMALE G2 Stage IlIC T4 MO NO
TCGA-ED-A82E 408 0 60 FEMALE G2 Stage IlIA T3a MO NO
TCGA-G3-A7TM6 632 0 60 FEMALE G3 Stage | T1 MX NX
TCGA-KR-ATK7 951 0 61 FEMALE G1 Stage Il T2 MO NO
TCGA-DD-AANS 2456 1 61 FEMALE G2 Stage | T1 MO NO
TCGA-CC-5260 87 1 61 FEMALE G1 Stage IlIC T4 MO NO
TCGA-UB-ATMA 848 0 62 FEMALE G2 Stage Il T2b MO NO
TCGA-BC-A216 1351 0 62 FEMALE G2 Stage 1A T3 MO NX
TCGA-BC-A10Z 34 1 62 FEMALE G2 Stage | T1 MX NO
TCGA-G3-A25U 1636 0 63 FEMALE G3 Stage | T1 MO NO
TCGA-DD-AACZ 171 1 63 FEMALE G4 Stage | T1 MO NO
TCGA-2Y-A9H2 1731 0 64 FEMALE G3 Stage | T1 MX NO
TCGA-ZP-A9D4 395 0 64 FEMALE G1 unknow T1 MX NX
TCGA-WX-AA44 615 0 64 FEMALE G3 Stage | T1 MX NX
TCGA-DD-A1EK 558 1 64 FEMALE G2 Stage IVB T4 M1 NO
TCGA-DD-A3A9 931 1 64 FEMALE G2 Stage IVB T4 M1 NO
TCGA-2Y-A9GY 757 1 64 FEMALE G3 Stage Il T2 MX NX
TCGA-DD-AADF 115 1 64 FEMALE G4 Stage | T1 MO NO
TCGA-DD-A73C 701 0 65 FEMALE G1 Stage IlIA T3a MO NO
TCGA-DD-A4NH 917 0 65 FEMALE G3 Stage I1IB T3b MO NO
TCGA-5R-AAAM 46 1 65 FEMALE G2 Stage Il T2 MO NO
TCGA-BC-A8YO 562 0 66 FEMALE G3 Stage IlIC T4 MO NO
TCGA-ZP-A9CY 782 0 66 FEMALE G1 unknow T1 MX NX
TCGA-BC-A3KF 8 0 66 FEMALE G2 Stage | T1 MO NX
TCGA-DD-AADA 1233 0 66 FEMALE G3 Stage | T1 MO NO
TCGA-DD-AACL 107 1 66 FEMALE G3 Stage | T1 MO NO
TCGA-DD-A3A5 3125 1 66 FEMALE G2 Stage Il T3 MO NO
TCGA-BC-A10R 308 1 66 FEMALE G2 unknow T3 MX NX
TCGA-DD-A4NA 1008 0 67 FEMALE G3 Stage IlIC T2 MO N1
TCGA-ZP-A9DO 1091 0 67 FEMALE G1 unknow T1 MX NX
TCGA-2Y-A9H6 357 0 68 FEMALE G2 Stage | T1 MX NX
TCGA-BC-A3KG 680 0 68 FEMALE G3 Stage Il T2 MO NO
TCGA-DD-A73D 693 0 68 FEMALE G1 Stage Il T2 MX NX
TCGA-DD-AADK 1049 0 68 FEMALE G3 Stage Il T2 MO NO
TCGA-WJ-A86L 345 0 68 FEMALE G2 Stage | T1 MX NX
TCGA-UB-AAQV 314 0 69 FEMALE G1 Stage | unknow | MX NX
TCGA-DD-AACT 1562 0 69 FEMALE G2 Stage | T1 MO NO
TCGA-DD-AADJ 1066 0 70 FEMALE G3 Stage | T1 MO NO
TCGA-FV-A23B 1852 1 70 FEMALE unknow Stage Il T2 MO NO
TCGA-WQ-ASG7 30 0 71 FEMALE G3 unknow T3a MO NX
TCGA-DD-A1EJ 1005 1 71 FEMALE G2 Stage IlIC T1 MO N1
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TCGA-DD-A1EB 2017 0 72 FEMALE G2 Stage | T1 MO NO
TCGA-DD-A73B 283 1 72 FEMALE G2 Stage | T1 MO NO
TCGA-DD-A3A6 3258 1 72 FEMALE G2 Stage Il T2 MO NO
TCGA-BC-A10Q 1135 1 72 FEMALE unknow unknow T2 MX NX
TCGA-DD-AADO 137 0 73 FEMALE G2 Stage | T1 MO NO
TCGA-DD-A73G 3478 0 73 FEMALE G3 Stage | T1 MO NO
TCGA-DD-AAD8 1219 0 73 FEMALE G2 Stage | T1 MO NO
TCGA-DD-AACB 2324 0 74 FEMALE G3 Stage | T1 MO NO
TCGA-RC-A6M4 22 0 74 FEMALE G2 Stage IlIA T3 MX NX
TCGA-BC-4072 1490 1 74 FEMALE G3 Stage IlIA T3 MO NO
TCGA-BD-A3EP 409 0 75 FEMALE G2 Stage | T1 MO NO
TCGA-DD-A4ANE 660 1 75 FEMALE G3 Stage IlIA T3a MO NO
TCGA-BC-A217 1397 1 75 FEMALE G3 Stage I T2 MO NX
TCGA-GJ-A6CO 31 1 75 FEMALE G2 Stage T2 MX NX
TCGA-FV-A3I0 848 0 76 FEMALE G2 Stage T2 MO NX
TCGA-DD-A3A2 2131 1 76 FEMALE G1 Stage | T1 MO NO
TCGA-DD-A73F 1085 0 77 FEMALE G1 Stage | T1 MO NO
TCGA-DD-A118 3437 0 77 FEMALE G2 Stage T2 MO NO
TCGA-DD-A39X 1694 1 78 FEMALE G2 Stage | T1 MO NX
TCGA-ZS-A9CE 1241 0 79 FEMALE G1 Stage T2 MX NX
TCGA-LG-A6GG 387 0 79 FEMALE G2 Stage I T2 MO NX
TCGA-G3-A25W 935 0 79 FEMALE G2 Stage llIB T3b MO NO
TCGA-DD-A4NK 1210 1 80 FEMALE G2 Stage IlIA T3 MO NO
TCGA-2Y-A9H7 1168 0 81 FEMALE G2 Stage | T1 MX NO
TCGA-DD-AA3A 410 1 81 FEMALE G4 Stage | T1 MX NO
TCGA-FV-A311 247 1 81 FEMALE G2 Stage Il T2 MX NO
TCGA-2Y-A9GZ 848 1 82 FEMALE G2 Stage Il T2 MX NX
TCGA-G3-AAV4 27 1 83 FEMALE G1 Stage | T1 MO NO
TCGA-FV-A496 10 0 84 FEMALE G2 Stage | T1 MO NX
TCGA-DD-A4NR 9 1 85 FEMALE G3 Stage | T1 MO NO
TCGA-2Y-A9H8 633 1 85 FEMALE G2 unknow T1 MX NX
TCGA-HP-AS5NO 752 1 20 FEMALE unknow unknow X MO NX
TCGA-XR-ASTE 925 0 16 MALE G1 Stage IlIA T3 MX NO
TCGA-CC-A8HS 300 1 18 MALE G1 Stage llIC T3 MO N1
TCGA-DD-A1EH 1495 0 23 MALE G3 Stage Il T3 MO NO
TCGA-DD-A1EL 415 1 23 MALE G3 Stage T2 MO NO
TCGA-RC-A6M3 0 0 24 MALE G3 Stage T2 MO NO
TCGA-UB-A7MB 601 0 24 MALE G3 Stage I T2 MX NX
TCGA-DD-A4ANB 989 0 25 MALE G2 Stage | T1 MO NO
TCGA-ED-A7X0O 427 0 29 MALE G2 Stage IlIA T3a MO NO
TCGA-G3-A7TM8 430 0 31 MALE G1 Stage | T1 MX NX
TCGA-DD-A4ANP 3308 0 32 MALE G3 Stage | T1 MO NO
TCGA-DD-AACN 1302 0 32 MALE G3 Stage | T1 MO NO
TCGA-MR-A8J0O 330 0 34 MALE G3 Stage | T1 MX NO
TCGA-ED-AG6X 406 0 35 MALE G3 Stage IlIA T3a MO NO
TCGA-DD-AAVW 2317 0 35 MALE G2 Stage | T1 MO NO
TCGA-CC-5263 129 1 35 MALE G1 Stage llIA T3 MO NO
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TCGA-CC-A3MB 315 1 36 MALE G1 Stage IlIA T3 MO NO
TCGA-DD-A3A4 612 1 37 MALE G3 Stage IlIA T3 MO NO
TCGA-G3-AAV7 361 0 38 MALE G2 Stage Il T2 MO NO
TCGA-DD-AAVX 1718 0 38 MALE G2 Stage Il T2 MO NO
TCGA-DD-AAVZ 1900 0 38 MALE G2 Stage | T1 MO NO
TCGA-DD-AAVQ 2728 0 38 MALE G2 Stage | T1 MO NO
TCGA-DD-AACS 1804 0 39 MALE G3 Stage | T1 MO NO
TCGA-DD-AACO 1876 0 40 MALE G3 Stage | T1 MO NO
TCGA-DD-A119 223 1 40 MALE G3 Stage IV T3a M1 NO
TCGA-RC-A7SH 468 0 42 MALE G3 Stage Il T2 MO NO
TCGA-DD-A114 1149 1 42 MALE G3 Stage Il T2 MO | unknow
TCGA-DD-AAD3 1295 0 43 MALE G2 Stage | T1 MO NO
TCGA-DD-AACW 1424 0 43 MALE G3 Stage | T1 MO NO
TCGA-DD-AAVR 2513 0 44 MALE G2 Stage | T1 MO NO
TCGA-CC-5261 97 1 44 MALE G2 Stage Il T2 MO NO
TCGA-G3-A5SI 768 1 44 MALE G2 Stage Il T2 MO NO
TCGA-DD-AADP 458 0 45 MALE G3 Stage | T1 MO NO
TCGA-2Y-A9H3 1516 0 45 MALE G1 Stage Il T2 MX NX
TCGA-DD-AAES8 664 0 45 MALE G3 Stage | T1 MO NO
TCGA-CC-A3M9 300 1 45 MALE G3 Stage IlIA T3 MO NO
TCGA-CC-A5UD 304 1 45 MALE G2 Stage A T3 MO NO
TCGA-DD-A3A3 535 1 45 MALE G2 Stage | T1 MO NO
TCGA-DD-A4NL 1711 0 46 MALE G1 Stage | T1 MO NO
TCGA-DD-AAVU 2202 0 46 MALE G2 Stage Il T2 MO NO
TCGA-DD-A1EI 183 0 46 MALE G2 Stage | T1 MO NO
TCGA-ED-A459 910 0 47 MALE G2 Stage Il T2 MO NO
TCGA-CC-A7IG 299 1 47 MALE G2 Stage Il T2 MO NO
TCGA-LG-A9QC 425 0 48 MALE G2 Stage | T1 MO NX
TCGA-G3-AAUZ 480 0 48 MALE G2 Stage | T1 MO NO
TCGA-DD-AACM 1769 0 48 MALE G3 Stage Il T2 MO NO
TCGA-QA-A7TB7 94 0 48 MALE G2 Stage Il T2 MX NX
TCGA-DD-AAVP 2752 0 48 MALE G1 Stage | T1 MO NO
TCGA-DD-AADW 587 0 48 MALE G3 Stage | T1 MO NO
TCGA-CC-A5UE 272 1 48 MALE G2 Stage I1IB T4 MO NO
TCGA-CC-5258 129 1 48 MALE G2 Stage Il T2 MO NO
TCGA-DD-AACD 381 1 48 MALE G4 Stage | T1 MO NO
TCGA-2Y-A9HO 3675 0 49 MALE G1 Stage IlIA T3 MO NO
TCGA-G3-AAV2 372 0 50 MALE G1 Stage | T1 MO NO
TCGA-BW-ASNO 20 0 50 MALE G2 Stage IlIA T3a MX NX
TCGA-DD-AAE3 566 0 50 MALE G2 Stage | T1 MO NO
TCGA-DD-AADE 1202 0 50 MALE G4 Stage | T1 MO NO
TCGA-DD-AADV 574 0 50 MALE G3 Stage | T1 MO NO
TCGA-CC-A1HT 101 1 50 MALE G3 Stage IlIA T3 MO NO
TCGA-BC-A10W 91 1 50 MALE G3 unknow T4 MX NX
TCGA-DD-AACQ 432 1 50 MALE G3 Stage Il T2 MO NO
TCGA-DD-AAED 763 0 51 MALE G3 Stage | T1 MO NO
TCGA-DD-AADB 1242 0 51 MALE G4 Stage | T1 MO NO
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TCGA-UB-A7TME 486 0 51 MALE G2 Stage | T1 MX NX
TCGA-DD-AAE2 638 0 51 MALE G3 Stage | T1 MO NO
TCGA-DD-AADD 1231 0 51 MALE G4 Stage | T1 MO NO
TCGA-DD-AAEK 1067 0 51 MALE G3 Stage Il T2 MO NO
TCGA-DD-AAC9 347 0 51 MALE G2 Stage | T1 MO NO
TCGA-G3-AAV1 359 1 51 MALE G3 Stage IlIC T4 MO NO
TCGA-ZP-ASD2 765 1 51 MALE G2 unknow T2 MX NX
TCGA-2Y-A9GT 1624 1 51 MALE G2 Stage | T1 MX NX
TCGA-G3-A3CJ 594 0 52 MALE G2 Stage Il T2 MO NO
TCGA-FV-A4ZQ 12 0 52 MALE G2 Stage | T1 MO NX
TCGA-DD-AAE1 552 0 52 MALE G3 Stage | T1 MO NO
TCGA-DD-AACG 469 1 52 MALE G4 Stage Il T2 MO NO
TCGA-G3-A3CH 780 0 53 MALE G2 Stage 1A T3a MO NO
TCGA-RC-A7SB 588 0 53 MALE G2 Stage Il T2 MO NO
TCGA-DD-AACV 1531 0 53 MALE G3 Stage | T1 MO NO
TCGA-DD-A115 2542 1 53 MALE G2 Stage IlIA T3 MO NO
TCGA-DD-AADC 425 1 53 MALE G3 Stage | T1 MO NO
TCGA-ED-A97K 6 0 54 MALE G2 Stage IlIA T3a MO NO
TCGA-CC-ATII 399 0 54 MALE G3 Stage A T3 MO NO
TCGA-CC-ASMC 363 0 54 MALE G2 Stage IlIA T3 MO NO
TCGA-DD-AAD5 1345 0 54 MALE G3 Stage | T1 MO NO
TCGA-DD-AAWO 2015 0 54 MALE G2 Stage | T1 MO NO
TCGA-0O8-A75V 538 0 54 MALE G2 Stage | T1 MX NX
TCGA-ES-A2HT 438 1 54 MALE G2 Stage | T1 MX NX
TCGA-DD-AAW1 1989 0 55 MALE G2 Stage IlIA T3 MO NO
TCGA-DD-AAEE 810 0 55 MALE G4 Stage | T1 MO NO
TCGA-CC-A9FS 211 0 55 MALE G2 Stage Il T2 MO NO
TCGA-ZS-A9CG 341 0 55 MALE G2 Stage Il T2 MX NX
TCGA-DD-AADO 453 0 55 MALE G3 Stage | T1 MO NO
TCGA-CC-ATL) 382 0 56 MALE G3 Stage Il T2 MO NO
TCGA-DD-AAVS 1823 0 56 MALE G2 Stage | T1 MO NO
TCGA-DD-AAVV 2455 0 56 MALE G3 Stage Il T2 MO NO
TCGA-DD-AAVY 1970 0 56 MALE G2 Stage IlIA T3 MO NO
TCGA-UB-A7TMF 214 1 56 MALE G2 Stage IlIA T3a MX NX
TCGA-5R-AA1C 520 0 57 MALE G2 Stage Il T2 MO NO
TCGA-CC-A9FV 0 0 57 MALE G2 Stage IlIA T3 MO NO
TCGA-KR-ATKS8 906 0 57 MALE G1 Stage | T1 MO NO
TCGA-CC-ATIE 217 1 57 MALE G2 Stage IlIA T3 MO NO
TCGA-XR-A8TG 898 0 58 MALE G2 Stage | T1 MO NX
TCGA-G3-A25Z 655 0 58 MALE G2 Stage | T1 MO NO
TCGA-DD-AADR 2028 0 58 MALE G3 Stage | T1 MO NO
TCGA-ED-A4XI 819 0 58 MALE G3 Stage Il T2 MO NO
TCGA-DD-AADL 636 0 58 MALE G4 Stage | T1 MO NO
TCGA-G3-A5SM 520 0 58 MALE G3 Stage Il T2 MO NX
TCGA-G3-AAVO 476 0 58 MALE G2 Stage | T1 MO NO
TCGA-MR-A520 229 0 58 MALE G1 Stage | T1 MX NX
TCGA-5C-A9VG 328 0 58 MALE G2 Stage Il T2 MO NO
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TCGA-CC-A7IH 365 0 58 MALE G1 Stage IlIA T3 MO NO
TCGA-G3-A5SK 744 0 58 MALE G1 Stage | T1 MO NX
TCGA-DD-AADM 12 1 58 MALE G3 Stage Il T2 MO NO
TCGA-2Y-A9H1 1229 1 58 MALE G2 Stage | T1 MX NX
TCGA-2Y-A9GS 724 1 58 MALE G2 unknow T2 MX NX
TCGA-UB-A7TMC 500 0 59 MALE G3 Stage IlIA T3a MX NO
TCGA-DD-AADQ 436 0 59 MALE G3 Stage Il T2 MO NO
TCGA-GJ-A30U 879 0 59 MALE G2 Stage | T1 MX NX
TCGA-DD-AADN 898 0 59 MALE G4 Stage | T1 MX NX
TCGA-RC-A7SK 472 0 59 MALE G3 Stage | T1 MO NO
TCGA-DD-AACU 1567 0 59 MALE G3 Stage | T1 MO NO
TCGA-G3-A5S) 698 0 59 MALE G2 Stage | T1 MO NX
TCGA-CC-ATIF 649 1 59 MALE G1 Stage 1A T3 MO NO
TCGA-CC-ATIK 262 1 59 MALE G3 Stage 1A T3 MO NO
TCGA-ZP-A9CV 1088 1 59 MALE G1 unknow T1 MX NX
TCGA-UB-AAOU 327 0 60 MALE G2 Stage Il T2 MX NX
TCGA-DD-AADU 554 0 60 MALE G3 Stage Il T2 MO NO
TCGA-DD-AAEB 478 0 60 MALE G2 Stage | T1 MO NO
TCGA-DD-A4NQ 373 1 60 MALE G3 Stage Il T2 MO NO
TCGA-5C-AAPD 20 0 61 MALE G1 Stage Il T2 MO NO
TCGA-MI-A75I 630 0 61 MALE G1 unknow T2 MX NX
TCGA-DD-A4NV 2398 0 61 MALE G1 Stage A T3 MO NO
TCGA-ED-A7PZ 6 0 61 MALE G2 Stage Il T2 MO NX
TCGA-MI-A75E 507 0 61 MALE G2 Stage IlIC T4 MO NO
TCGA-DD-AACY 1450 0 61 MALE G3 Stage | T1 MO NO
TCGA-K7-AAU7 359 0 61 MALE G2 Stage Il T2a MX NX
TCGA-WX-AA46 756 0 61 MALE G1 Stage Il T2 MX NX
TCGA-G3-A3CK 585 0 61 MALE G2 Stage | T1 MO NO
TCGA-CC-A7IL 278 1 61 MALE G1 Stage IlIA T3 MO NO
TCGA-DD-AACC 1685 1 61 MALE G2 Stage | T1 MO NO
TCGA-CC-ASMA 303 1 61 MALE G2 Stage IlIA T3 MO NO
TCGA-DD-AACE 2184 0 62 MALE G3 Stage | T1 MO NO
TCGA-WQ-AB4B 395 0 62 MALE G2 Stage Il T2 MO NX
TCGA-BD-A3ER 1115 0 62 MALE G2 Stage Il T2 MX NX
TCGA-EP-A12) 570 0 62 MALE G1 Stage | T1 MX NX
TCGA-EP-A2KC 19 1 62 MALE G3 Stage | T1 MX NX
TCGA-MI-A75G 698 0 63 MALE G2 Stage Il T2 MO NO
TCGA-DD-AADS 474 0 63 MALE G2 Stage | T1 MO NO
TCGA-BW-ASNQ 0 0 63 MALE G3 Stage | T1 MX NX
TCGA-CC-A5UC 347 1 63 MALE G3 Stage IlIA T3 MO NO
TCGA-ZS-A9CF 2412 0 64 MALE G2 Stage Il T2 MX NX
TCGA-BC-AG9H 444 0 64 MALE G3 Stage Il T2 MO NX
TCGA-MI-A75C 291 0 64 MALE G3 Stage | T1 MO NO
TCGA-DD-AACP 415 0 64 MALE G3 Stage | T1 MO NO
TCGA-K7-A5RF 631 0 64 MALE G1 Stage | T1 MX NX
TCGA-KR-ATK2 829 0 64 MALE G1 Stage | T1 MO NO
TCGA-2Y-A9GW 1271 1 64 MALE G2 Stage | T1 MX NO
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TCGA-G3-A25S 416 1 64 MALE G2 Stage | T1 MO NO
TCGA-G3-A6UC 671 0 65 MALE G2 Stage IlIB T3b MO NO
TCGA-DD-AACA 2301 0 65 MALE G3 Stage | T1 MO NO
TCGA-3K-AAZ8 396 0 65 MALE G1 Stage IlIB T3b MX NX
TCGA-DD-AAEA 575 0 65 MALE G3 Stage | T1 MO NO
TCGA-G3-ATM7 361 0 65 MALE G1 Stage | T1 MX NX
TCGA-DD-A4NO 2245 0 65 MALE G1 Stage | T1 MO NO
TCGA-KR-A7TKO 65 1 65 MALE G1 Stage | T1 MO NO
TCGA-DD-A3A1 233 1 65 MALE G2 Stage IlIA T3b MO NO
TCGA-K7-ABG5 512 0 66 MALE G2 Stage | T1 MX NO
TCGA-DD-AACX 170 0 66 MALE G3 Stage Il T2 MO NO
TCGA-DD-A73E 44 0 66 MALE G1 Stage | T1 MO NO
TCGA-RC-A7SF 579 0 66 MALE G2 Stage | T1 MO NO
TCGA-2Y-A9HB 260 0 66 MALE G2 Stage | T1 MX NX
TCGA-DD-AAD2 658 0 66 MALE G2 Stage | T1 MO NO
TCGA-K7-A5RG 519 0 66 MALE G1 Stage | T1 MX NX
TCGA-DD-AADG 672 0 66 MALE G3 Stage IlIA T3a MO NO
TCGA-4R-AAS8I 262 1 66 MALE G2 Stage Il T2 MX NX
TCGA-DD-A4NI 816 0 67 MALE G2 Stage Il T2 MO NX
TCGA-DD-A11A 79 0 67 MALE G3 Stage | T1 MO NO
TCGA-G3-AAV5 354 0 67 MALE G2 Stage Il T2 MO NO
TCGA-UB-A7TMD 52 1 67 MALE G3 Stage | T1 MX NO
TCGA-DD-A39Y 171 1 67 MALE G3 Stage | T1 MO NX
TCGA-CC-5262 103 1 67 MALE G1 Stage IlIC T4 MO NO
TCGA-DD-A3A7 419 1 67 MALE G3 Stage IlIB T3b MO NO
TCGA-DD-A1EA 2415 0 68 MALE G2 Stage Il T2 MO NO
TCGA-G3-A25V 860 0 68 MALE G2 Stage | T1 MO NO
TCGA-T1-AGJ8 23 0 68 MALE G2 unknow T1 MO NX
TCGA-CC-A9FW 248 0 68 MALE G2 Stage IlIA T3 MO NO
TCGA-2Y-A9H4 1452 0 68 MALE G2 Stage | T1 MX NO
TCGA-LG-A9QD 366 0 68 MALE G2 Stage IlIA T3a MO NO
TCGA-2Y-A9GX 2442 0 68 MALE G2 Stage | T1 MX NX
TCGA-DD-A1ED 2301 0 68 MALE G1 Stage | T1 MO NO
TCGA-GJ-A9DB 67 1 68 MALE G2 Stage | T1 MX NO
TCGA-DD-A116 1622 1 68 MALE G3 Stage IlIA T3 MO NO
TCGA-DD-AACF 365 1 68 MALE G3 Stage | T1 MO NO
TCGA-YA-A8S7 412 1 68 MALE G3 Stage IlIA T3a MX NO
TCGA-DD-AAW2 1855 0 69 MALE G2 Stage | T1 MO NO
TCGA-BC-AG9I 387 0 69 MALE G1 Stage | T1 MO NO
TCGA-RG-ATD4 1098 0 69 MALE G2 Stage Il T2 MO NO
TCGA-BD-A2L6 1363 0 69 MALE G2 unknow T2 MX NX
TCGA-DD-AAW3 1633 0 69 MALE G2 Stage | T1 MO NO
TCGA-DD-AACI 1618 0 69 MALE G3 Stage Il T2 MO NO
TCGA-DD-A11C 662 0 69 MALE G3 Stage | T1 MO NO
TCGA-DD-AAES 722 0 69 MALE G3 Stage | T1 MO NO
TCGA-BC-A10U 837 1 69 MALE G2 unknow T2 MX NX
TCGA-BC-A5W4 547 1 69 MALE G3 Stage 1A T3a MO NX
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TCGA-DD-AACH 195 1 69 MALE G3 Stage Il T2 MO NO
TCGA-2Y-A9H9 697 0 70 MALE G2 Stage | T1 MX NO
TCGA-5C-A9VH 322 0 70 MALE G2 Stage | T1 MO NO
TCGA-DD-AACK 9 0 70 MALE G2 Stage | T1 MO NO
TCGA-G3-A5SL 621 0 70 MALE G2 Stage Il T2 MO NX
TCGA-DD-AADG 1145 0 70 MALE G3 Stage IlIA T3a MO NO
TCGA-EP-A26S 608 0 70 MALE G2 Stage | T1 MX NO
TCGA-DD-A1E9 2759 1 70 MALE G2 Stage | T1 MO NO
TCGA-2Y-ASHA 36 1 70 MALE G2 Stage Il T2 MX NX
TCGA-G3-A7TM9 56 1 70 MALE G2 Stage IIB T3b MX NX
TCGA-DD-A3AO 785 1 70 MALE G2 Stage | T1 MO NX
TCGA-DD-A73A 728 0 71 MALE G2 Stage | T1 MO NO
TCGA-G3-A3CI 180 0 71 MALE G2 Stage | T1 MO NO
TCGA-CC-5264 102 1 71 MALE G2 Stage 1A T3 MO NO
TCGA-NI-A4U2 1791 1 71 MALE G1 Stage A T3 MX NX
TCGA-DD-AAET 644 0 72 MALE G2 Stage | T1 MO NO
TCGA-ZP-A9CZ 706 0 72 MALE G1 unknow T1 MX NX
TCGA-DD-AAEI 1531 0 72 MALE G2 Stage | T1 MO NO
TCGA-DD-AANF 942 0 72 MALE G2 Stage | T1 MO NO
TCGA-DD-AACS 16 1 72 MALE G3 Stage | T1 MO NO
TCGA-DD-AAEH 784 0 73 MALE G2 Stage | T1 MO NO
TCGA-G3-A25X 1779 0 73 MALE G3 Stage Il T2 MO NO
TCGA-EP-A3RK 363 0 73 MALE G2 Stage IlIA T3a MX NX
TCGA-BC-4073 849 0 73 MALE G3 Stage IlIA T3 MX NO
TCGA-ZS-A9CD 1386 1 73 MALE G2 Stage Il T2 MX NX
TCGA-DD-A11B 14 1 73 MALE G2 Stage | T1 MO NO
TCGA-DD-A1EE 349 1 73 MALE G3 Stage IlIA T3 MO NO
TCGA-ED-A627 423 0 74 MALE G2 Stage | T1 MO NX
TCGA-NI-A8LF 799 0 74 MALE G3 Stage | T1 MX NX
TCGA-XR-A8TF 693 1 74 MALE G1 Stage | T1 MX NX
TCGA-CC-A8HT 140 1 74 MALE G2 Stage IlIA T3 MO NO
TCGA-RC-A6M6 9 0 75 MALE G3 Stage Il T2 MO NX
TCGA-DD-AACJ 2102 0 75 MALE G2 Stage Il T2 MO NO
TCGA-FV-A3R2 194 1 75 MALE unknow Stage | T1 MX NX
TCGA-FV-A2QR 581 1 75 MALE G1 Stage | T1 MO NO
TCGA-DD-A3A8 11 1 75 MALE G2 Stage Il T2 MO NO
TCGA-EP-A3JL 303 0 76 MALE G2 Stage | T1 MX NX
TCGA-G3-A7TM5 447 0 76 MALE G2 Stage | T1 MX NX
TCGA-BC-A10Y 711 1 76 MALE G3 unknow T4 MX NX
TCGA-BC-A10T 837 1 76 MALE G1 unknow T4 MX NX
TCGA-DD-AL1EG 1372 1 76 MALE G3 Stage | T1 MO NO
TCGA-MI-A75H 747 0 77 MALE unknow unknow unknow | MX NX
TCGA-DD-A39V 643 1 77 MALE G3 Stage Il T2 MO NX
TCGA-DD-AANG 802 1 77 MALE G2 Stage 1A T3a MO NX
TCGA-HP-A5MZ 91 1 78 MALE G2 Stage | T1 MO NX
TCGA-FV-A4zP 2486 1 78 MALE G2 Stage IlIA T3 MO NX
TCGA-G3-A3CG 673 0 80 MALE G2 Stage | T1 MO NO

RRJMB| Volume 12 | Issue 2|June, 2023 23




Research & Reviews: Journal of Microbiology and Biotechnology e-ISSN: 2320-3528

TCGA-FV-A2QQ 729 0 80 MALE G2 Stage | T1 MX NO
TCGA-ES-A2HS 688 1 80 MALE G2 Stage | T1 MX NX
TCGA-BC-A112 153 1 80 MALE G2 unknow T3 MX NX
TCGA-BC-A10S 1423 1 81 MALE G1 unknow T3 MX NX
TCGA-2V-A95S - 0 unknow MALE G3 Stage Il T2 MX NX

Supplementary Table 2. Ferroptosis-related genes.
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Supplementary Table 3: Shows the primers sequences.

The primers sequences.

Primer name Primer sequence
B-ACTIN (Internal Forward : 5-CATGTACGTTGCTATCCAGGC-3’;
reference)

Reverse : 5‘- CTCCTTAATGTCACGCACGAT-3’;
Forward : 5‘- GACATTCCAGACAAGCGGTG-3’;

MIR4435-2HG

Reverse : 5- CCTTTGCTGATCCACTTTGCT-3’;
SNHGA Forward : 5-GCCCTGTGTGACACCAAGATA-3’;
Reverse : 5-TAAGTCCCCTACCCCCATCT-3;
Forward : 5-AAGAACGAAGGCGACACCAA-3’;

PTOV1-AS1
Reverse : 5-CCTGATGTATTTTGGCGCGG-3'
Forward : 5-TTCAGAAATGCCTTGCAGTG-3;

PRRT3-AS1

Reverse : 5-CACCTCTTTGCTCTGCTCCT-3'
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Ferroptosis associated DEGs
gene conMean treatMean logFC pValue fdr
SLC7A11 | 0.030108219 | 0.889909177 | 4.885428826 1.65E-19 8.94E-19
AKR1C1 27.5295606 | 64.19352837 | 1.221446277 | 0.000384398 | 0.000512531
AKR1C2 | 16.24967136 | 50.10020952 | 1.624406096 5.01E-06 7.68E-06
AKR1C3 17.68298576 | 83.41396337 2.237927015 1.18E-23 1.28E-22
HSPB1 71.3546348 | 339.0671749 | 2.248492077 7.65E-24 9.18E-23
HSF1 6.46639172 17.74508412 1.456386603 3.17E-25 6.23E-24
SQSTM1 29.986829 99.91756718 1.73640938 9.02E-17 3.54E-16
NQO1 1.459665414 | 57.95383069 | 5.311194409 6.82E-16 2.58E-15
FTH1 139.0992968 | 286.4863544 1.042351297 8.93E-17 3.54E-16
MT1G 1204.510548 | 315.6051655 | -1.932254305 3.78E-23 3.41E-22
FANCD2 0.131554973 | 1.016427162 2.949769141 2.65E-25 5.72E-24
HSPA5S 110.1952336 | 231.5746734 | 1.071415656 1.04E-19 5.89E-19
HELLS 0.093803492 | 0.861082317 | 3.198437622 3.84E-24 5.18E-23
FADS2 9.642111654 | 20.05759983 | 1.056727937 | 0.011186336 | 0.013276091
SRC 1.476430456 | 5.368635276 | 1.862441994 2.16E-10 4.71E-10
PML 1.502346692 | 3.136545956 | 1.061958923 9.29E-18 4.36E-17
TP63 0.032491359 | 0.121941676 | 1.908063267 | 0.002370479 | 0.00297688
ENPP2 4.152915006 | 9.060232331 1.1254237 9.16E-05 0.000128476
NF2 1.559213984 | 3.964333605 1.346259438 2.04E-24 2.94E-23
PLIN2 127.3620102 | 62.57489293 | -1.025279189 1.68E-12 4.48E-12
AIFM2 3.50634928 9.472166484 1.433724723 4.82E-21 3.36E-20
ZFP36 164.713622 57.41977027 | -1.520340409 8.00E-18 3.84E-17
CAV1 4.2223471 8.723696484 1.046894395 3.25E-09 6.50E-09
PTGS2 0.685695488 | 0.209820152 | -1.708414783 5.31E-17 2.29E-16
DUSP1 210.2613598 | 101.3656724 | -1.052614583 6.88E-14 2.07E-13
NOS2 0.097262382 | 0.402505335 | 2.049054083 5.21E-13 1.52E-12
NCF2 1.947159412 | 4.045334212 1.054887898 | 0.011789214 | 0.013915137
MT3 0.017154865 | 0.505603758 | 4.881317496 | 0.000988025 | 0.001277924
ALB 34010.3836 14088.94358 | -1.271411838 6.53E-21 4.40E-20
TXNRD1 6.76314148 28.10662419 | 2.055144747 1.93E-17 8.71E-17
SRXN1 0.361866934 1.48891374 2.040728982 5.06E-15 1.73E-14
GPX2 106.9847132 | 267.7036539 1.323232162 | 0.010097916 | 0.012185195
DDIT4 14.47339472 | 30.41606729 1.071430285 6.49E-05 9.23E-05
ASNS 0.500573577 | 2.570302345 2.36028403 2.43E-09 4.90E-09
DDIT3 9.15750984 26.0192576 1.506552547 3.18E-17 1.40E-16
SLC1A4 1.912717952 | 5.006493795 1.388176442 6.03E-15 2.03E-14
SLC7A5 2.46271565 5.037566261 | 1.032476849 | 0.026349194 | 0.030599064
ATF3 20.57439198 | 9.029725136 | -1.188095818 1.07E-11 2.62E-11
ZNF419 0.28562535 0.643774158 | 1.172430639 9.43E-13 2.58E-12
ZFP69B | 0.135103686 | 0.407535666 | 1.592859284 8.39E-17 3.42E-16
TUBE1 3.046223142 | 1.329053445 | -1.196622505 8.33E-21 5.45E-20
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IL6 0.867031633 0.3207223 -1.434759961 3.10E-05 4.47E-05
FTL 6020.63136 | 12148.79179 | 1.012826153 7.28E-07 1.19E-06
RPL8 211.681118 | 704.8365225 | 1.735396096 4.54E-21 3.27E-20
TFRC 3.67960518 | 10.99097577 | 1.578696594 1.93E-16 7.46E-16
MAFG 1.056158954 | 4.158994522 | 1.977407805 7.43E-23 6.42E-22
HAMP 148.2531032 | 15.96737045 | -3.214863653 6.51E-25 1.08E-23
STEAP3 47.6771802 | 21.83947636 | -1.126360647 2.11E-19 1.11E-18
DRDA4 0.155276041 | 1.075831994 | 2.792545653 1.06E-14 3.31E-14
SLC2A1 | 0.680046992 | 2.534008045 | 1.897714758 3.92E-05 5.61E-05
SLC2A6 0.92058238 3.1106768 1.756609772 9.57E-08 1.68E-07
SLC2A14 | 0.045282326 | 0.175219828 | 1.952146072 | 0.003583758 | 0.004423381
ALOX12 | 0.109011063 | 0.275266308 | 1.336353479 1.04E-12 2.81E-12
ALOX15 | 0.021905219 | 0.096188973 | 2.134596898 8.16E-06 1.23E-05
NNMT 469.3829578 | 140.666585 -1.738485801 1.15E-17 5.28E-17
STMN1 1.902557888 | 13.51991775 2.82907412 1.90E-27 1.03E-25
RRM2 0.469398657 | 6.378298565 | 3.764286013 3.18E-26 1.14E-24
CAPG 3.486875492 | 13.19529075 | 1.920016385 1.95E-11 4.53E-11
AURKA 0.655430176 | 6.892745036 | 3.394564649 4.06E-28 2.92E-26
CS 5.37878536 13.8183489 1.361232919 1.45E-22 1.21E-21
EMC2 4.26184004 | 9.932170316 | 1.220632556 4.52E-24 5.74E-23
NOX1 0.1464184 0.4156075 1.505124822 9.70E-15 3.17E-14
NOX4 0.021636554 | 0.242609902 | 3.487095782 1.94E-28 2.10E-26
NOX5 0.003047159 | 0.012757427 | 2.065800918 2.62E-05 3.84E-05
DUOX1 0.056932242 | 0.494105535 | 3.117501407 5.88E-20 3.53E-19
G6PD 1.311714874 | 13.58214647 | 3.372185434 6.03E-25 1.08E-23
ACSL4 7.321489016 | 46.1219159 2.65524345 3.57E-12 9.08E-12
NRAS 5.76945708 | 11.90251214 | 1.044758631 7.64E-17 3.17E-16
HRAS 45210733 13.56736589 | 1.585403435 7.59E-25 1.17E-23
SLC38A1 | 1.293731364 | 4.376645077 | 1.758287313 3.00E-05 4.35E-05
SLC1A5 2.72911939 8.7961468 1.688436173 | 0.004122994 | 0.005051029
GLS2 4778706618 | 1.78680446 | -1.419238437 1.24E-15 4.63E-15
ALOX15B | 0.142066661 | 1.817887709 | 3.677623143 7.72E-07 1.25E-06
MAPK3 3.65701124 | 9.508187623 | 1.378505311 5.73E-26 1.77E-24
CDKN2A | 0.162719125 | 4.097589759 | 4.654319821 1.87E-25 4.49E-24
MYB 0.046397883 | 0.133439792 | 1.524058057 7.29E-08 1.29E-07
PRKAA2 | 0.279371851 | 1.628445762 | 2.543237099 2.30E-10 4.97E-10
BAP1 7.2785839 15.18775534 | 1.061178967 1.68E-23 1.72E-22
ABCC1 0.707154126 | 2.380373825 | 1.751091565 3.82E-06 5.94E-06
YY1AP1 3.8363725 9.089088053 | 1.244392742 1.04E-23 1.19E-22
EGLN2 1.5968142 3.789287075 | 1.246729987 1.96E-20 1.21E-19
MIOX 0.025307544 | 0.730525513 | 4.851295268 1.25E-11 3.03E-11
TAZ 1.723546396 | 5.52082373 1.679503404 7.52E-29 1.62E-26
DNAJB6 | 1.465015098 | 3.293091859 | 1.168527223 2.68E-26 1.14E-24
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Supplementary Table 5: GO and KEGG pathway anaysis.

GO and KEGG pathway anaysis
P |P |d C
ON Ge v |a |V o
TO ne | Bg |al |d |al u
LO Descrip | Ra |Rat | u |us |u n
GY | ID tion tio | io e |t e | genelD 1
cellular

GO: | respons 34 #

00 |eto 7/ # | # | # | SLCTA11/AKR1C3/HSPB1/HSF1/NQO1/FANCD2/SRC/

62 chemic | 25 | 18 # | # | # | PML/AIFM2/CAV1/NCF2/MT3/TXNRD1/SRXN1/GPX2/D

19 |al /8 |86 | # | # | # | DIT3/IL6/SLC2A1/NOX1/NOX4/NOX5/G6PD/MAPK3/M | 2
BP | 7 stress 3 2 # | # | # | YB/PRKAA2 5
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GO: 44 #
00 | respons 4/ | # | # | # | SLCTAL11/AKR1C3/HSPB1/HSF1/NQO1/FANCD2/SRC/
06 eto 25 | 18 # | # | # | PML/AIFM2/PTGS2/DUSP1/NCF2/MT3/TXNRD1/SRXN
97 oxidativ | /8 | 86 # | # | # | 1/GPX2/IL6/NOX1/NOX4/NOX5/DUOX1/G6PD/MAPK3/ | 2
BP |9 estress | 3 2 # | # | # | MYB/PRKAA2 5
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GO: | cellular 29 #

00 respons 9/ # | # | #

34 |eto 22 |18 | # | # | # | SLCTA11/AKR1C3/HSPB1/HSF1/NQO1/FANCD2/SRC/

59 | oxidativ | /8 |86 | # | # | # | PML/AIFM2/NCF2/MT3/TXNRD1/SRXN1/GPX2/IL6/NO | 2
BP | 9 estress | 3 2 # | # | # | X1/NOX4/NOX5/G6PD/MAPK3/MYB/PRKAA2 2

reactive

GO: | oxygen 28 #

00 species 1/ # | # | #

72 metabo | 15 |18 | # | # | #

59 | lic /8 |86 | # | # | # | AKR1C3/NQO1/CAV1/PTGS2/NOS2/NCF2/MT3/DDIT4/ | 1
BP | 3 process | 3 2 # | # | # | ALOX12/NOX1/NOX4/NOX5/DUOX1/G6PD/GLS2 5
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GO: 45 #

00 respons 1/ # | # | #

31 |eto 17 [ 18 | # | # | # | AKR1C3/HSF1/NQO1/HSPA5/SRC/ZFP36/MT3/ALB/AS

66 | nutrient | /8 |86 | # | # | # | NS/DDIT3/ATF3/HAMP/SLC2A1/G6PD/ACSL4/MAPK3/ | 1
BP |7 levels 3 2 # | # | # | PRKAA2 7

GO: | superox #

00 | ide 0 | # | # | #

06 metabo /1 # | # | #

80 | lic 9/ |88 | # | # | # | NQO1/NOS2/NCF2/MT3/ALOX12/NOX1/NOX4/NOX5/D
BP |1 process | 83 | 62 # | # | # | UOX1 9

respons

GO: | eto 47 #

00 | extracel 7/ # | # | #

09 lular 17 [ 18 | # | # | # | AKR1C3/HSF1/NQO1/HSPA5/SRC/ZFP36/MT3/ALB/AS

99 |stimulu | /8 |86 | # | # | # | NS/DDIT3/ATF3/HAMP/SLC2A1/G6PD/ACSL4/MAPK3/ | 1
BP |1 s 3 2 # | # | # | PRKAA2 7
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GO: | respons 23 #

00 |eto 9/ # | # | #

09 | toxic 12 |18 | # | # | #

63 |substan | /8 |86 | # | # | # | SLCTA11/NQO1/MT1G/PTGS2/MT3/ALB/TXNRD1/SRX | 1
BP |6 ce 3 2 # | # | # | N1I/GPX2/ASNS/DUOX1/MAPK3 2

GO: 19 #

00 respons 6/ # | # | #

42 | eto 11 |18 | # | # | #

59 |starvati | /8 |86 | # | # | # | AKR1C3/HSPA5/ZFP36/ALB/ASNS/DDIT3/ATF3/HAMP 1
BP |4 on 3 2 # | # | # | /SLC2A1/MAPK3/PRKAA2 1

GO: 32 #

00 | organic 4/ # | # | #

15 | acid 13 (18 | # | # | #

84 |transpo | /8 |86 | # | # | # | SLCTA11/AKR1C1/PLIN2/SLC1A4/SLC7A5/DRD4/SLC 1
BP |9 rt 3 2 # | # | # | 2A1/ACSL4/SLC38A1/SLC1A5/GLS2/PRKAA2/ABCC1 3
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unsatur
ated
GO: | fatty 11 #
00 | acid 5/ # | # | #
33 metabo 18 # | # | #
55 lic 9/ | 86 # | # | # | AKR1C1/AKR1C2/AKR1C3/FADS2/PTGS2/ALOX12/ALO
BP |9 process | 83 | 2 # | # | # | X15/ALOX15B/MAPK3 9
olefinic
GO: | compou 11 #
01 nd 9/ # | # | #
20 metabo 18 # | # | #
25 lic 9/ | 86 # | # | # | AKR1C1/AKR1C2/AKR1C3/FADS2/PTGS2/ALOX12/ALO
BP | 4 process | 83 | 2 # | # | # | X15/ALOX15B/MAPK3 9
GO: | icosano 12 #
00 id 3/ # | # | #
06 metabo 18 # | # | #
69 lic 9/ | 86 # | # | # | AKR1IC1/AKR1C2/AKR1C3/PTGS2/ALOX12/ALOX15/AL
BP | O process | 83 | 2 # | # | # | OX15B/MAPK3/ABCC1 9
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GO: 35 #

00 respons 2/ # | # | #

10 | eto 13 |18 | # | # | #

03 | metal /8 |86 | # | # | # | AKRLC3/HSF1/NQO1/MT1G/HSPA5/CAV1/DUSP1/MT3 | 1
BP | 8 ion 3 2 # | # | # | /HAMP/ALOX15/G6PD/MAPK3/PRKAA2 3

GO: | superox #

00 | ide 35 | # | # | #

42 anion /1 # | # | #

55 generat |6/ |88 | # | # | #
BP | 4 ion 83 |62 | # | # | # | NCF2/ALOX12/NOX1/NOX4/NOX5/DUOX1 6

GO: 37 #

00 | organic 6/ # | # | #

15 anion 13 |18 | # | # | #

71 transpo | /8 | 86 # | # | # | SLCTA11/AKR1C1/NOS2/SLC1A4/SLC7A5/DRD4/SLC2 | 1
BP | 1 rt 3 2 # | # | # | A1l/SLC2A6/SLC2A14/SLC38A1/SLC1A5/GLS2/ABCC1 3

GO: 13 #

00 8/ # | # | #

98 18 | # | # | #

75 | detoxifi |9/ |86 | # | # | # | NQO1/MT1G/PTGS2/MT3/ALB/TXNRD1/SRXN1/GPX2/
BP | 4 cation 83 |2 # | # | # | DUOX1 9
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GO: 46 #

00 1/ # | # | #

06 lipid 14 | 18 # | # | #

86 | transpo | /8 | 86 # | # | # | SLCTA11/AKR1C1/PLIN2/CAV1/NOS2/SLC1A4/DRD4/ 1
BP |9 rt 3 2 # | # | # | SLC2A1/ACSL4/SLC1A5/GLS2/MYB/PRKAA2/ABCC1 4

GO: 38 #

00 respons 5/ # | # | #

70 eto 13 | 18 # | # | #

48 oxygen | /8 | 86 # | # | # | HSF1/SRC/PML/CAV1/PTGS2/N0OS2/MT3/DDIT4/SLC2 | 1
BP | 2 levels 3 2 # | # | # | A1/NOX1/NOX4/MYB/EGLN2 3

GO: 10 #

00 cellular 2/ # | # | #

98 oxidant 18 # | # | #

86 detoxifi | 8/ | 86 # | # | #
BP |9 cation 83 | 2 # | # | # | NQO1/PTGS2/MT3/ALB/TXNRD1/SRXN1/GPX2/DUOX1 | 8
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GO: 34 #

00 2/ # | # | #

70 12 | 18 # | # | #

99 neuron | /8 | 86 # | # | # | SLCTA11/HSF1/NQO1/HSPA5/TP63/MT3/DDIT4/DDIT 1
BP |7 death 3 2 # | # | # | 3/G6PD/HRAS/MYB/EGLN2 2

GO: #

00 cell 43 # | # | #

45 redox /1 # | # | #

45 homeos | 6/ | 88 # | # | #
BP | 4 tasis 83 | 62 # | # | # | NQO1/NOS2/NCF2/TXNRD1/DDIT3/EGLN2 6

GO: 34 #

00 8/ # | # | #

01 respons | 12 | 18 # | # | #

66 eto /8 | 86 # | # | # | HSF1/SRC/PML/CAV1/PTGS2/N0OS2/MT3/DDIT4/SLC2 | 1
BP | 6 hypoxia | 3 2 # | # | # | AL/NOX4/MYB/EGLN2 2

GO: 11 #

19 5/ # | # | #

90 cellular 18 # | # | #

74 detoxifi | 8/ | 86 # | # | #
BP | 8 cation 83 |2 # | # | # | NQO1/PTGS2/MT3/ALB/TXNRD1/SRXN1/GPX2/DUOX1 | 8
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respons
GO: | eto 36 #
00 | decreas o/ # | # | #
36 | ed 12 |18 | # | # | #
29 oxygen | /8 |86 | # | # | # | HSF1/SRC/PML/CAV1/PTGS2/N0S2/MT3/DDIT4/SLC2 | 1
BP | 3 levels 3 2 # | # | # | AL/NOX4/MYB/EGLN2 2
long-
chain
GO: | fatty 12 #
00 | acid o/ # | # | #
01 metabo 18 # | # | #
67 lic 8 |86 | # | # | # | AKR1IC3/FADS2/PTGS2/ALOX12/ALOX15/ACSL4/ALOX
BP | 6 process | 83 | 2 # | # | # | 15B/MAPK3 8
positive
regulati
on of
transcri
ption
from
RNA
polymer
ase |l
GO: | promot #
00 erin 24 # | # | #
36 respons /1 # | # | #
00 |eto 5/ |88 | # | # | #
BP | 3 stress 83 | 62 # | # | # | HSF1/HSPA5/MT3/DDIT3/ATF3 5
cellular
GO: | respons 12 #
00 |eto 2/ # | # | #
97 toxic 18 # | # | #
23 |substan |8/ |86 | # | # | #
BP |7 ce 83 |2 # | # | # | NQO1/PTGS2/MT3/ALB/TXNRD1/SRXN1/GPX2/DUOX1 | 8
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unsatur
ated
GO: | fatty #
00 | acid 51 | # | # | #
06 biosynt /1 # | # | #
63 hetic 6/ |88 | # | # | #
BP | 6 process | 83 | 62 | # | # | # | AKR1C3/FADS2/PTGS2/ALOX12/ALOX15/ALOX15B 6
transpo
GO: | rt #
01 | across 87 # | # | #
50 | blood- /1 # | # | #
10 | brain 7/ |88 | # | # | # | SLC1A4/SLC7A5/TFRC/SLC2A1/SLC38A1/SLC1A5/ABC
BP |4 barrier |83 |62 | # | # | # | C1 7
GO: | respons #
00 |eto 53 # | # | #
10 | gamma /1 #|# | #
33 radiatio | 6/ |88 | # | # | #
BP | 2 n 83 |62 | # | # | # | HSF1/FANCD2/HSPA5/PML/NOX4/HRAS 6
GO: #
00 vascula 88 # | # | #
10 |r J1 | # | # | #
23 transpo | 7/ | 88 # | # | # | SLC1A4/SLC7A5/TFRC/SLC2A1/SLC38A1/SLC1A5/ABC
BP | 2 rt 83 |62 | # | # |# |C1 7
GO: | fatty 39 #
00 | acid 2/ # | # | #
06 metabo | 12 | 18 | # | # | #
63 lic /8 | 86 # | # | # | AKR1C1/AKR1C2/AKR1C3/FADS2/CAV1/PTGS2/ALOX1 | 1
BP | 1 process | 3 2 # | # | # | 2/ALOX15/ACSL4/ALOX15B/MAPK3/PRKAA2 2
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GO: | cellular 18 #
00 respons 9/ # | # | #
71 |eto 18 | # | # | #
24 metal 9/ |86 | # | # | # | AKRLIC3/HSF1/NQO1/MT1G/HSPA5/MT3/ALOX15/MA
BP |8 ion 83 |2 # | # | # | PK3/PRKAA2 9
GO: 19 #
19 3/ # | # | #
01 respons 18 # | # | #
65 |eto 9/ |86 | # | # | # | AKR1C2/AKR1C3/HSF1/NQO1/SRC/CAV1/DUSP1/DDIT
BP |4 ketone | 83 |2 # | # | # | 4/PRKAA2 9
transiti
GO: | on 13 #
00 metal 9/ # | # | #
55 ion 18 | # | # | #
o7 homeos | 8/ | 86 # | # | #
BP |6 tasis 83 |2 # | # | # | FTHL/MT1G/MT3/FTL/TFRC/HAMP/STEAP3/NOX5 8
arachid
GO: | onic #
00 | acid 59 | # | # | #
19 metabo /1 # | # | #
36 lic 6/ |88 | # | # | #
BP |9 process | 83 |62 | # | # | # | AKR1C3/PTGS2/ALOX12/ALOX15/ALOX15B/MAPK3 6
carboxy
lic acid
GO: | transm 15 #
19 embran 4/ # | # | #
05 |e 18 | # | # | #
03 |transpo |8/ |86 | # | # | # | SLCTA11/SLC1A4/SLC7A5/SLC2A1/SLC38A1/SLC1A5/
BP |9 rt 83 |2 # | # | # | PRKAA2/ABCC1 8
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organic
acid
GO: | transm 15 #
19 embran 5/ # | # | #
03 |e 18 | # | # | #
82 |transpo |8/ |86 | # | # | # | SLCTA11/SLC1A4/SLC7A5/SLC2A1/SLC38A1/SLC1A5/
BP |5 rt 83 |2 # | # | # | PRKAA2/ABCC1 8
GO: | cellular 15 #
00 respons 7/ # | # | #
09 eto 18 # | # | #
26 |starvati |8/ |86 | # | # | # | AKR1C3/HSPA5/ALB/ASNS/ATF3/SLC2A1/MAPK3/PRK
BP | 7 on 83 |2 # | # | # | AA2 8
cellular
respons
GO: | eto 21 #
00 inorgan 6/ # | # | #
71 ic 18 # | # | #
24 | substan |9/ |86 | # | # | # | AKR1IC3/HSF1/NQO1/MT1G/HSPA5/MT3/ALOX15/MA
BP |1 ce 83 | 2 # | # | # | PK3/PRKAA2 9
GO: 28 #
00 carboxy 4/ # | # | #
46 licacid | 10 | 18 | # | # | #
94 transpo | /8 | 86 # | # | # | SLCTA11/AKR1C1/NOS2/SLC1A4/SLC7A5/DRD4/SLC3 | 1
BP | 2 rt 3 2 # | # | # | 8A1/SLC1A5/GLS2/ABCC1L 0
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cellular

GO: | respons 15 #

00 |eto 9/ # | # | #

34 reactive 18 | # | # | #

61 oxygen | 8/ | 86 # | # | #
BP |4 species | 83 | 2 # | # | # | AKR1C3/HSF1/NQO1/SRC/MT3/IL6/MAPK3/MYB 8

GO: #

00 lipoxyge 16 # | # | #

19 nase /1 # | # | #

37 pathwa |4/ |88 | # | # | #
BP | 2 y 83 |62 | # | # | # | PTGS2/ALOX12/ALOX15/ALOX158B 4

GO: | respons 22 #

00 |eto 4/ # | # | #

00 reactive 18 # | # | #

30 |oxygen |9/ |86 | # | # | # | AKR1C3/HSF1/NQO1/SRC/DUSP1/MT3/IL6/MAPK3/M
BP | 2 species | 83 | 2 # | # | # |YB 9

GO: | cellular #

00 respons 38 # | # | #

71 | eto /1 # | # | #

27 |cadmiu |5/ |88 | # | # | #
BP |6 m ion 83 |62 | # | # | # | AKRIC3/HSF1/MT1G/MT3/MAPK3 5

GO: 23 #

00 neuron o/ # | # | #

51 apoptot 18 # | # | #

40 |ic 9/ |86 | # | # | # | NQO1/HSPA5/TP63/MT3/DDIT3/G6PD/HRAS/MYB/EG
BP | 2 process | 83 | 2 # | # | # | LN2 9

GO: 30 #

19 regulati 2/ # | # | #

01 | onof 10 (18 | # | # | #

21 |neuron | /8 |86 | # | # | # | SLCTA11/HSF1/NQO1/MT3/DDIT4/DDIT3/G6PD/HRAS | 1
BP |4 death 3 2 # | # | # | /MYB/EGLN2 0
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cellular
GO: | respons 23 #
00 |eto 3/ # | # | #
71 | biotic 18 | # | # | #
21 |stimulu |9/ |86 | # | # | # | HSF1/HSPA5/SRC/ZFP36/N0S2/DDIT3/IL6/HAMP/MA
BP |6 s 83 |2 # | # | # | PK3 9
cellular
transiti
GO: | on 11 #
00 metal 8/ # | # | #
46 | ion 18 | # | # | #
91 homeos | 7/ |86 | # | # | #
BP |6 tasis 83 |2 # | # | # | FTHL/MT1G/MT3/FTL/TFRC/HAMP/NOX5 7
vascula
r
GO: | process 24 #
00 |in 5/ # | # | #
03 circulat 18 | # | # | #
01 | ory 9/ |86 | # | # | # | SRC/CAV1/SLC1A4/SLC7A5/TFRC/SLC2A1/SLC38A1/S
BP |8 system | 83 | 2 # | # | # | LCLA5/ABCC1 9
GO: #
00 79 | # | # | #
06 iron ion /1 # | # | #
82 transpo | 6/ | 88 # | # | #
BP |6 rt 83 |62 | # | # | # | FTH1/FTL/TFRC/HAMP/STEAP3/NOX5 6
transiti
GO: | on 12 #
00 metal 7/ # | # | #
00 |ion 18 | # | # | #
04 |transpo |7/ |86 | # | # | #
BP |1 rt 83 |2 # | # | # | FTH1/MT3/FTL/TFRC/HAMP/STEAP3/NOX5 7
RRJMB| Volume 12 | Issue 2|June, 2023 273




Research & Reviews: Journal of Microbiology and Biotechnology

e-ISSN: 2320-3528

GO: | cellular 25 #
00 ketone 4/ # | # | #
42 metabo 18 | # | # | #
18 | lic 9/ |86 | # | # | # | SLCTA11/AKR1C1/AKR1C2/AKR1C3/NQO1/AIFM2/CA
BP | O process | 83 | 2 # | # | # | VI/PTGS2/PRKAA2 9
GO: 41 #
00 3/ # | # | #
48 | gland 11 (18 | # | # | #
73 |develop | /8 |86 | # | # | # | SRC/PML/TP63/CAV1/ASNS/IL6/HAMP/AURKA/HRAS/ 1
BP | 2 ment 3 2 # | # | # | ALOX15B/MAPK3 1
GO: | linoleic #
00 | acid 21 | # | # | #
43 metabo /1 # | # | #
65 lic 4/ |88 | # | # | #
BP |1 process | 83 |62 | # | # | # | FADS2/ALOX12/ALOX15/ALOX15B 4
GO:
00 86 | # 1| #
55 iron ion /1 # | E-| #
o7 homeos | 6/ | 88 # O #
BP | 2 tasis 83 |62 | #| 4| # | FTHL/FTL/TFRC/HAMP/STEAP3/NOX5 6
PERK-
mediat
ed
GO: | unfolde
00 |d 23 | # 1| #
36 protein /1 # | E-| #
49 respons | 4/ | 88 # 0| #
BP |9 e 83 |62 | # | 4| # | HSPA5/ASNS/DDIT3/ATF3 4
GO: | respons 14
00 |eto 2/ # 1| #
10 ionizing 18 | # | E-| #
21 |radiatio |7/ |86 | # | O #
BP | 2 n 83 |2 # | 4| # | HSF1/FANCD2/HSPA5/PML/HAMP/NOX4/HRAS 7
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GO: 35
00 9/ # 2
42 respons | 10 | 18 | # | E-
49 |eto /8 |86 | # | O HSF1/NQO1/HSPA5/SRC/PLIN2/NOS2/TFRC/NNMT/P 1
BP |3 drug 3 2 # | 4 RKAA2/ABCC1 0
GO: | cellular 21
00 respons o/ # 2
31 eto 18 # | E-
66 nutrient | 8/ |86 | # | O AKR1C3/HSPA5/ALB/ASNS/ATF3/SLC2A1/MAPK3/PRK
BP |9 levels 83 |2 # 4 AA2 8
intrinsic
apoptot
GO: |ic 28
00 | signalin 3/ # 2
97 | g 18 | # | E-
19 pathwa |9/ |86 | # | O HSPB1/SRC/PML/TP63/CAV1/DDIT4/DDIT3/NOX1/HR
BP |3 y 83 |2 # | 4 AS 9
GO: 15
00 | fatty o/ # 2
15 acid 18 # | E-
90 transpo | 7/ | 86 # 0
BP | 8 rt 83 |2 # | 4 SLC7A11/PLIN2/DRD4/SLC2A1/ACSL4/GLS2/PRKAA2 7
integrat
ed
GO: | stress
01 respons 27 # 2
40 |e /1 # | E-
46 |signalin |4/ |88 | #| O
BP |7 g 83 |62 | # | 4 HSPA5/ASNS/DDIT3/ATF3 4
cellular
GO: | respons
00 eto 28 # 3
71 | gamma /1 # | E-
48 radiatio |4/ |88 | # | O
BP | O n 83 (62 | # | 4 HSF1/HSPA5/NOX4/HRAS 4
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GO:
00 respons 61 # 3
46 eto /1 # | E-
68 |cadmiu |5/ |88 | # 0
BP | 6 m ion 83 | 62 # 4 | 0| AKR1C3/HSF1/MT1G/MT3/MAPK3 5
GO: 30
00 4/ # 3
o7 18 # | E-
56 9/ | 86 # 0 NQO1/PML/TP63/HAMP/ALOX12/NOX4/HRAS/MAPK3/
BP | 8 aging 83 |2 # 4 | 0| CDKN2A 9
GO: 23
00 o/ # 3
98 18 # | E-
65 import 8/ | 86 # 0 SLC7A11/SLC1A4/SLC7A5/DRD4/SLC2A1/NOX5/SLC3
BP | 7 intocell | 83 | 2 # 4| 0| 8A1/SLC1A5 8
GO:
00 cellular 63 # 3
35 respons /1 # | E-
69 eto 5/ | 88 # 0
BP | O drug 83 | 62 # 4 | O | HSF1/HSPA5/NOS2/TFRC/PRKAA2 5
L-alpha-
amino
acid
GO: | transm
19 embran 63 # 3
02 e /1 # | E-
47 | transpo | 5/ | 88 | # 0
BP |5 rt 83 | 62 # 4| 0| SLC7A11/SLC1A4/SLC7A5/SLC38A1/SLC1AS 5
regulati
on of
transcri
ption
from
RNA
GO: | polymer 10
00 | asell 9/ # 3
43 promot 18 # | E-
61 erin 6/ | 86 # 0
BP | 8 respons | 83 | 2 # 4 | O | HSF1/HSPA5/MT3/DDIT3/ATF3/EGLN2 6
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eto
stress
cellular
respons
GO: | eto 23
00 | extracel 5/ # 4
31 lular 18 | # | E-
66 |stimulu |8/ |86 | # | O AKR1C3/HSPA5/ALB/ASNS/ATF3/SLC2A1/MAPK3/PRK
BP |8 s 83 |2 #| 4 AA2 8
GO: | fatty 16
00 | acid 8/ # 4
06 biosynt 18 | # | E-
63 hetic 7/ |8 | # | O AKR1C3/FADS2/PTGS2/ALOX12/ALOX15/ALOX15B/PR
BP | 3 process | 83 | 2 # 4 KAA2 7
aminogl|
ycoside
GO: | antibiot
00 ic 10 | # | 4
30 metabo /1 # | E-
64 lic 3/ 188 | # ] O
BP | 7 process | 83 | 62 # 4 AKR1C1/AKR1C2/AKR1C3 3
cellular
GO: | respons
00 |eto 65 # 4
71 ionizing /1 # | E-
47 radiatio | 5/ |88 | # | O
BP |9 n 83 |62 | # | 4 HSF1/HSPA5/HAMP/NOX4/HRAS 5
GO:
00 L-amino 66 | # 4
15 acid /1 # | E-
80 transpo | 5/ | 88 # 0
BP |7 rt 83 |62 | # | 4 SLC7A11/SLC1A4/SLCT7A5/SLC38A1/SLC1AS 5
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GO: 31
00 mainte 9/ # 4
51 nance 18 | # | E-
23 | of 9/ |8 | # | O
BP |5 location | 83 | 2 # | 4 FTH1/HSPA5/PML/PLIN2/CAV1/ALB/DDIT3/IL6/FTL 9
regulati
on of
DNA-
templat
ed
GO: | transcri 11
00 ption in 5/ # 4
43 respons 18 | # | E-
62 |eto 6/ |8 | # | O
BP | O stress 83 |2 # | 4 HSF1/HSPA5/MT3/DDIT3/ATF3/EGLN2 6
long-
chain
GO: | fatty
00 acid 33 # 5
42 biosynt /1 # | E-
75 hetic 4/ 188 | # | O
BP |9 process | 83 |62 | # | 4 PTGS2/ALOX12/ALOX15/ALOX15B 4
positive
regulati
on of
transcri
ption
from
RNA
polymer
ase ll
promot
erin
respons
eto
GO: | endopl
19 asmic 11 | # 5
90 reticulu /1 # | E-
44 m 3/ 188 | # ] O
BP | O stress 83 |62 | # | 4 HSPA5/DDIT3/ATF3 3
GO: | monoca 17
00 rboxylic 8/ # 5
15 acid 18 | # | E-
71 |transpo |7/ |86 | # | O SLC7A11/AKR1C1/NOS2/SLC1A4/DRD4/SLC1A5/GLS
BP |8 rt 83 |2 # | 4 2 7
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GO: | carboxy 32
00 | lic acid 7/ # 1| 5
46 biosynt 18 # | E-
39 | hetic 9/ |8 | # | O AKR1C3/FADS2/PTGS2/ASNS/ALOX12/ALOX15/GLS2/
BP | 4 process | 83 | 2 # 4 ALOX15B/PRKAA2 9
GO:
00 | cellular 70 | # 5
06 iron ion /1 # | E-
87 homeos | 5/ | 88 | # 0
BP | 9 tasis 83 |62 | # | 4 FTH1/FTL/TFRC/HAMP/NOX5 5
GO: | respons 33
00 |eto o/ # 5
48 | steroid 18 | # | E-
54 | hormon |9/ |86 | # | O AKR1C3/SRC/TP63/ZFP36/CAV1/DUSP1/DDIT4/IL6/E
BP |5 e 83 |2 # | 4 GLN2 9
GO:
01 34 | # | 5
40 | lipid /1 # | E-
35 |import |4/ |88 |# | O
BP |4 intocell | 83 |62 | # | 4 SLC7A11/SLC1A4/SLC2A1/SLC1A5S 4
GO: | quinon
19 |e 34 | #| b
01 metabo /1 # | E-
66 | lic 4/ |88 | # | O
BP | 1 process | 83 |62 | # | 4 AKR1C1/AKR1C2/AKR1C3/AIFM2 4
GO: | organic 33
00 | acid 5/ #| 5
16 biosynt 18 | # | E-
05 hetic 9/ | 86 # 0 AKR1C3/FADS2/PTGS2/ASNS/ALOX12/ALOX15/GLS2/
BP | 3 process | 83 | 2 # | 4 ALOX15B/PRKAA2 9
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reactive
GO: | oxygen 12
19 | species 3/ # 5
03 biosynt 18 | # | E-
40 hetic 6/ |86 | # | O
BP |9 process | 83 | 2 # | 4 NQO1/CAV1/PTGS2/N0OS2/NOX4/DUOX1 6
caveoli
GO: | n-
00 mediat 12 # 5
72 | ed /1 # | E-
58 |endocyt | 3/ | 88 | # 0
BP |4 osis 83 |62 | # | 4 SRC/CAV1/MAPK3 3
positive
regulati
on of
apoptot
GO: | ic 12
20 | signalin 6/ #] 6
01 |g 18 | # | E-
23 pathwa | 6/ | 86 | # 0
BP |5 y 83 |2 # | 4 PML/TP63/CAV1/DDIT3/ATF3/NOX1 6
regulati
on of
small
GO: | molecul 43
00 |e 7/ # 7
62 metabo | 10 | 18 # | E-
01 lic /8 |86 | # | O SLC7A11/AKR1C3/NQO1/SRC/CAV1/PTGS2/NOS2/DDI | 1
BP | 2 process | 3 2 # 4 T4/SLC2A6/PRKAA2 0
GO: | cellular
00 respons 38 # 7
71 |eto /1 # | E-
39 | fatty 4/ |88 | # | O
BP |8 acid 83 |62 | # | 4 AKR1C1/AKR1C2/AKR1C3/SRC 4
regulati
GO: | onof 19
00 neuron 7/ # 8
43 apoptot 18 # | E-
52 ic 7/ |8 | # | O
BP |3 process | 83 | 2 # | 4 NQO1/MT3/DDIT3/G6PD/HRAS/MYB/EGLN2 7
cellular
GO: | respons 19
00 eto 7/ # 8
71 lipopoly 18 # | E-
22 sacchar | 7/ | 86 # 0
BP | 2 ide 83 |2 # | 4 HSF1/SRC/ZFP36/N0S2/IL6/HAMP/MAPK3 7
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GO: 44
00 respons 7/ # 8
09 |eto 10 | 18 | # | E-
31 radiatio | /8 |86 | # | O SLC7A11/HSF1/FANCD2/HSPA5/PML/DUSP1/ASNS/H 1
BP |4 n 3 2 # | 4 AMP/NOX4/HRAS 0
respons
GO: | eto 13
00 hydroge 5/ #] 8
42 n 18 | # | E-
54 peroxid | 6/ | 86 # 0
BP | 2 e 83 |2 #| 4 HSF1/NQO1/SRC/DUSP1/IL6/MYB 6
GO:
00 41 | # | 9
51 | vitamin /1 # | E-
18 transpo | 4/ | 88 # 0
BP | O rt 83 |62 | # | 4 SLC2A1/SLC2A6/SLC2A14/ABCC1 4
regulati
on of
cystein
e-type
endope
ptidase
activity
GO: | involve 20
00 |din 5/ #1 9
43 apoptot 18 # | E-
28 ic 7/ |8 | # | O
BP |1 process | 83 | 2 # | 4 HSF1/SRC/PML/TP63/MT3/ALOX12/DNAJB6 7
amino
acid
GO: | import
00 | across 42 # 1
89 plasma /1 # | E-
71 membr | 4/ | 88 | # 0
BP |8 ane 83 |62 | # | 3 SLC7A11/SLC1A4/SLC7A5/SLC1AS 4
GO: | progest
00 | erone 15 # | O.
42 metabo /1 # 0
44 lic 3/ |8 | # ]| O
BP | 8 process | 83 | 62 # 1 AKR1C1/AKR1C2/AKR1C3 3
GO: | mainte 20
00 nance 9/ # | O.
51 | of 18 | #| O
65 location | 7/ | 86 | # 0
BP |1 in cell 83 |2 # 1 FTH1/HSPA5/PML/CAV1/ALB/DDIT3/FTL 7
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cellular
respons
GO: | eto 20
00 molecul 9/ # | 0.
71 | eof 18 | # | O
21 bacteri | 7/ | 86 | # 0
BP |9 al origin | 83 | 2 # 1| O | HSF1/SRC/ZFP36/N0S2/1L6/HAMP/MAPK3 7
GO: | neutral
00 | amino 44 | # | O.
15 acid /1 # 0
80 |transpo |4/ |88 | # 0
BP |4 rt 83 |62 | # 1| O | SLC1A4/SLC7A5/SLC38A1/SLC1AS 4
GO: | regulati
00 | onof 44 | # | 0.
45 bone /1 # 0
12 resorpti | 4/ | 88 | # 0
BP |4 on 83 |62 | # 1| O | SRC/IL6/TFRC/HAMP 4
GO: 14
00 myeloid 5/ # | O.
02 cell 18 # 0
26 homeos | 6/ | 86 | # 0
BP | 2 tasis 83 |2 # 1| O | SLC7A11/ZFP36/I1L6/HAMP/G6PD/BAP1 6
GO: 14
00 respons 5/ # | O.
51 |eto 18 | # | O
59 calcium | 6/ | 86 # 0
BP | 2 ion 83 |2 # 1| O | AKR1C3/HSPA5/CAV1/DUSP1/ALOX15/PRKAA2 6
cellular
respons
GO: | eto
00 hydroge 90 | # | O.
70 n /1 #1]1 O
30 peroxid | 5/ | 88 # 0
BP |1 e 83 |62 | # 1| O | HSF1/NQO1/SRC/IL6/MYB 5
GO:
19 cellular 92 # | O.
01 respons /1 # 0
65 eto 5/ | 88 # 0
BP | 5 ketone | 83 |62 | # 1| O | AKR1C2/AKR1C3/SRC/DDIT4/PRKAA2 5
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cellular
respons
GO: | eto 30
00 | externa 3/ # | O.
71 I 18 | # | O
49 | stimulu |8/ |86 | # | O AKR1C3/HSPA5/ALB/ASNS/ATF3/SLC2A1/MAPK3/PRK
BP |6 s 83 |2 # 1 AA2 8
GO: 15
00 | amino 2/ # | 0.
06 acid 18 # 0
86 | transpo | 6/ | 86 # 0
BP |5 rt 83 |2 # 1 SLC7A11/SLC1A4/SLCTA5/SLC38A1/SLC1A5/GLS2 6
GO: 15
00 respons 2/ # | O.
31 |eto 18 | # | O
96 corticos | 6/ | 86 # 0
BP | O teroid 83 |2 # 1 AKR1C3/SRC/ZFP36/DUSP1/DDIT4/IL6 6
GO: | prostan
00 | oid 48 | # | 0.
06 metabo /1 # 0
69 lic 4, |88 | # | O
BP | 2 process | 83 | 62 | # 1 AKR1C1/AKR1C2/AKR1C3/PTGS2 4
GO: | prostag
00 landin 48 | # | O.
06 metabo /1 # 0
69 lic 4/ 188 |# | O
BP |3 process | 83 | 62 | # 1 AKR1C1/AKR1C2/AKR1C3/PTGS2 4
cellular
GO: | respons
00 eto 48 # | 0.
42 glucose /1 # 0
14 starvati | 4/ | 88 # 0
BP |9 on 83 |62 | # 1 HSPA5/ASNS/SLC2A1/PRKAA2 4
GO:
00 48 | # | O.
43 amino /1 # 0
09 acid 4/ | 88 # 0
BP | O import 83 |62 | # 1 SLC7A11/SLC1A4/SLC7A5/SLC1A5 4
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monoca
GO: | rboxylic 22
00 | acid 4/ # | O.
72 biosynt 18 | # 0
33 hetic 7/ |8 | # | O AKR1C3/FADS2/PTGS2/ALOX12/ALOX15/ALOX15B/PR
BP | O process | 83 | 2 # 1 KAA2 7
GO: | stress
00 respons 18 | # | O.
97 |eto /1 #1 O
50 metal 3/ 188 | # ] O
BP |1 ion 83 |62 | # 2 MT1G/HSPA5/MT3 3
amino
acid
GO: | transm
00 embran 96 # | 0.
03 |e /1 #1 O
33 transpo | 5/ | 88 # 0
BP |3 rt 83 |62 | # 2 SLC7A11/SLC1A4/SLCTA5/SLC38A1/SLC1AS 5
GO: | peptidyl 31
00 -serine o/ # | O.
18 phosph 18 # 0
10 orylatio | 8/ | 86 # 0
BP |5 n 83 |2 # 2 SRC/CAV1/DDIT4/1L6/TFRC/AURKA/MAPK3/PRKAA2 8
GO: 15
00 7/ # | O.
30 platelet 18 # 0
16 activati | 6/ | 86 # 0
BP |8 on 83 |2 # 2 SLC7A11/HSPB1/SRC/IL6/ALOX12/MAPK3 6
regulati
on of
GO: | cystein 23
20 e-type o/ # | O.
00 endope 18 # 0
11 ptidase | 7/ | 86 # 0
BP |6 activity | 83 | 2 # 2 HSF1/SRC/PML/TP63/MT3/ALOX12/DNAJB6 7
GO: | regulati
00 | onof 51 | # | O.
46 bone /1 # 0
85 remode |4/ | 88 | # 0
BP | O ling 83 |62 | # 2 SRC/IL6/TFRC/HAMP 4
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GO: 23
00 3/ # | 0.
97 respons 18 # 0
30 |eto 7/ |8 | # | O
BP |5 alcohol | 83 | 2 # 2 AKR1C2/AKR1C3/NQO1/HAMP/DRD4/G6PD/PRKAA2 7
GO: 23
00 5/ # | O.
o7 cell 18 # 0
05 | cycle 7/ |8 | # | O
BP | O arrest 83 |2 # 2 PML/DUSP1/DDIT3/AURKA/HRAS/CDKN2A/PRKAA2 7
ER-
GO: | nucleus
00 | signalin 53 # | O.
06 |¢g /1 #1 O
98 pathwa | 4/ | 88 | # 0
BP |4 y 83 |62 | # 2 HSPA5/ASNS/DDIT3/ATF3 4
inflam
GO: | matory
00 cell 20 # | 0.
06 apoptot /1 # 0
92 ic 3/ |8 | # ]| O
BP | 5 process | 83 | 62 # 2 SLC7A11/I1L6/CDKN2A 3
cellular
respons
GO: | eto
00 prostag 20 | # | O.
71 landin /1 #1 O
37 stimulu | 3/ | 88 # 0
BP |9 s 83 |62 | # 2 AKR1C2/AKR1C3/PRKAA2 3
GO: | tertiary
19 alcohol 20 # | O.
02 metabo /1 # 0
64 lic 3/ |8 | # ]| O
BP | 4 process | 83 | 62 | # 2 AKR1C1/AKR1C2/AKR1C3 3
cellular
GO: | respons 33
00 eto o/ 0.
71 abiotic 18 0
21 | stimulu | 8/ | 86 0 HSF1/HSPA5/HAMP/SLC2A1/NOX1/NOX4/HRAS/MAPK
BP |4 s 83 |2 o 2 3 8
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cellular
respons
GO: | eto 33
01 | environ o/ 0.
04 mental 18 0
00 | stimulu | 8/ | 86 0 HSF1/HSPA5/HAMP/SLC2A1/NOX1/NOX4/HRAS/MAPK
BP |4 s 83 |2 o 2 3 8
GO: | glycosid
00 | e 21 0.
16 metabo /1 0
13 lic 3/ | 88 0
BP |7 process | 83 | 62 o 2 AKR1C1/AKR1C2/AKR1C3 3
GO: | second
00 | ary 56 0.
19 metabo /1 0
74 lic 4/ | 88 0
BP |8 process | 83 | 62 o 2 SLC7A11/AKR1C1/AKR1C2/AKR1C3 4
GO: 33
00 peptidyl 3/ 0.
18 | -serine 18 0
20 modific | 8/ | 86 0
BP |9 ation 83 |2 o 2 SRC/CAV1/DDIT4/1L6/TFRC/AURKA/MAPK3/PRKAA2 8
organic
hydroxy
GO: | compou 25
19 nd 1/ 0.
01 biosynt 18 0
61 hetic 7/ | 86 0 SLC7A11/AKR1C3/ALOX12/ALOX15/G6PD/ALOX15B/P
BP | 7 process | 83 | 2 0| 2 RKAA2 7
positive
regulati
GO: | onof 43
00 | cytokin 7/ 0.
01 |e 18 0
81 product | 9/ | 86 0 HSPB1/PTGS2/DDIT3/SLC7A5/IL6/NOX1/HRAS/ALOX1
BP |9 ion 83 |2 o 3 5B/MYB 9
GO: 11
00 1/ 0.
22 | gland 18 0
61 morpho | 5/ | 86 0
BP | 2 genesis | 83 | 2 o 3 SRC/PML/TP63/CAV1/IL6 5

RRJMB| Volume 12 | Issue 2|June, 2023

286




Research & Reviews: Journal of Microbiology and Biotechnology

e-ISSN: 2320-3528

GO: 34
00 2/ 0.
o7 blood 18 0
59 | coagula | 8/ | 86 0 SLC7A11/HSPB1/SRC/CAV1/IL6/MAFG/ALOX12/MAPK
BP | 6 tion 83 | 2 0| 3 3 8
GO: | cellular
19 respons 23 0.
04 |eto /1 0
38 | angiote | 3/ | 88 0
BP |5 nsin 83 | 62 o 3 HSF1/SRC/CAV1 3
GO: 34
00 6/ 0.
07 18 0
59 hemost | 8/ | 86 0 SLC7A11/HSPB1/SRC/CAV1/IL6/MAFG/ALOX12/MAPK
BP |9 asis 83 |2 o 3 3 8
GO: 34
00 7/ 0.
50 18 0
81 coagula | 8/ | 86 0 SLC7A11/HSPB1/SRC/CAV1/I1L6/MAFG/ALOX12/MAPK
BP | 7 tion 83 | 2 0| 3 3 8
regulati
on of
apoptot
GO: | ic 34
20 | signalin 8/ 0.
01 |g 18 0
23 pathwa | 8/ | 86 0
BP | 3 y 83 | 2 0| 3 HSPB1/SRC/PML/TP63/CAV1/DDIT3/ATF3/NOX1 8
GO: 26
00 0o/ 0.
01 | tissue 18 0
89 homeos | 7/ | 86 0
BP |4 tasis 83 |2 o 3 HSPB1/SRC/ALB/IL6/TFRC/HAMP/SLC2A1 7
GO:
00 respons 61 0.
70 eto /1 0
54 | fatty 4/ | 88 0
BP | 2 acid 83 | 62 0| 3 AKR1C1/AKR1C2/AKR1C3/SRC 4
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GO: 11
00 5/ 0.
o7 18 0
56 | cell 5/ | 86 0
BP |9 aging 83 |2 3 PML/TP63/NOX4/HRAS/CDKN2A 5
GO:
00 establis 24 0.
61 hment /1 0
43 of skin 3/ | 88 0
BP |6 barrier | 83 | 62 3 TP63/ALOX12/STMN1 3
regulati
on of
peptidyl
GO: | - 26
00 tyrosine 2/ 0.
50 phosph 18 0
73 orylatio | 7/ | 86 0
BP | O n 83 |2 3 HSF1/SRC/ENPP2/NF2/CAV1/1L6/NOX4 7
positive
GO: | regulati 45
00 | onof o/ 0.
09 cataboli 18 0
89 c 9/ | 86 0 HSF1/ZFP36/CAV1/1L6/HAMP/AURKA/MAPK3/PRKAA2
BP | 6 process | 83 | 2 3 /EGLN2 9
GO:
00 62 0.
45 bone /1 0
45 resorpti | 4/ | 88 0
BP | 3 on 83 | 62 3 SRC/IL6/TFRC/HAMP 4
regulati
GO: | onof
00 epider 62 0.
45 mal cell /1 0
60 differen | 4/ | 88 0
BP |4 tiation 83 | 62 3 TP63/ZFP36/MAFG/ALOX15B 4
fatty
acid
GO: | derivati
19 | ve 62 0.
01 biosynt /1 0
57 hetic 4/ | 88 0
BP | O process | 83 | 62 3 ALOX12/ALOX15/ACSL4/ALOX158B 4
GO: | respons 18
00 eto 5/ 0.
06 unfolde 18 0
98 |d 6/ | 86 0
BP | 6 protein | 83 | 2 3 HSPB1/HSF1/HSPA5/ASNS/DDIT3/ATF3 6
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regulati
on of
GO: | cellular 18
00 ketone 5/ 0.
10 metabo 18 0
56 lic 6/ | 86 0
BP |5 process | 83 | 2 3 SLC7A11/AKR1C3/NQO1/CAV1/PTGS2/PRKAA2 6
GO:
19 respons 25 0.
90 eto /1 0
77 angiote | 3/ | 88 0
BP |6 nsin 83 | 62 3 HSF1/SRC/CAV1 3
GO: | regulati
00 | onof 26 0.
33 water /1 0
56 lossvia | 3/ | 88 0
BP |1 skin 83 | 62 4 TP63/ALOX12/STMN1 3
regulati
on of
reactive
GO: | oxygen 19
20 species 2/ 0.
00 metabo 18 0
37 lic 6/ | 86 0
BP |7 process | 83 | 2 4 AKR1C3/CAV1/PTGS2/MT3/NOX4/G6PD 6
intracell
ular
recepto
GO: |r 27
00 | signalin 4/ 0.
30 |g 18 0
52 pathwa | 7/ | 86 0
BP | 2 y 83 |2 4 AKR1C3/SRC/PML/TP63/ALOX15/ALOX15B/EGLN2 7
anatom
GO: | ical 46
00 structur 6/ 0.
60 |e 18 0
24 homeos | 9/ | 86 0 HSPB1/SRC/PML/ALB/IL6/TFRC/HAMP/SLC2A1/MAPK
BP |9 tasis 83 |2 4 3 9
peptidyl
GO: | - 36
00 tyrosine 9/ 0.
18 phosph 18 0
10 orylatio | 8/ | 86 0
BP |8 n 83 |2 4 HSF1/SRC/ENPP2/NF2/CAV1/IL6/NOX4/MAPK3 8
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GO: | peptidyl 37
00 |- 2/ 0.
18 tyrosine 18 0
21 modific | 8/ | 86 0
BP | 2 ation 83 |2 0| 4| O | HSF1/SRC/ENPP2/NF2/CAV1/I1L6/NOX4/MAPK3 8
positive
regulati
GO: | onof 19
00 DNA 8/ 0.
51 metabo 18 0
05 lic 6/ | 86 0
BP |4 process | 83 | 2 0| 4| O| HSF1/SRC/PML/IL6/TFRC/MAPK3 6
regulati
GO: | onof
00 | epider 69 0.
45 mis /1 0
68 develop | 4/ | 88 0
BP | 2 ment 83 | 62 0| 4| O | TP63/ZFP36/MAFG/ALOX15B 4
positive
regulati
on of
vascula
r
endoth
GO: | elial
00 | growth 28 0.
10 | factor /1 0
57 product | 3/ | 88 0
BP |5 ion 83 | 62 0| 4| O] PTGS2/IL6/NOX1 3
GO: | myeloid
00 | cell 28 0.
33 apoptot /1 0
02 ic 3/ | 88 0
BP | 8 process | 83 | 62 0| 4| O| SLC7A11/I1L6/CDKN2A 3
GO: | cellular
00 respons 28 0.
71 eto /1 0
28 copper | 3/ | 88 0
BP | O ion 83 | 62 0| 4| O| HSF1/MT1G/MT3 3
cellular
respons
eto
GO: | steroid 20
00 hormon 1/ 0.
71 |e 18 0
38 stimulu | 6/ | 86 0
BP |3 s 83 |2 0| 4| O| AKR1C3/SRC/TP63/ZFP36/DDIT4/EGLN2 6
GO: | respons 13
00 |eto o/ 0.
46 | organo 18 0
68 phosph | 5/ | 86 0
BP |3 orus 83 |2 0| 5| O| AKR1C1/HSPA5/DUSP1/NOX4/DUOX1 5
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modifie
GO: | d
00 amino 29 0.
72 acid /1 0
33 | transpo | 3/ | 88 0
BP | 7 rt 83 | 62 5 SLC7A11/SLC1A4/ABCC1L 3
long-
GO: | chain
00 | fatty 72 0.
15 | acid /1 0
90 transpo | 4/ | 88 0
BP |9 rt 83 | 62 5 PLIN2/DRD4/SLC2A1/PRKAA2 4
positive
regulati
GO: | onof 38
00 | cellular 4/ 0.
31 cataboli 18 0
33 |c 8/ | 86 0
BP | 1 process | 83 | 2 5 HSF1/ZFP36/CAV1/1L6/HAMP/AURKA/MAPK3/PRKAA2 | 8
respons
eto
GO: | topologi 20
00 | cally 6/ 0.
35 incorre 18 0
96 | ct 6/ | 86 0
BP | 6 protein | 83 | 2 5 HSPB1/HSF1/HSPA5/ASNS/DDIT3/ATF3 6
GO: | nitric
00 oxide 73 0.
06 biosynt /1 0
80 hetic 4/ | 88 0
BP |9 process | 83 | 62 5 NQO1/CAV1/PTGS2/NOS2 4
GO:
00 animal 73 0.
31 | organ /1 0
10 | regener | 4/ | 88 0
BP | O ation 83 | 62 5 IL6/HAMP/NNMT/AURKA 4
GO:
00 respons 30 0.
34 eto /1 0
69 prostag | 3/ | 88 0
BP | 4 landin 83 | 62 5 AKR1C2/AKR1C3/PRKAA2 3
positive
regulati
GO: | onof 29
19 cellular 5/ 0.
03 protein 18 0
82 localiza | 7/ | 86 0
BP |9 tion 83 |2 5 SQSTM1/SRC/TP63/TFRC/HRAS/PRKAA2/BAP1 7
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respons
eto
GO: | endopl 29
00 | asmic 6/ 0.
34 reticulu 18 0
97 m 7/ | 86 0
BP | 6 stress 83 |2 0| 5| O | HSPA5/PML/CAV1/ASNS/DDIT3/ATF3/ALOX15 7
negativ
e
GO: | regulati 29
00 | onof 6/ 0.
51 | transfer 18 0
34 ase 7/ | 86 0
BP | 8 activity | 83 | 2 0| 5| O | HSPB1/SRC/NF2/ZFP36/CAV1/DUSP1/CDKN2A 7
glutami
ne
family
GO: | amino
00 acid 75 0.
09 metabo /1 0
06 lic 4/ | 88 0
BP | 4 process | 83 | 62 0| 5| O| SLC7A11/NOS2/ASNS/GLS2 4
GO:
00 31 0.
97 liver /1 0
42 regener | 3/ | 88 0
BP | 1 ation 83 | 62 0| 5| O | ILe/HAMP/AURKA 3
GO: 13
00 8/ 0.
01 liver 18 0
88 develop | 5/ | 86 0
BP |9 ment 83 |2 0| 6| O| ASNS/IL6/HAMP/AURKA/HRAS 5
regulati
on of
GO: | ERK1 30
00 | and 1/ 0.
70 ERK2 18 0
37 cascad | 7/ | 86 0
BP | 2 e 83 |2 0| 6| O| SRC/DUSP1/MT3/ATF3/ALOX15/HRAS/MAPK3 7
GO: | nitric
00 oxide 77 0.
46 metabo /1 0
20 lic 4/ | 88 0
BP |9 process | 83 | 62 0| 6| O| NQO1/CAV1/PTGS2/NOS2 4
negativ
e
regulati
GO: | onof 13
00 protein- 9/ 0.
31 containi 18 0
33 ng 5/ | 86 0
BP | 3 comple | 83 |2 0| 6| O | HSF1/HSPA5/SRC/STMN1/CAPG 5
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X
assemb
ly
GO: | hepatic 14
00 | obiliary o/ 0.
61 | system 18 0
00 develop | 5/ | 86 0
BP | 8 ment 83 |2 6 | O | ASNS/IL6/HAMP/AURKA/HRAS 5
reactive
nitroge
GO: | n
20 species 78 0.
01 metabo /1 0
05 lic 4/ | 88 0
BP |7 process | 83 | 62 6 | 0| NQO1/CAV1/PTGS2/NOS2 4
GO: | cellular
00 respons 82 0.
71 eto /1 0
27 calcium | 4/ | 88 0
BP | 7 ion 83 | 62 7 | O | AKR1C3/HSPA5/ALOX15/PRKAA2 4
fatty
acid
GO: | derivati
19 ve 82 0.
01 metabo /1 0
56 lic 4/ | 88 0
BP |8 process | 83 | 62 7| O | ALOX12/ALOX15/ACSL4/ALOX15B 4
GO:
00 NADP 35 0.
06 metabo /1 0
73 lic 3/ | 88 0
BP |9 process | 83 | 62 7| O | NQO1/NOX1/G6PD 3
cellular
GO: | respons 14
00 eto 9/ 0.
34 unfolde 18 0| 0.
62 d 5/ | 86 0| 0
BP | O protein | 83 | 2 8 | 1 | HSF1/HSPA5/ASNS/DDIT3/ATF3 5
regulati
on of
GO: | cellular
19 respons 84 0.
00 eto /1 0] 0.
40 oxidativ | 4/ | 88 0| O
BP |7 estress | 83 | 62 8 | 1| SLC7A11/HSPB1/AIFM2/NOX1 4
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GO: | ERK1 32
00 | and 0/ 0.
70 ERK2 18 0|0
37 cascad | 7/ | 86 0| O
BP |1 e 83 |2 0| 8| 1| SRC/DUSP1/MT3/ATF3/ALOX15/HRAS/MAPK3 7
GO: | leukotri
00 | ene 36 0.
06 metabo /1 0|0
69 lic 3/ | 88 0| O
BP |1 process | 83 | 62 0| 8| 1| ALOX12/ALOX15/ABCC1 3
regulati
on of
tyrosine
GO: | phosph
00 | orylatio 85 0.
42 n of /1 0|0
50 | STAT 4/ | 88 0| O
BP |9 protein | 83 | 62 0| 8| 1| HSF1/NF2/CAV1/IL6 4
GO: | cellular 23
00 respons 1/ 0.
71 eto 18 0|0
45 oxygen | 6/ | 86 0| O
BP |3 levels 83 |2 0| 8| 1| SRC/CAV1/PTGS2/MT3/NOX1/EGLN2 6
GO: | regulati
00 on of 86 0.
34 tissue /1 0|0
10 remode | 4/ | 88 0] O
BP |3 ling 83 | 62 0| 8| 1| SRC/IL6/TFRC/HAMP 4
GO: | respons 32
00 eto 6/ 0.
32 lipopoly 18 0|0
49 sacchar | 7/ | 86 0| O
BP |6 ide 83 |2 0| 8| 1| HSF1/SRC/ZFP36/N0OS2/I1L6/HAMP/MAPK3 7
tyrosine
GO: | phosph
00 | orylatio 88 0.
o7 n of /1 0| O0.
26 | STAT 4/ | 88 0| O
BP | O protein | 83 | 62 0| 9| 1| HSF1/NF2/CAV1/IL6 4
regulati
GO: | onof 15
00 | epitheli 6/ 0.
30 | alcell 18 0| 0.
85 differen | 5/ | 86 0| O
BP | 6 tiation 83 |2 0| 9| 1| TP63/ZFP36/CAV1/MAFG/ALOX15B 5
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cell
death
GO: | in
00 respons 89 0.
36 eto /1 0| 0.
47 oxidativ | 4/ | 88 0| O
BP |3 estress | 83 | 62 0| 9| 1| SLC7A11/HSPB1/PML/NOX1 4
GO:
00 89 0.
46 bone /1 0] 0.
84 remode | 4/ | 88 0] O
BP | 9 ling 83 | 62 0| 9| 1| SRC/IL6/TFRC/HAMP 4
GO:
00 histone 39 0.
16 phosph /1 0] 0.
57 orylatio | 3/ | 88 0| O
BP | 2 n 83 | 62 0| 9| 1| AURKA/MAPK3/PRKAA2 3
regulati
GO: | onof
00 interleu 39 0.
32 kin-17 /1 0| 0.
66 product | 3/ | 88 0] O
BP | O ion 83 | 62 0| 9| 1| DDIT3/SLC7A5/IL6 3
GO: | regulati 43
00 | onof 7/ 0.
22 cell-cell 18 0| 0.
40 adhesio | 8/ | 86 0] O
BP | 7 n 83 |2 0| 9| 1| SRC/NF2/CAV1/IL6/TFRC/ALOX12/ALOX15/MYB 8
regulati
on of
intrinsic
apoptot
GO: | ic 16
20 | signalin o/
01 g 18 0.0
24 pathwa | 5/ | 86 0| O
BP | 2 y 83 |2 0| 1| 1| HSPB1/SRC/CAV1/DDIT3/NOX1 5
C21-
steroid
GO: | hormon
00 e 40
08 metabo /1 0.0
20 lic 3/ | 88 0| O
BP | 7 process | 83 | 62 0| 1| 1| AKR1C1/AKR1C2/AKR1C3 3
GO:
00 xenobio 40
42 tic /1 0.0
90 transpo | 3/ | 88 0| O
BP | 8 rt 83 | 62 0| 1| 1| SLC7A5/SLC2A1/ABCC1 3
GO: | mamm
00 | ary 40
60 | gland /1 0.0
44 morpho | 3/ | 88 0| O
BP | 3 genesis | 83 | 62 0| 1| 1| SRC/PML/CAV1 3
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GO: | import 16
00 | across 1/
98 plasma 18 0.0
73 membr | 5/ | 86 0] O
BP |9 ane 83 |2 O| 1| 1| SLC7A11/SLC1A4/SLC7A5/SLC2A1/SLC1A5 5
GO: | positive
19 regulati 92
01 on of /1 0.0
21 neuron | 4/ | 88 0] O
BP |6 death 83 | 62 O 1| 1| NQO1/DDIT4/DDIT3/MYB 4
GO: | negativ 24
00 e 5/
45 regulati 18 0.0
92 on of 6/ | 86 0| O
BP |6 growth | 83 | 2 O 1| 1| MT1G/PML/MT3/G6PD/ALOX15B/CDKN2A 6
GO: | dicarbo
00 | xylic 93
06 | acid /1 0.10
83 | transpo | 4/ | 88 0| 0
BP |5 rt 83 | 62 O| 1| 1| SLC7A11/SLC1A4/SLC1A5/GLS2 4
GO:
00 93
51 respons /1 0.0
59 | eto 4/ | 88 0| O
BP |1 cAMP 83 | 62 0| 1| 1| HSPA5/DUSP1/NOX4/DUOX1 4
regulati
GO: | onof
19 respons 93
02 eto /1 0.0
88 | oxidativ | 4/ | 88 0| 0
BP | 2 estress | 83 | 62 O| 1| 1| SLC7A11/HSPB1/AIFM2/NOX1 4
negativ
e
regulati
GO: | onof
00 | cell- 41
01 matrix /1 0.0
95 | adhesio | 3/ | 88 0| O
BP |3 n 83 | 62 0| 1| 1| SRC/NF2/CDKN2A 3
GO:
00 respons 41
33 eto /1 0.0
57 | testost | 3/ | 88 0] O
BP |4 erone 83 | 62 0| 1| 1| HSF1/NQO1/DUSP1 3
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GO: 24
00 homeos 9/
48 | tasis of 18 0.0
87 number | 6/ | 86 0] O
BP | 2 ofcells | 83 | 2 O| 1| 1| SLC7A11/ZFP36/IL6/HAMP/G6PD/BAP1 6
GO: 16
00 5/
o7 respons 18 0.0
58 | eto 5/ | 86 0| O
BP | 4 nutrient | 83 | 2 0| 1| 1| AKR1C3/HSF1/NQO1/HAMP/ACSL4 5
respons
GO: | eto 34
00 molecul 6/
02 |eof 18 0.10
23 bacteri 7/ | 86 0| O
BP | 7 al origin | 83 | 2 0| 1| 1| HSF1/SRC/ZFP36/N0OS2/IL6/HAMP/MAPK3 7
recepto
r
signalin
GO: | g 16
00 pathwa 6/
07 | yvia 18 0.10
25 | JAK- 5/ | 86 0] O
BP |9 STAT 83 |2 O| 1| 1| HSF1/NF2/CAV1/IL6/HAMP 5
regulati
GO: | onof
00 keratin 42
45 ocyte /1 0.0
61 | differen | 3/ | 88 0| 0
BP |6 tiation 83 | 62 0| 1| 1| TP63/ZFP36/ALOX15B 3
GO:
00 respons 42
46 eto /1 0.0
68 copper | 3/ | 88 0| O
BP | 8 ion 83 | 62 0| 1| 1| HSF1/MT1G/MT3 3
GO:
00 10
32 serine /1 0.0
32 transpo | 2/ | 88 0| O
BP |9 rt 83 | 62 0| 1| 1| SLC1A4/SLC1A5 2
ATF6-
mediat
ed
GO: | unfolde
00 |d 10
36 protein /1 0.0
50 respons | 2/ | 88 0| O
BP | O e 83 | 62 O| 1| 1| HSPA5/DDIT3 2
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regulati
GO: | onof
19 apoptot 10
02 ic DNA /1 0.|O.
51 | fragme | 2/ | 88 0| O
BP | O ntation | 83 | 62 1| 1 | HSF1/I1L6 2
vascula
r
endoth
elial
growth
factor
recepto
GO: |r
00 | signalin 96 0.
48 | g /1 0] O0.
01 pathwa | 4/ | 88 11 0
BP | O y 83 | 62 1| 1 | HSPB1/SRC/NCF2/MT3 4
positive
regulati
on of
GO: | smooth
00 muscle 96 0.
48 cell /1 0] 0.
66 prolifer | 4/ | 88 110
BP | 1 ation 83 | 62 1| 1 | IL6/ALOX12/NOX1/MYB 4
GO: | regulati 45
00 | onof 5/ 0.
52 peptida 18 0] 0.
54 | se 8/ | 86 11 0
BP | 7 activity | 83 | 2 1| 1 | HSF1/SRC/PML/TP63/CAV1/MT3/ALOX12/DNAJB6 8
cellular
respons
eto
GO: | topologi 16
00 | cally 8/ 0.
35 incorre 18 0| O.
96 | ct 5/ | 86 11 0
BP | 7 protein | 83 | 2 1| 1 | HSF1/HSPA5/ASNS/DDIT3/ATF3 5
GO:
00 interleu 43 0.
32 kin-17 /1 0| 0.
62 product | 3/ | 88 110
BP | O ion 83 | 62 1| 1 | DDIT3/SLC7A5/IL6 3
regulati
GO: | onof 35
00 DNA 3/ 0.
51 metabo 18 0] 0.
05 lic 7/ | 86 11 0
BP | 2 process | 83 | 2 1| 1 | HSF1/SRC/PML/DUSP1/IL6/TFRC/MAPK3 7
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intrinsic
apoptot
ic
signalin
g
pathwa
GO: | yin
00 respons 44 0.
08 |eto /1 0|o0.
63 oxidativ | 3/ | 88 11 0
BP | 1 estress | 83 | 62 0| 2| 1| HSPB1/PML/NOX1 3
intrinsic
apoptot
ic
signalin
g
pathwa
yin
respons
eto
DNA
damag
GO: | eby
00 p53 44 0.
42 class /1 0| 0.
77 mediat | 3/ | 88 11 0
BP |1 or 83 | 62 O 2| 1| PML/TP63/DDIT4 3
GO: 35
00 7/ 0.
51 regulati 18 0] 0.
09 | onof 7/ | 86 110
BP |8 binding | 83 | 2 0| 2| 1| HSF1/SRC/CAV1/DDIT3/STMN1/AURKA/MAPK3 7
GO: | cycloox
00 | ygenas 11 0.
19 |e /1 0| O.
37 pathwa | 2/ | 88 110
BP |1 y 83 | 62 0| 2| 1| AKR1C3/PTGS2 2
GO: | histone-
00 | serine 11 0.
35 phosph /1 0] 0.
40 | orylatio | 2/ | 88 11 0
BP |4 n 83 | 62 0| 2| 1| AURKA/PRKAA2 2
L-
asparta
te
GO: | transm
00 | embran 11 0.
70 |e /1 0| 0.
7 transpo | 2/ | 88 110
BP | 8 rt 83 | 62 0| 2| 1| SLC1A4/SLC1A5 2
negativ
GO: | e
00 regulati 11 0.
90 | onof /1 0| 0.
08 inclusio | 2/ | 88 110
BP | 4 nbody | 83 | 62 0| 2| 1| HSF1/DNAJB6 2
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assemb
ly
regulati
GO: | onof
20 lamellip 11 0.
00 | odium /1 0| 0.
39 morpho | 2/ | 88 110
BP | 2 genesis | 83 | 62 0| 2| 1| SRC/ENPP2 2
positive
regulati
GO: | onof 17
00 | epitheli 5/ 0.
10 | alcell 18 0| 0.
63 migrati | 5/ | 86 11 0
BP |4 on 83 |2 0| 2| 1| HSPB1/SRC/ENPP2/PTGS2/ALOX12 5
GO: 17
00 5/ 0.
48 | tissue 18 0| 0.
77 remode | 5/ | 86 11 0
BP |1 ling 83 |2 0| 2| 1| SRC/CAV1/IL6/TFRC/HAMP 5
GO: | movem 17
00 | entin 5/ 0.
52 host 18 0| oO.
12 environ | 5/ | 86 110
BP |6 ment 83 |2 0| 2| 1| SRC/PML/CAV1/TFRC/SLC1A5 5
recepto
r
GO: | signalin 17
00 |g 5/ 0.
97 pathwa 18 0] 0.
69 | yvia 5/ | 86 1| 0
BP |6 STAT 83 |2 0| 2| 1| HSF1/NF2/CAV1/IL6/HAMP 5
positive
regulati
GO: | onof 36
00 | defens 1/ 0.
31 |e 18 0| O0.
34 respons | 7/ | 86 11 0
BP |9 e 83 |2 0| 2| 1| SRC/PTGS2/IL6/NRAS/HRAS/MAPK3/ABCC1 7
GO: 47
00 0o/ 0.
16 18 0| O0.
04 | cell 8/ | 86 1| 0
BP |9 growth | 83 | 2 o 2| 1| PML/MT3/HAMP/AURKA/G6PD/CDKN2A/BAP1/EGLN2 | 8
acute- 46 0.
GO: | phase /1 0] 0.
00 respons | 3/ | 88 110
BP |06 |e 83 | 62 0| 2| 1| PTGS2/IL6/HAMP 3
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95
3
GO: | cellular
00 respons 46 0.
71 eto /1 0] 0.
35 interleu | 3/ | 88 110
BP | 4 kin-6 83 | 62 0| 2| 1| SRC/IL6/HAMP 3
regulati
GO: | onof 36
00 inflam 6/ 0.
50 matory 18 0] 0.
72 respons | 7/ | 86 110
BP | 7 e 83 |2 0| 3| 1| FANCD2/PTGS2/I1L6/HAMP/ALOX15/BAP1/ABCC1 7
contrac
tile
actin
GO: | filamen 10
00 |t 4/ 0.
30 bundle 18 0| oO.
03 assemb | 4/ | 86 110
BP | 8 ly 83 |2 0| 3| 1| SRC/NF2/STMN1/NOX4 4
GO: 10
00 stress 4/ 0.
43 fiber 18 0| 0.
14 | assemb | 4/ | 86 11 0
BP |9 ly 83 |2 0| 3| 1| SRC/NF2/STMN1/NOX4 4
positive
GO: | regulati 47
19 on of 8/ 0.
03 anion 18 0] 0.
79 transpo | 8/ | 86 110
BP |3 rt 83 |2 0| 3| 1| SRC/TP63/CAV1/DRD4/ACSL4/HRAS/MYB/BAP1 8
GO: | ER
00 overloa 12 0.
06 |d /1 0| 0.
98 respons | 2/ | 88 110
BP |3 e 83 | 62 0| 3| 1| HSPA5/DDIT3 2
oligope
ptide
GO: | transm
00 embran 12 0.
35 e /1 0| O0.
67 transpo | 2/ | 88 110
BP | 2 rt 83 | 62 0| 3| 1| SLC7A11/ABCC1 2
regulati
GO: | onof
19 DNA 12 0.
03 cataboli /1 0] 0.
62 c 2/ | 88 1| 0
BP | 4 process | 83 | 62 0| 3| 1| HSF1/IL6 2
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GO:
00 | glial 48 0.
14 | cell /1 0| oO.
00 prolifer | 3/ | 88 110
BP |9 ation 83 | 62 3| 1| NF2/IL6/MYB 3
positive
regulati
on of
extrinsi
c
apoptot
GO: | ic
20 | signalin 48 0.
01 | g /1 0| 0.
23 pathwa | 3/ | 88 1| 0
BP |8 y 83 | 62 3| 1| PML/CAV1/ATF3 3
GO: 37
00 | alcohol 3/ 0.
06 metabo 18 0| 0.
06 lic 7/ | 86 110
BP | 6 process | 83 | 2 4 | 1| AKR1C1/AKR1C2/AKR1C3/MT3/G6PD/PRKAA2/MIOX 7
GO: | sulfur
00 compou 49 0.
72 nd /1 0| 0.
34 | transpo | 3/ | 88 110
BP |8 rt 83 | 62 4 | 1| SLC7A11/SLC1A4/ABCC1 3
positive
GO: | regulati 27
00 on of 6/ 0.
22 cell-cell 18 0] 0.
40 adhesio | 6/ | 86 110
BP |9 n 83 |2 5| 1 | SRC/CAV1/IL6/TFRC/ALOX15/MYB 6
GO:
00 respons 50 0.
02 eto /1 0] 0.
93 ischemi | 3/ | 88 11 0
BP | 1 a 83 | 62 5| 1| SQSTM1/NQO1/CAV1L 3
GO:
00 respons 50 0.
70 | eto /1 0| 0.
74 interleu | 3/ | 88 11 0
BP | 1 kin-6 83 | 62 5| 1| SRC/IL6/HAMP 3
fatty
acid
GO: | transm
19 embran 50 0.
02 |e /1 0| O0.
00 transpo | 3/ | 88 110
BP |1 rt 83 | 62 5| 1| SLC7A11/SLC2A1/PRKAA2 3
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regulati
on of
protein
GO: | serine/t 49
00 hreonin 2/ 0.
71 | e 18 0| oO.
90 kinase 8/ | 86 1| O | HSPB1/SRC/CAV1/DUSP1/DRD4/HRAS/MAPK3/CDKN
BP | O activity | 83 | 2 51 1]2A 8
GO:
00 oligope 13 0.
06 ptide /1 0| 0.
85 | transpo | 2/ | 88 11 0
BP |7 rt 83 | 62 5| 1| SLC7A11/ABCC1 2
GO:
00 icosano 51 0.
71 id /1 0| 0.
71 transpo | 3/ | 88 110
BP |5 rt 83 | 62 6| 1| NOS2/DRD4/ABCC1 3
GO: | cellular 19
00 respons 1/ 0.
71 | eto 18 0| oO.
47 radiatio | 5/ | 86 110
BP | 8 n 83 |2 6 | 1 | HSF1/HSPA5/HAMP/NOX4/HRAS 5
alpha-
GO: | amino 19
19 acid 1/ 0.
01 metabo 18 0| 0.
60 lic 5/ | 86 1| 0
BP |5 process | 83 | 2 6| 1| SLC7A11/NOS2/ASNS/NOX4/GLS2 5
positive
regulati
on of
peptidyl
GO: | - 19
00 tyrosine 3/ 0.
50 phosph 18 0] 0.
73 orylatio | 5/ | 86 110
BP | 1 n 83 |2 7| 1 | HSF1/SRC/ENPP2/IL6/NOX4 5
regulati
GO: | onof 38
00 | actin 9/ 0.
32 filamen 18 0| 0.
97 t-based | 7/ | 86 110
BP | O process | 83 | 2 7| 1| NF2/CAV1/ALOX15/STMN1/CAPG/NOX4/HRAS 7
GO:
00 neutrop 14 0.
01 hil /1 0| oO.
78 homeos | 2/ | 88 110
BP | O tasis 83 | 62 7| 1| SLC7A11/IL6 2
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NAD
biosynt
hesis
via
nicotina
GO: | mide
00 riboside 14 0.
34 salvage /1 0] 0.
35 pathwa | 2/ | 88 11 0
BP | 6 y 83 | 62 7| 1 | PTGS2/NNMT 2
regulati
on of
peroxis
ome
prolifer
ator
activate
d
recepto
GO: |r
00 | signalin 14 0.
35 g /1 0| 0.
35 pathwa | 2/ | 88 110
BP | 8 y 83 | 62 7| 1 | ALOX15/ALOX158B 2
cellular
respons
GO: | eto
00 increas 14 0.
36 ed /1 0| 0.
29 oxygen | 2/ | 88 110
BP |5 levels 83 | 62 7| 1 | CAV1/NOX1 2
angiote
nsin-
activate
GO: | d
00 | signalin 14 0.
38 g /1 0| 0.
16 pathwa | 2/ | 88 110
BP | 6 y 83 | 62 7| 1| SRC/CAVL 2
G
protein-
coupled
recepto
r
signalin
g
pathwa
GO: |y
00 involve 14 0.
86 din /1 0| O0.
10 heart 2/ | 88 110
BP | 3 process | 83 | 62 7| 1| SRC/CAVL 2
positive
regulati
GO: | onof
00 neuron 54 0.
43 apoptot /1 0] 0.
52 ic 3/ | 88 110
BP |5 process | 83 | 62 8| 1| NQO1/DDIT3/MYB 3
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GO: 19
00 regulati 6/ 0.
43 on of 18 0| 0.
39 protein | 5/ | 86 11 0
BP |3 binding | 83 | 2 0| 8| 1| HSF1/SRC/CAV1/AURKA/MAPK3 5
GO:
00 alcohol 55 0.
46 | cataboli /1 0| 0.
16 |c 3/ | 88 110
BP |4 process | 83 | 62 0| 8| 1| AKR1C3/MT3/MIOX 3
GO: 29
00 4/ 0.
48 rhythmi 18 0| oO.
51 |c¢ 6/ | 86 110
BP |1 process | 83 | 2 0| 9| 1| HSPA5/SRC/PML/NOS2/DRD4/PRKAA2 6
GO: | detoxifi
00 | cation 15 0.
10 | of /1 0|O0.
27 copper | 2/ | 88 110
BP |3 ion 83 | 62 O 9| 1| MT1G/MT3 2
GO: | entry of
00 bacteri 15 0.
35 um into /1 0| 0.
63 host 2/ | 88 1| 0
BP |5 cell 83 | 62 0| 9| 1| SRC/CAV1L 2
GO:
00 retinal 15 0.
42 metabo /1 0] 0.
57 lic 2/ | 88 110
BP |4 process | 83 | 62 0| 9| 1| AKR1C1/AKR1C3 2
GO: | stress
19 respons 15 0.
90 |eto /1 0| O0.
16 copper | 2/ | 88 110
BP |9 ion 83 | 62 O 9| 1| MT1G/MT3 2
regulati
on of
purine
GO: | nucleoti 12
19 | de 0o/ 0.
00 metabo 18 0] 0.
54 lic 4/ | 86 110
BP | 2 process | 83 | 2 0| 9| 1| NOS2/DDIT4/SLC2A6/PRKAA2 4
regulati
GO: | onof 40
00 lipid 2/ 0.
19 metabo 18 0] 0.
21 lic 7/ | 86 110
BP | 6 process | 83 | 2 0| 9| 1| AKR1C3/SRC/PLIN2/CAV1/PTGS2/TXNRD1/PRKAA2 7
57
GO: | respons /1 0. 0.
00 |eto 3/ | 88 0| O
BP | 10 | zincion | 83 | 62 o 2| 1| MT1G/MT3/HAMP 3
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04
3
intracell
ular
estroge
n
recepto
GO: |r
00 | signalin 57
30 | g /1 0.] 0.
52 pathwa | 3/ | 88 0| O
BP | O y 83 | 62 2| 1| SRC/TP63/EGLN2
regulati
on of
GO: | nucleoti 12
00 | de 2/
06 metabo 18 0. 0.
14 lic 4/ | 86 0| O
BP | O process | 83 | 2 2 | 1 | NOS2/DDIT4/SLC2A6/PRKAA2
GO: 40
00 regulati 6/
01 | onof 18 0. 0.
55 | cell 7/ | 86 0] O
BP |8 growth | 83 | 2 2| 1| PML/MT3/HAMP/G6PD/CDKN2A/BAP1/EGLN2
regulati
on of
vascula
r
endoth
GO: | elial
00 | growth 58 0.
10 factor /1 0] 0.
57 product | 3/ | 88 2|1 0
BP |4 ion 83 | 62 1| 1| PTGS2/IL6/NOX1
negativ
e
GO: | regulati
00 | onof 16 0.
45 bone /1 0] 0.
7 resorpti | 2/ | 88 2|1 0
BP |9 on 83 | 62 1| 1| IL6/HAMP
GO:
00 sequest 16 0.
51 | ering of /1 0] 0.
23 metal 2/ | 88 210
BP | 8 ion 83 | 62 1| 1| FTH1/FTL
GO:
00 lamellip 16 0.
72 | odium /1 0| O0.
67 morpho | 2/ | 88 210
BP |3 genesis | 83 | 62 1| 1 | SRC/ENPP2
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regulati
GO: | onof
00 inclusio 16 0.
90 n body /1 0| oO.
08 | assemb | 2/ | 88 210
BP | 3 ly 83 | 62 1| 1 | HSF1/DNAJBG 2
GO:
19 16 0.
02 /1 0| 0.
o7 respons | 2/ | 88 2| 0
BP |4 etosalt | 83 | 62 1| 1 | HSF1/HSPA5 2
GO: 12
00 6/ 0.
45 respons 18 0] 0.
47 eto 4/ | 86 210
BP | 1 ethanol | 83 | 2 2| 2 | NQO1/HAMP/DRD4/G6PD 4
GO: | regulati 30
00 | onof 7/ 0.
43 MAP 18 0| 0.
40 kinase 6/ | 86 210
BP |5 activity | 83 | 2 2 | 2 | SRC/CAV1/DUSP1/DRD4/HRAS/MAPK3 6
positive
regulati
on of
GO: | ERK1 21
00 | and o/ 0.
70 ERK2 18 0| 0.
37 cascad | 5/ | 86 2| 0
BP | 4 e 83 |2 2| 2 | SRC/MT3/ALOX15/HRAS/MAPK3 5
cellular
respons
GO: | eto
00 corticos 60 0.
71 | teroid /1 0| 0.
38 stimulu | 3/ | 88 2|1 0
BP | 4 s 83 | 62 2 | 2 | AKR1C3/ZFP36/DDIT4 3
positive
regulati
on of
intrinsic
apoptot
GO: |ic
20 | signalin 60 0.
01 |g /1 0| oO.
24 pathwa | 3/ | 88 2| 0
BP | 4 y 83 | 62 2 | 2 | CAV1/DDIT3/NOX1 3
endopl
asmic
reticulu
m
GO: | unfolde 12
00 |d 7/ 0.
30 protein 18 0] 0.
96 respons | 4/ | 86 2| 0
BP |8 e 83 |2 2 | 2 | HSPA5/ASNS/DDIT3/ATF3 4

RRJMB| Volume 12 | Issue 2|June, 2023

307




Research & Reviews: Journal of Microbiology and Biotechnology

e-ISSN: 2320-3528

positive
GO: | regulati 21
00 onof T 2/ 0.
50 | cell 18 0| oO.
87 activati | 5/ | 86 210
BP | O on 83 |2 3| 2 | SRC/CAV1/IL6/TFRC/MYB 5
negativ
e
regulati
on of
tyrosine
GO: | phosph
00 | orylatio 17 0.
42 n of /1 0| 0.
53 | STAT 2/ | 88 2|1 0
BP | 2 protein | 83 | 62 3| 2| NF2/CAV1 2
detoxifi
cation
GO: | of
00 inorgan 17 0.
61 ic /1 0| 0.
68 | compou | 2/ | 88 210
BP |7 nd 83 | 62 3| 2| MT1G/MT3 2
GO: | negativ
20 | e 17 0.
00 regulati /1 0| 0.
81 on of 2/ | 88 2| 0
BP | 1 anoikis | 83 | 62 3| 2| SRC/CAV1L 2
GO: 31
00 hormon 2/ 0.
09 e 18 0| 0.
91 transpo | 6/ | 86 2| 0
BP |4 rt 83 |2 3| 2| NOS2/SLC7A5/1L6/SLC2A1/ACSL4/MYB 6
vascula
r
endoth
GO: | elial
00 | growth 62 0.
10 factor /1 0] 0.
57 product | 3/ | 88 2| 0
BP |3 ion 83 | 62 3| 2| PTGS2/I1L6/NOX1 3
GO:
00 62 0.
70 platelet /1 0] 0.
52 aggrega | 3/ | 88 210
BP |7 tion 83 | 62 3| 2| SLC7TA11/HSPB1/ALOX12 3
GO: 13
00 regulati 1/ 0.
61 on of 18 0| 0.
04 wound 4/ | 86 2| 0
BP |1 healing | 83 | 2 4 | 2| CAV1/ALOX12/DUOX1/HRAS 4
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negativ
e
regulati
on of
reactive
GO: | oxygen
20 species 63 0.
00 metabo /1 0] 0.
37 lic 3/ | 88 2|10
BP | 8 process | 83 | 62 0| 4| 2| CAV1l/MT3/G6PD 3
GO: | regulati 42
00 | onof 6/ 0.
52 endope 18 0] 0.
54 ptidase | 7/ | 86 210
BP |8 activity | 83 | 2 0| 4| 2| HSF1/SRC/PML/TP63/MT3/ALOX12/DNAJB6 7
GO: 42
00 | epitheli 8/ 0.
50 | alcell 18 0| oO.
67 prolifer | 7/ | 86 210
BP |3 ation 83 |2 0| 5| 2| TP63/ZFP36/CAV1/IL6/NOX5/NRAS/HRAS 7
positive
regulati
GO: | onof
00 interleu 18 0.
32 kin-17 /1 0|O0.
74 product | 2/ | 88 2| 0
BP | O ion 83 | 62 0| 5| 2| SLC7A5/IL6 2
negativ
e
GO: | regulati
00 | onof 18 0.
46 bone /1 0| 0.
85 remode | 2/ | 88 2|1 0
BP |1 ling 83 | 62 0| 5| 2| IL6/HAMP 2
positive
regulati
GO: | onof
00 | glial 18 0.
60 | cell /1 0| 0.
25 prolifer | 2/ | 88 2|1 0
BP | 2 ation 83 | 62 O 5| 2| IL6/MYB 2
cellular
respons
eto
GO: | arsenic-
00 | containi 18 0.
71 | ng /1 0|O0.
24 substan | 2/ | 88 2| 0
BP |3 ce 83 | 62 0| 5| 2| HSF1/ATF3 2
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regulati
on of
early
endoso
me to
GO: | late
20 endoso 18 0.
00 me /1 0| oO.
64 | transpo | 2/ | 88 210
BP | 1 rt 83 | 62 0| 5| 2| SRC/MAPK3 2
positive
regulati
GO: | onof 21
00 immun 9/ 0.
02 |e 18 0| oO.
69 effector | 5/ | 86 2| 0
BP |9 process | 83 | 2 0| 5| 2| NOS2/SLC7A5/IL6/TFRC/MYB 5
biologic
al
process
GO: | involve 21
00 | din 9/ 0.
51 interact 18 0| 0.
70 ion with | 5/ | 86 210
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04 | organiz | 5/ | 86 0| 4|0
BP | 4 ation 83 |2 1| 6| 3| SRC/PML/DUSP1/MAPK3/MYB 5
GO: | protein 27
00 Kinase 3/ 0.
43 B 18 | 0.| O|O.
49 | signalin | 5/ | 86 0| 4]0
BP | 1 g 83 |2 1| 6| 3| AKR1C2/AKR1C3/SRC/MT3/DDIT3 5
regulati
on of
GO: | actin 27
01 | filamen 3/ 0.
10 |t 18 | 0.| O|O.
05 organiz | 5/ | 86 0| 4|0
BP |3 ation 83 |2 1| 6| 3 | NF2/ALOX15/STMN1/CAPG/NOX4 5
regulati
GO: | onof
00 | stress 89 0.
51 | fiber /1 0. 0]O.
49 assemb | 3/ | 88 0| 4|0
BP | 2 ly 83 | 62 1| 6| 3| NF2/STMN1/NOX4 3

RRJMB| Volume 12 | Issue 2|June, 2023

323




Research & Reviews: Journal of Microbiology and Biotechnology

e-ISSN: 2320-3528

GO:
00 cellular 89 0.
97 respons /1 0.| O0]O.
30 |eto 3/ | 88 o 4|0
BP | 6 alcohol | 83 | 62 1| 6| 3| AKR1C2/AKR1C3/PRKAA2 3
GO:
00 respons 29 0.
00 |eto /1 |10.| O0]O.
30 | oxygen |2/ | 88 0| 4]0
BP |5 radical | 83 | 62 1| 6| 3| NQO1/MT3 2
GO:
00 NAD 29 0.
09 biosynt /1 0. 0]O0.
43 hetic 2/ | 88 o 4|0
BP |5 process | 83 | 62 1| 6| 3| PTGS2/NNMT 2
respons
GO: | eto
00 increas 29 0.
36 | ed /1 [ 0.| O]O.
29 oxygen | 2/ | 88 0| 4]0
BP | 6 levels 83 | 62 1| 6| 3| CAV1/NOX1 2
GO: | regulati
19 on of 29 0.
00 ruffle /1 |10.| O0]O.
02 assemb | 2/ | 88 0| 4]0
BP |7 ly 83 | 62 1| 6| 3| CAV1/HRAS 2
positive
regulati
GO: | onof
20 | gene 29 0.
00 | silencin /1 0. 0]0.
63 | gby 2/ | 88 0| 4]0
BP | 7 miRNA | 83 | 62 1| 6| 3| ZFP36/IL6 2
regulati
on of
GO: | carbohy
00 drate 90 0.
43 cataboli /1 0.| O0]O.
47 |c 3/ | 88 0| 4]0
BP | O process | 83 | 62 1| 7| 3 | DDIT4/SLC2A6/PRKAA2 3
stress-
activate
d
protein
GO: | kinase 27
00 | signalin 6/ 0.
31 | g 18 | 0.| O] O.
09 cascad |5/ | 86 0| 4]0
BP |8 e 83 |2 1| 7| 3| ZFP36/DUSP1/NOX1/HRAS/MAPK3 5
negativ
e
regulati
on of
GO: | peptidyl
00 | -serine 30 0.
33 phosph /1 [ 0.| O]O.
13 orylatio | 2/ | 88 0| 4]0
BP |7 n 83 | 62 1| 9| 3| CAV1/DDIT4 2
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respons
eto
GO: | arsenic-
00 | containi 30 0.
46 ng /1 [ 0.| O]O.
68 | substan | 2/ | 88 0| 4]0
BP |5 ce 83 | 62 1| 9| 3| HSF1/ATF3 2
positive
regulati
on of
posttra
GO: | nscripti
00 onal 30 0.
60 | gene /1 0. 0]O.
14 | silencin | 2/ | 88 0| 4]0
BP | 8 g 83 | 62 1| 9| 3| ZFP36/IL6 2
interleu
Kin-6-
mediat
GO: | ed
00 | signalin 30 0.
70 | g /1 [ 0.| O]O.
10 pathwa | 2/ | 88 0| 4]0
BP | 2 y 83 | 62 1| 9| 3| SRC/IL6 2
regulati
on of
signal
transdu
GO: | ction by 17
19 p53 7/ 0.
01 | class 18 | 0.| O|O.
79 mediat | 4/ | 86 0| 4]0
BP |6 or 83 |2 1| 9| 3| PML/TP63/AURKA/PRKAA2 4
GO: | regulati 27
00 | onof 9/ 0.
50 protein 18 | 0.| 0] O.
70 | secretio | 5/ | 86 0| 4]0
BP |8 n 83 |2 1| 9| 3| NOS2/IL6/DRD4/SLC2A1/ACSL4 5
GO: | mainte
00 nance 92 0.
45 | of /1 [ 0.| O]O.
18 protein | 3/ | 88 0| 4|0
BP |5 location | 83 | 62 1| 9| 3| HSPA5/PML/CAV1 3
GO: 17
00 electro 8/ 0.
22 n 18 | 0.| O] O.
90 transpo | 4/ | 86 0| 4|0
BP | O rt chain | 83 | 2 1| 9| 3| AIFM2/NCF2/GPX2/NOX4 4
GO: | regulati 17
00 | onof 8/ 0.
50 insulin 18 | 0.| O|O.
79 secretio | 4/ | 86 0| 4|0
BP | 6 n 83 |2 1| 9| 3| NOS2/IL6/SLC2A1/ACSL4 4
GO:
00 regulati 93
14 | onof /1 (0. 0.]O0.
01 | gliogen | 3/ | 88 0| 0] O
BP |3 esis 83 | 62 1| 5| 3| NF2/IL6/MYB 3
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DNA
cataboli
GO: | ¢
00 process 31 0.
00 , /1 |10.| O0]O.
73 endonu | 2/ | 88 0| 5|0
BP |7 cleolytic | 83 | 62 1| 1| 3| HSF1/IL6 2
GO: | prostag
00 landin 31 0.
01 biosynt /1 [ 0.| O]O.
51 hetic 2/ | 88 0| 5|10
BP | 6 process | 83 | 62 1| 1| 3| AKR1C3/PTGS2 2
GO: | prostan
00 | oid 31 0.
46 biosynt /1 [ 0.| O]O.
45 hetic 2/ | 88 0| 5|0
BP | 7 process | 83 | 62 1| 1| 3 | AKR1C3/PTGS2 2
GO: | lens
00 | fiber 31 0.
70 | cell /1 0. 0]O.
30 | differen | 2/ | 88 0| 5|0
BP |6 tiation 83 | 62 1| 1| 3| SLC7A11/NF2 2
GO: 28
00 3/ 0.
42 18 | 0.| O|O.
06 | gliogen | 5/ | 86 0| 5|10
BP |3 esis 83 |2 1| 1| 3| NF2/MT3/IL6/MAPK3/MYB 5
GO: | primary
00 alcohol 94 0.
34 metabo /1 0.| O0]O.
30 lic 3/ | 88 0| 5|10
BP | 8 process | 83 | 62 1| 1| 3 | AKR1C1/AKR1C2/AKR1C3 3
regulati
GO: | onof
00 protein 94 0.
61 tyrosine /1 0.| O0]O0.
09 kinase 3/ | 88 0| 5|0
BP |7 activity | 83 | 62 1| 1| 3 | SRC/CAV1/NOX4 3
regulati
on of
GO: | epitheli
19 al cell 94 0.
04 | apoptot /1 0. O0]O.
03 ic 3/ | 88 0| 5|0
BP | 5 process | 83 | 62 1| 1| 3 | AKR1C3/ZFP36/IL6 3
regulati
on of
GO: | stress- 18
00 activate 1/ 0.
32 | d MAPK 18 | 0.| 0] O.
87 cascad | 4/ | 86 0| 5|0
BP | 2 e 83 |2 1| 1| 4 | DUSP1/NOX1/HRAS/MAPK3 4
negativ
e
GO: | regulati 18
00 | onof 1/ 0.
43 MAPK 18 | 0.| 0] O.
40 cascad | 4/ | 86 0| 5| 0
BP |9 e 83 |2 1| 1| 4 | NF2/CAV1/DUSP1/ATF3 4
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positive
regulati
GO: | onof 40
00 leukocy 1/ 0.
02 |te 18 | 0.| O|O.
69 activati | 6/ | 86 0| 5|0
BP |6 on 83 |2 1| 2| 4 | SRC/CAV1/IL6/TFRC/HAMP/MYB 6
GO: 40
00 1/ 0.
02 peptide 18 | 0.| O|O.
79 | secretio | 6/ | 86 0| 5|0
BP | O n 83 |2 1| 2| 4 | NOS2/IL6/STEAP3/DRD4/SLC2A1/ACSL4 6
GO:
00 regulati 95 0.
30 | onof /1 0. 0]O.
64 cellular | 3/ | 88 0| 5|10
BP | 1 pH 83 | 62 1| 2| 4 | MAFG/NOX1/MAPK3 3
nicotina
mide
GO: | nucleoti
00 | de 32 0.
19 biosynt /1 0. 0]O0.
35 hetic 2/ | 88 0| 5|0
BP |9 process | 83 | 62 1| 2| 4| PTGS2/NNMT 2
pyridine
GO: | nucleoti
00 | de 32 0.
19 biosynt /1 0.| 0]O0.
36 hetic 2/ | 88 0| 5|10
BP | 3 process | 83 | 62 1| 2| 4 | PTGS2/NNMT 2
regulati
GO: | onof
00 interleu 32 0.
32 kin-4 /1 0. O0]O.
67 product | 2/ | 88 0| 5|0
BP |3 ion 83 | 62 1| 2| 4 | DDIT3/SLC7A5 2
neurotr
ophin
TRK
recepto
GO: |r
00 | signalin 32 0.
48 | g /1 0. 0]O.
01 pathwa | 2/ | 88 0| 5|0
BP |1 y 83 | 62 1| 2| 4 | SRC/DDIT4 2
retinoic
acid
recepto
GO: |r
00 | signalin 32 0.
48 | g /1 0.| 0]O0.
38 pathwa | 2/ | 88 0| 5|0
BP |4 y 83 | 62 1| 2| 4 | AKR1C3/PML 2
32 0.
GO: | cellular /1 0. 0]0.
00 respons | 2/ | 88 0| 5| 0
BP | 71 |eto 83 | 62 1| 2| 4 | HSPA5/PML 2

RRJMB| Volume 12 | Issue 2|June, 2023

327




Research & Reviews: Journal of Microbiology and Biotechnology e-ISSN: 2320-3528

35 interleu
3 kin-4
negativ
GO: | e
00 regulati 96 0.
32 on of /1 0. 0]0.
09 protein | 3/ | 88 0| 5|0
BP |1 binding | 83 | 62 1| 2| 4 | CAV1l/AURKA/MAPK3 3
regulati
on of
stress-
activate
d
protein
GO: | kinase 18
00 | signalin 4/ 0.
70 | g 18 | 0.| O] O.
30 cascad | 4/ | 86 0| 5|0
BP | 2 e 83 |2 1| 3| 4 | DUSP1/NOX1/HRAS/MAPK3 4
reprodu
GO: | ctive 40
00 | structur 5/ 0.
48 | e 18 | 0.| 0] O.
60 | develop | 6/ | 86 0Ol 5|10
BP |8 ment 83 |2 1| 3| 4 | AKR1C3/HSPA5/SRC/TP63/ALOX15B/MAPK3 6
negativ
GO: | e 18
00 regulati 5/ 0.
30 | onof 18 | O 0|0
30 | cell 4/ | 86 0| 5|10
BP |8 growth | 83 | 2 1| 4| 4 | PML/MT3/G6PD/CDKN2A 4
negativ
e
GO: | regulati 40
00 on of 7/ 0.
42 phosph 18 | 0.| O|O.
32 orylatio | 6/ | 86 0| 5|0
BP |6 n 83 |2 1| 4| 4 | HSPB1/NF2/CAV1/DUSP1/DDIT4/CDKN2A 6
GO: | reprodu 40
00 | ctive 8/ 0.
61 system 18 | 0.| 0] O.
45 develop | 6/ | 86 0| 5|0
BP |8 ment 83 |2 1| 4| 4 | AKR1C3/HSPA5/SRC/TP63/ALOX15B/MAPK3 6
GO: | physiol
00 | ogical 33 0.
03 muscle /1 0. 0]0.
29 hypertr | 2/ | 88 0| 5|0
BP |8 ophy 83 | 62 1| 4| 4 | HAMP/G6PD 2
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physiol
GO: | ogical
00 | cardiac 33 0.
03 muscle /1 0. 0]O0.
30 hypertr | 2/ | 88 0| 5|0
BP |1 ophy 83 | 62 1| 4| 4 | HAMP/G6PD 2
GO: | glutam
00 | ate 33 0.
06 metabo /1 0. 0]O.
53 lic 2/ | 88 0| 5|10
BP | 6 process | 83 | 62 1| 4| 4| SLC7A11/GLS2 2
GO: | apoptot
00 ic 33 0.
30 nuclear /1 0. 0]0.
26 change | 2/ | 88 0| 5|0
BP | 2 s 83 | 62 1| 4| 4 | HSF1/IL6 2
GO:
00 interleu 33 0.
32 kin-4 /1 [ 0.| O]O.
63 product | 2/ | 88 0| 5|0
BP |3 ion 83 | 62 1| 4| 4 | DDIT3/SLC7A5 2
regulati
GO: | onof
00 | glial 33 0.
60 | cell /1 [ 0.| O]O.
25 prolifer | 2/ | 88 0| 5|10
BP |1 ation 83 | 62 1| 41| 4 |I1L6/MYB 2
cell
growth
involve
din
GO: | cardiac
00 muscle 33 0.
61 | cell /1 |0 0|0
04 develop | 2/ | 88 0| 5|0
BP |9 ment 83 | 62 1| 4| 4 | HAMP/G6PD 2
negativ
e
regulati
on of
recepto
r
GO: | signalin
19 | g 33 0.
04 pathwa /1 0. O0]O.
89 | yvia 2/ | 88 0| 5|0
BP |3 STAT 83 | 62 1| 4| 4| NF2/CAV1 2
regulati
on of
GO: | fatty
00 | acid 98 0.
19 metabo /1 0. 0]0.
21 lic 3/ | 88 0O 5|10
BP | 7 process | 83 | 62 1| 4| 4 | CAV1/PTGS2/PRKAA2 3
regulati
GO: | onof
01 actomy 98 0.
10 osin /1 0.| O0]O.
02 structur | 3/ | 88 0| 5|0
BP | O e 83 | 62 1| 4| 4 | NF2/STMN1/NOX4 3
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organiz
ation
regulati
GO: | onof 29
00 | epitheli 3/ 0.
10 | alcell 18 | 0.| O|O.
63 migrati | 5/ | 86 0| 5|0
BP | 2 on 83 |2 1| 5| 4 | HSPB1/SRC/ENPP2/PTGS2/ALOX12 5
positive
regulati
on of
product
ion of
molecul
ar
mediat
GO: | orof
00 immun 99 0.
02 e /1 0. 0]O.
70 respons | 3/ | 88 0| 5|10
BP | 2 e 83 | 62 1| 5| 4 | SLC7A5/IL6/TFRC 3
GO:
00 99 0.
43 respons /1 0.| O0]O.
27 eto 3/ | 88 0| 5|10
BP |9 alkaloid | 83 | 62 1| 5| 4 | NQO1/HSPA5/DRD4 3
positive
GO: | regulati 41
00 | onof 2/ 0.
50 | cell 18 | 0.| O|O.
86 | activati | 6/ | 86 0| 5|0
BP | 7 on 83 |2 1| 5| 4 | SRC/CAV1/IL6/TFRC/HAMP/MYB 6
GO: | regulati 18
19 on of 9/ 0.
05 lipid 18 | 0.| O|O.
95 localiza | 4/ | 86 0| 5|0
BP | 2 tion 83 |2 1| 6| 4 | PLIN2/CAV1/IL6/MYB 4
negativ
e
GO: | regulati 29
00 | onof 5/ 0.
o7 cell 18 | 0.| O|O.
16 | adhesio | 5/ | 86 0| 5|0
BP | 2 n 83 |2 1| 6| 4 | SRC/NF2/DUSP1/ALOX12/CDKN2A 5
intrinsic
apoptot
ic
signalin
g
pathwa
yin
GO: | respons 10
00 eto o/ 0.
08 DNA 18 | 0.| O|O.
63 damag | 3/ | 86 0| 5|0
BP | O e 83 |2 1| 6| 4 | PML/TP63/DDIT4 3
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GO:
00 34 0.
43 /1 0. 0]0.
27 2/ | 88 0| 5|10
BP | 6 anoikis | 83 | 62 1| 6| 4 | SRC/CAVL 2
positive
regulati
GO: | onof
20 peptidyl 34 0.
00 -lysine /1 0.| O0]O.
75 acetylat | 2/ | 88 0| 5|0
BP | 8 ion 83 | 62 1| 6| 4 | MAPK3/PRKAA2 2
GO: 41
00 5/ 0.
43 | skin 18 | 0.| O|O.
58 | develop | 6/ | 86 0| 5|10
BP | 8 ment 83 |2 1| 6| 4 | AKR1C3/TP63/ZFP36/ALOX12/STMN1/ALOX15B 6
regulati
on of
recepto
r
signalin
GO: | g 10
00 pathwa 1/ 0.
46 | yvia 18 | 0.| O|O.
42 | JAK- 3/ | 86 0| 5|0
BP |5 STAT 83 |2 1| 7| 4 | NF2/CAV1/IL6 3
positive
regulati
on of
reactive
GO: | oxygen 10
20 species 1/ 0.
00 metabo 18 | O. 0] 0.
37 lic 3/ | 86 0| 5|0
BP |9 process | 83 | 2 1 7 | 4 | AKR1C3/PTGS2/NOX4 3
actomy
GO: | osin 19
00 structur 1/ 0.
31 | e 18 | 0.| O|O.
03 | organiz |4/ | 86 0| 5|10
BP | 2 ation 83 |2 1| 7| 4 | SRC/NF2/STMN1/NOX4 4
GO: 19
00 2/ 0.
31 18 | 0.| O|O.
09 regener | 4/ | 86 0| 5|10
BP |9 ation 83 |2 1| 7| 4| IL6/HAMP/NNMT/AURKA 4
regulati
on of
actin
GO: | filamen 10
00 |t 2/ 0.
32 bundle 18 | 0.| O|O.
23 assemb | 3/ | 86 0| 5|0
BP | 1 ly 83 |2 1| 7| 4 | NF2/STMN1/NOX4 3
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GO: 10
00 respons 2/ 0.
43 eto 18 | 0.| 0] O.
20 | amino 3/ | 86 0| 5|10
BP | O acid 83 |2 1| 7| 4 | HSF1/NQO1/ASNS 3
mitotic
GO: | DNA 10
00 | damag 2/ 0.
44 | e 18 | 0.| O|O.
77 checkp | 3/ | 86 0| 5|10
BP |3 oint 83 |2 1| 7| 4 | FANCD2/PML/AURKA 3
GO: | leukocy 10
00 |te 2/ 0.
71 apoptot 18 | 0.| 0] O.
88 ic 3/ | 86 0| 5|10
BP | 7 process | 83 | 2 1| 7| 4 | SLC7TA11/1L6/CDKN2A 3
cellular
compo
nent
disasse
mbly
involve
din
executi
GO: | on
00 phase 35 0.
06 | of /1 0.| 0]O0.
92 apopto | 2/ | 88 0| 5|0
BP | 1 sis 83 | 62 1| 7| 4 | HSF1/IL6 2
pyridine
GO: | nucleoti
00 | de 35 0.
19 metabo /1 0.| O0]O0.
36 lic 2/ | 88 0| 5|10
BP | 2 process | 83 | 62 1| 7| 4 | PTGS2/NNMT 2
activati
GO: | onof
00 protein 35 0.
32 kinase /1 0.| O0]O.
14 B 2/ | 88 0| 5|0
BP | 8 activity | 83 | 62 1| 7| 4| SRC/MT3 2
nicotina
mide
GO: | nucleoti
00 | de 35 0.
46 metabo /1 0.| O0]O.
49 lic 2/ | 88 0| 5|0
BP | 6 process | 83 | 62 1| 7| 4 | PTGS2/NNMT 2
negativ
e
GO: | regulati
00 on of 35 0.
51 | oxidore /1 0. 0]0.
35 ductase | 2/ | 88 0| 5|0
BP |4 activity | 83 | 62 1| 7| 4 | CAV1/MT3 2
GO:
00 respons 35 0.
70 eto /1 0.| O0]O.
67 interleu | 2/ | 88 0| 5| 0
BP | O kin-4 83 | 62 1| 7| 4 | HSPA5/PML 2
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pyridine
containi
ng
GO: | compou
00 nd 35 0.
72 biosynt /1 0.| O0]O.
52 hetic 2/ | 88 0| 5|10
BP |5 process | 83 | 62 1| 7| 4 | PTGS2/NNMT 2
positive
regulati
on of
respons
eto
GO: | endopl
19 asmic 35 0.
05 reticulu /1 0. 0]O.
89 m 2/ | 88 0| 5|0
BP | 8 stress 83 | 62 1| 7| 4 | CAV1/DDIT3 2
GO: 41
00 myeloid 9/ 0.
30 | cell 18 | 0.| O] O.
09 differen | 6/ | 86 0| 5|0
BP |9 tiation 83 |2 1| 7| 4 | MTAG/SRC/PML/ZFP36/TFRC/G6PD 6
GO: 10
00 3/ 0.
06 regulati 18 | 0.| O|O.
88 | onof 3/ | 86 0| 5|0
BP |5 pH 83 |2 1| 8| 4 | MAFG/NOX1/MAPK3 3
GO: 10
00 interleu 3/ 0.
32 kin-8 18 | 0.| O|O.
63 product | 3/ | 86 0| 5|0
BP |7 ion 83 |2 1| 8| 4 | NOS2/DDIT3/IL6 3
regulati
on of
GO: | interleu 10
00 kin-1 3/ 0.
32 beta 18 | 0.| O|O.
65 product | 3/ | 86 0| 5|0
BP |1 ion 83 |2 1| 8| 4 | HSPB1/PML/IL6 3
interleu
kin-1-
mediat
GO: | ed 10
00 | signalin 3/ 0.
70 | g 18 | 0.| 0] O.
49 pathwa | 3/ | 86 0| 5|10
BP |8 y 83 |2 1| 8| 4 | SQSTM1/IL6/MAPK3 3
regulati
on of
GO: | protein 19
19 localiza 4/ 0.
05 | tionto 18 | 0.| O|O.
47 membr | 4/ | 86 0| 5|0
BP |5 ane 83 |2 1| 8| 4 | SLC7A11/SQSTM1/TP63/HRAS 4
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GO: 30
00 hormon 2/ 0.
46 | e 18 | 0.| 0] O.
87 | secretio | 5/ | 86 0| 5|0
BP |9 n 83 |2 1| 8| 4 | NOS2/1L6/SLC2A1/ACSL4/MYB 5
negativ
GO: | e 19
19 regulati 5/ 0.
01 | onof 18 | 0.| O|O.
21 neuron | 4/ | 86 0| 5|10
BP |5 death 83 |2 1| 8| 4 | SLC7A11/HSF1/MT3/HRAS 4
GO:
00 | transfer 36 0.
33 rin /1 [ 0.| O]O.
57 transpo | 2/ | 88 0| 5|0
BP | 2 rt 83 | 62 1| 9| 4 | TFRC/STEAP3 2
GO:
00 36 0.
45 respirat /1 0.| O0]O.
73 | ory 2/ | 88 0| 5|0
BP | O burst 83 | 62 1| 9| 4 | NCF2/NOX1 2
positive
GO: | regulati 42
00 | onof 5/
45 | cell 18 | 0.]| O.|O.
78 | adhesio | 6/ | 86 0| 0| O
BP |5 n 83 |2 1| 6| 4 | SRC/CAV1/IL6/TFRC/ALOX15/MYB 6
GO: | carbohy 19
00 drate 7/
16 cataboli 18 | 0.]| O.|O.
05 |c 4/ | 86 0| 0| O
BP | 2 process | 83 | 2 1| 6| 4 | DDIT4/SLC2A6/PRKAA2/MIOX 4
GO: 30
00 6/
60 | cell 18 | 0.]| 0. | O.
32 chemot | 5/ | 86 0| 0| O
BP |6 axis 83 |2 1| 6| 4 | HSPB1/DUSP1/IL6/MAPK3/ABCC1 5
phenol-
containi
ng
GO: | compou 10
00 nd 6/ 0.
18 metabo 18 | 0.| 0] O.
95 lic 3/ | 86 0| 6|0
BP |8 process | 83 | 2 1| 1| 4 | SLC7A11/DRD4/DUOX1 3
GO: | mitotic 10
00 DNA 6/ 0.
44 | integrity 18 | 0. 0] O.
77 checkp | 3/ | 86 0| 6|0
BP | 4 oint 83 |2 1| 1| 4 | FANCD2/PML/AURKA 3
GO:
00 | sulfur 37 0.
00 | amino /1 0. 0]O.
09 | acid 2/ | 88 0| 6|0
BP | 6 metabo | 83 | 62 1| 1| 4 | SLC7A11/NOX4 2
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lic
process
regulati
GO: | onof
00 keratin 37 0.
10 | ocyte /1 0. 0]O0.
83 prolifer | 2/ | 88 0| 6|0
BP |7 ation 83 | 62 1| 1| 4 | TP63/ZFP36 2
positive
regulati
GO: | onof
19 lamellip 37 0.
02 | odium /1 [ 0.| O]O.
74 | organiz | 2/ | 88 0| 6|0
BP |5 ation 83 | 62 1| 1| 4 | SRC/ENPP2 2
GO: | regulati 30
00 on of 8/ 0.
02 peptide 18 | 0.| O|O.
79 | secretio | 5/ | 86 0| 6|0
BP |1 n 83 |2 1| 1| 4 | NOS2/IL6/DRD4/SLC2A1/ACSL4 5
GO: | acute 10
00 inflam 7/ 0.
02 matory 18 | 0.| O|O.
52 respons | 3/ | 86 0| 6|0
BP |6 e 83 |2 1| 2| 4 | PTGS2/IL6/HAMP 3
regulati
on of
GO: | interfer 10
00 on- 7/ 0.
32 gamma 18 | 0.| O|O.
64 product | 3/ | 86 0| 6|0
BP |9 ion 83 |2 1| 2| 4 | DDIT3/SLC7A5/HRAS 3
positive
regulati
on of
GO: | peptidyl 10
00 | -serine 7/ 0.
33 phosph 18 | 0.| 0] O.
13 orylatio | 3/ | 86 0| 6|0
BP |8 n 83 |2 1| 2| 4 | CAV1/IL6/TFRC 3
regulati
GO: | onof 10
20 DNA 7/ 0.
00 biosynt 18 | 0.| O|O.
27 hetic 3/ | 86 0| 6|0
BP |8 process | 83 | 2 1| 2| 4 | SRC/DUSP1/MAPK3 3
positive
GO: | regulati 20
00 on of o/ 0.
10 peptida 18 | 0.| 0] O.
95 | se 4/ | 86 0| 6|0
BP | 2 activity | 83 | 2 1| 2| 4 | HSF1/PML/CAV1/ALOX12 4
GO: | interleu 10
00 kin-1 8/ 0.
32 beta 18 | 0.| O|O.
61 product | 3/ | 86 0| 6|0
BP |1 ion 83 |2 1| 3| 4 | HSPB1/PML/IL6 3
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GO:
00 neurotr 38 0.
01 ansmitt /1 0.| O0]O.
50 |er 2/ | 88 0| 6|0
BP |4 uptake | 83 | 62 1| 3| 4 | DRD4/SLC38A1 2
GO:
00 | cellular 38 0.
06 | zincion /1 0. 0]O0.
88 homeos | 2/ | 88 0| 6|0
BP | 2 tasis 83 | 62 1| 3| 4 | MT1G/MT3 2
GO:
00 38 0.
32 respons /1 0. 0]O0.
09 |eto 2/ | 88 0| 6|0
BP |4 food 83 | 62 1| 3| 4 | MT3/G6PD 2
neurotr
GO: | ophin
00 | signalin 38 0.
38 |g /1 [ 0.| O]O.
17 pathwa | 2/ | 88 0| 6|0
BP |9 y 83 | 62 1| 3| 4 | SRC/DDIT4 2
transfor
ming
growth
factor
beta
recepto
GO: |r 20
00 | signalin 2/ 0.
07 |g 18 | 0.| O] O.
17 pathwa | 4/ | 86 0| 6|0
BP |9 y 83 |2 1| 3| 4 | HSPA5/SRC/PML/CAV1 4
respons
GO: | eto 20
00 mecha 2/ 0.
09 nical 18 | 0. 0] O.
61 | stimulu | 4/ | 86 0| 6|0
BP | 2 s 83 |2 1| 3| 4 | SRC/ASNS/SLC2A1/MAPK3 4
negativ
e
GO: | regulati 31
00 | onof 2/ 0.
09 cataboli 18 | 0.| O|O.
89 |c 5/ | 86 0| 6|0
BP |5 process | 83 | 2 1| 3| 4 | PML/ZFP36/N0OS2/MT3/DDIT4 5
positive
GO: | regulati 31
00 on of 2/ 0.
51 protein 18 | 0.| 0] O.
22 transpo | 5/ | 86 0| 6|0
BP | 2 rt 83 |2 1| 3| 4 | SRC/TP63/ACSL4/HRAS/BAP1 5
GO: | actin 43
00 | filamen 5/ 0.
07 |t 18 | 0.| 0] O.
01 | organiz | 6/ | 86 0| 6|0
BP |5 ation 83 |2 1| 3| 4 | SRC/NF2/ALOX15/STMN1/CAPG/NOX4 6
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glucose
GO: | transm 10
19 embran 9/ 0.
04 |e 18 | 0.| O|O.
65 | transpo | 3/ | 86 0| 6|0
BP |9 rt 83 |2 1| 3| 4 | SLC2A1/SLC2A6/SLC2A14 3
GO: 11
00 o/ 0.
34 lipid 18 | 0.| O|O.
44 | oxidatio | 3/ | 86 0| 6|0
BP | O n 83 |2 1| 5| 4 | ALOX12/ALOX15/ALOX15B 3
regulati
on of
recepto
r
GO: | signalin 11
19 g o/ 0.
04 pathwa 18 | 0.| O|O.
89 | yvia 3/ | 86 0| 6|0
BP | 2 STAT 83 |2 1| 5| 4 | NF2/CAV1/IL6 3
regulati
on of
intracell
ular
estroge
n
recepto
GO: |r
00 | signalin 39 0.
33 g /1 0. 0]0.
14 pathwa | 2/ | 88 0| 6|0
BP | 6 y 83 | 62 1| 5| 4 | SRC/TP63 2
GO:
00 intestin 39 0.
50 | al /1 0. 0]O.
89 absorpt | 2/ | 88 0| 6| 0
BP | 2 ion 83 | 62 1| 5| 4 | AKR1C1/HAMP 2
negativ
e
regulati
GO: | onof
20 DNA 39 0.
00 biosynt /1 0. 0]0.
27 hetic 2/ | 88 0| 6|0
BP |9 process | 83 | 62 1| 5| 4| SRC/DUSP1 2
GO: 11
00 recepto 1/ 0.
31 r 18 | 0.| 0] O.
62 internal | 3/ | 86 0| 6|0
BP |3 ization 83 |2 1| 5| 4 | CAV1/TFRC/DRD4 3
GO: 11
00 female 1/ 0.
46 sex 18 | 0.| 0] O.
66 differen | 3/ | 86 0| 6| 0
BP | O tiation 83 |2 1| 5| 4 | HSPA5/SRC/TP63 3
GO: 11
19 positive 1/ 0.
05 regulati 18 | 0.| O|O.
95 on of 3/ | 86 0| 6|0
BP |4 lipid 83 |2 1| 5| 4 | PLIN2/CAV1/MYB 3
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localiza
tion
regulati
on of
GO: | carbohy 20
00 | drate 6/ 0.
06 metabo 18 | 0.| O|O.
10 lic 4/ | 86 0| 6|0
BP |9 process | 83 | 2 1| 5| 4 | SRC/DDIT4/SLC2A6/PRKAA2 4
GO: 20
00 regulati 6/ 0.
30 | onof 18 | 0.| O] 0.
10 endocyt | 4/ | 86 0| 6| 0
BP | O osis 83 |2 1| 5| 4 | SRC/CAV1/DRD4/ALOX15 4
GO: 20
00 respons 6/ 0.
70 |eto 18 | 0.| O] O.
55 interleu | 4/ | 86 0| 6|0
BP | 5 kin-1 83 |2 1| 5| 4 | SQSTM1/SRC/IL6/MAPK3 4
GO: 20
00 | cellular 6/ 0.
71 respons 18 | 0.| O|O.
45 eto 4/ | 86 0| 6|0
BP |6 hypoxia | 83 | 2 1| 5| 4 | SRC/PTGS2/MT3/EGLN2 4
GO: 20
00 7/ 0.
30 insulin 18 | 0.| O|O.
o7 secretio | 4/ | 86 0| 6| 0
BP |3 n 83 |2 1| 6| 5| NOS2/IL6/SLC2A1/ACSL4 4
hexose
GO: | transm 11
00 | embran 2/ 0.
08 | e 18 | 0.| 0] O.
64 | transpo | 3/ | 86 0| 6|0
BP | 5 rt 83 |2 1| 6| 5| SLC2A1/SLC2A6/SLC2A14 3
GO: | interfer 11
00 on- 2/ 0.
32 gamma 18 | 0.| O|O.
60 product | 3/ | 86 0| 6|0
BP |9 ion 83 |2 1| 6| 5 | DDIT3/SLC7A5/HRAS 3
GO:
00 DNA 40 0.
06 cataboli /1 0.| O0]O.
30 |c 2/ | 88 0| 6|0
BP | 8 process | 83 | 62 1| 6| 5| HSF1/IL6 2
early
endoso
me to
GO: | late
00 endoso 40 0.
45 me /1 0. 0]O.
02 transpo | 2/ | 88 0| 6| 0
BP | 2 rt 83 | 62 1| 6| 5| SRC/MAPK3 2
GO:
00 40 0.
55 zinc ion /1 0. 0]O.
06 homeos | 2/ | 88 0| 6|0
BP | 9 tasis 83 | 62 1| 6| 5| MTAG/MT3 2
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regulati
on of
transfor
ming
GO: | growth
00 | factor 40 0.
71 beta /1 [ 0.| O]O.
63 product | 2/ | 88 0| 6| 0
BP | 4 ion 83 | 62 1| 6| 5| PTGS2/MYB 2
regulati
on of
GO: | neuroin
01 | flamma 40 0.
50 | tory /1 0. 0]O.
o7 respons | 2/ | 88 0| 6| 0
BP |7 e 83 | 62 1| 6| 5| PTGS2/IL6 2
positive
regulati
on of
GO: | epitheli
19 al cell 40 0.
04 | apoptot /1 0. 0]O0.
03 ic 2/ | 88 0| 6|0
BP | 7 process | 83 | 62 1| 6| 5| AKR1C3/IL6 2
intracell
ular
steroid
hormon
e
recepto
GO: | r 11
00 | signalin 3/ 0.
30 |g 18 | 0.| O|O.
51 pathwa | 3/ | 86 0| 6|0
BP |8 y 83 |2 1| 7| 5| SRC/TP63/EGLN2 3
GO: 20
00 | cell 9/ 0.
00 | cycle 18 | 0.| O|O.
o7 checkp | 4/ | 86 0| 6| 0
BP | 5 oint 83 |2 1| 7| 5 | FANCD2/PML/DUSP1/AURKA 4
GO: 20
00 | chroma 9/ 0.
06 | tin 18 | 0.| O] O.
33 remode | 4/ | 86 0| 6|0
BP | 8 ling 83 |2 1| 7| 5| HELLS/TP63/CDKN2A/MYB 4
regulati
on of
GO: | peptide 20
00 hormon 9/ 0.
90 | e 18 | 0.| 0] O.
27 secretio | 4/ | 86 0| 6|0
BP | 6 n 83 |2 1| 7| 5| NOS2/IL6/SLC2A1/ACSL4 4
negativ
e
GO: | regulati 32
00 | onof 1/ 0.
45 mitotic 18 | 0.| O|O.
93 | cell 5/ | 86 0| 6|0
BP | O cycle 83 |2 1| 7| 5 | FANCD2/PML/DUSP1/AURKA/CDKN2A 5
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stimula
tory C-
type
lectin
recepto
GO: |r 11
00 | signalin 4/ 0.
02 g 18 | 0.| O] 0.
22 pathwa | 3/ | 86 0| 6|0
BP | 3 y 83 |2 1| 8| 5| SRC/NRAS/HRAS 3
GO: 11
00 4/ 0.
06 | glycolyti 18 | 0.| O|O.
09 c 3/ | 86 0| 6|0
BP |6 process | 83 | 2 1| 8| 5 | DDIT4/SLC2A6/PRKAA2 3
monosa
ccharid
e
GO: | transm 11
00 | embran 4/ 0.
15 e 18 | 0.| O|O.
74 | transpo | 3/ | 86 0| 6|0
BP |9 rt 83 |2 1| 8| 5| SLC2A1/SLC2A6/SLC2A14 3
organ
or
tissue
GO: | specific
00 immun 41 0.
02 e /1 0. 0]O.
25 respons | 2/ | 88 0| 6|0
BP |1 e 83 | 62 1| 8| 5| NOS2/IL6 2
GO:
00 41 0.
09 /1 0.|] 0]O0.
26 respons | 2/ | 88 0| 6| 0
BP | 8 etopH | 83 | 62 1| 8| 5| SRC/NOX1 2
GO: | regulati
00 on of 41 0.
10 necrotic /1 0.| O0]O.
93 cell 2/ | 88 0| 6|0
BP |9 death 83 | 62 1| 8| 5| CAV1/MT3 2
GO:
00 prostat 41 0.
30 | egland /1 0. O0]O.
85 develop | 2/ | 88 0| 6| 0
BP | O ment 83 | 62 1| 8| 5| TP63/ALOX15B 2
respons
GO: | eto
00 electric 41 0.
51 | al /1 0.|] 0]O0.
60 | stimulu | 2/ | 88 0| 6|0
BP | 2 s 83 | 62 1| 8| 5| NQO1/SRC 2
pyridine
containi
ng
GO: | compou
00 nd 41 0.
72 metabo /1 0.| O0]O.
52 lic 2/ | 88 0| 6|0
BP | 4 process | 83 | 62 1| 8| 5| PTGS2/NNMT 2
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GO: 44
00 8/ 0.
16 histone 18 | 0.| O|O.
57 modific | 6/ | 86 0| 6|0
BP | O ation 83 |2 1| 8| 5 | MT3/AURKA/MAPK3/MYB/PRKAA2/BAP1 6
GO: | formati 11
00 | onof 5/ 0.
01 primary 18 | 0.| 0] O.
70 germ 3/ | 86 0| 6|0
BP |4 layer 83 |2 1| 8| 5| NF2/DUSP1/TXNRD1 3
GO: | ATP 11
00 | generat 5/ 0.
06 ion 18 | 0.| 0] O.
75 | from 3/ | 86 0| 6|0
BP |7 ADP 83 |2 1| 8| 5 | DDIT4/SLC2A6/PRKAA2 3
cellular
monova
lent
GO: | inorgan 11
00 ic 5/ 0.
30 | cation 18 | 0.| O|O.
00 homeos | 3/ | 86 0| 6|0
BP |4 tasis 83 |2 1| 8| 5| MAFG/NOX1/MAPK3 3
GO: 21
00 2/ 0.
o7 circadia 18 | 0.| O|O.
62 n 4/ | 86 0| 6|0
BP |3 rhythm | 83 | 2 1| 8| 5| PML/NOS2/DRD4/PRKAA2 4
carbohy
drate
GO: | transm 11
00 | embran 6/
34 |e 18 | 0.| 0. 0.
21 transpo | 3/ | 86 0| 0] O
BP |9 rt 83 |2 1| 7| 5| SLC2A1/SLC2A6/SLC2A14 3
GO: | epitheli 11
19 al cell 6/
04 | apoptot 18 | 0.]| 0. | O.
01 ic 3/ | 86 0| 0| O
BP |9 process | 83 | 2 1| 7| 5| AKR1C3/ZFP36/IL6 3
GO:
00 | astrocyt 42
14 | e /1 (0. 0.]0.
00 develop | 2/ | 88 0| 0| O
BP | 2 ment 83 | 62 1| 7| 5| MT3/IL6 2
GO:
00 42
14 respons /1 0. 0.]0.
07 |eto 2/ | 88 0| 0| O
BP |5 amine 83 | 62 1| 7| 5| NQO1/DRD4 2
regulati
on of
GO: | collage
00 n 42
32 biosynt /1 0. 0.]0.
96 hetic 2/ | 88 0| 0| O
BP |5 process | 83 | 62 1| 71| 5| IL6/MYB 2
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transfor
ming
GO: | growth
00 factor 42
71 beta /1 0. 0.]0.
60 product | 2/ | 88 0| 0| O
BP | 4 ion 83 | 62 1| 7| 5| PTGS2/MYB 2
mainte
nance
of
GO: | protein
00 localiza 42
72 | tionin /1 0. 0.]0.
59 organell | 2/ | 88 0| 0| O
BP |5 e 83 | 62 1| 7| 5| HSPA5/PML 2
cellular
respons
GO: | eto 21
00 decreas 4/
36 ed 18 | 0.| 0. | O.
29 oxygen |4/ | 86 0| 0| O
BP | 4 levels 83 |2 1| 7| 5| SRC/PTGS2/MT3/EGLN2 4
GO: 32
00 regulati 8/
10 on of 18 | 0.| 0.] 0.
50 autoph | 5/ | 86 0| 0| O
BP | 6 agy 83 |2 1| 7| 5| HSPB1/MT3/DDIT3/MAPK3/PRKAA2 5
positive
regulati
on of
establis
GO: | hment 32
19 of 8/
04 protein 18 | 0.| 0.] 0.
95 localiza | 5/ | 86 0| 0] O
BP | 1 tion 83 |2 1| 7| 5| SRC/TP63/ACSL4/HRAS/BAP1 5
GO: 11
00 7/
30 adult 18 | 0.]| 0. | O.
53 behavio | 3/ | 86 0| 0| O
BP | 4 r 83 |2 1| 7| 5| SLC7TA11/MAFG/DRD4 3
regulati
on of
GO: | leukocy 33
19 te cell- o/ 0.
03 cell 18 | 0.| O|O.
03 adhesio | 5/ | 86 o| 7] 0
BP | 7 n 83 |2 2| 1| 5| SRC/CAV1/IL6/TFRC/MYB 5
innate
immun
e
respons
e
activati
GO: | ngcell 11
00 | surface 8/ 0.
02 recepto 18 | 0.| O] O.
22 r 3/ | 86 o| 710
BP | O signalin | 83 | 2 2| 1| 5| SRC/NRAS/HRAS 3
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g
pathwa
y
GO: | regulati 11
00 | onof 8/ 0.
42 circadia 18 | 0.| 0] O.
75 n 3/ | 86 o| 710
BP | 2 rhythm | 83 | 2 2| 1| 5| PML/DRD4/PRKAA2 3
GO: | substan
00 | tia 43 0.
21 nigra /1 0. 0]O.
76 | develop | 2/ | 88 o| 710
BP | 2 ment 83 | 62 2| 1| 5| HSPA5/G6PD 2
GO:
00 43 0.
22 ovulatio /1 0. 0]O.
60 ncycle |2/ | 88 o| 7|0
BP | 2 process | 83 | 62 2| 1| 5| HSPA5/SRC 2
GO:
00 icosano 43 0.
32 id /1 0. 0]O.
30 secretio | 2/ | 88 o| 7|0
BP |9 n 83 | 62 2| 1| 5| NOS2/DRD4 2
GO:
00 43 0.
42 respons /1 0.| O0]O.
22 eto 2/ | 88 o| 7] 0
BP | O cocaine | 83 | 62 2| 1| 5| HSPA5/DRD4 2
GO:
00 43 0.
97 ruffle /1 0. O0]O.
17 assemb | 2/ | 88 o| 710
BP | 8 ly 83 | 62 2| 1| 5| CAV1/HRAS 2
vesicle-
mediat
ed
transpo
rt
betwee
GO: | n
00 endoso 43 0.
98 mal /1 0. 0]O.
92 compar | 2/ | 88 0 710
BP | 7 tments | 83 | 62 2| 1| 5| SRC/MAPK3 2
extrinsi
c
apoptot
GO: | ic 21
00 | signalin 7/ 0.
97 g 18 | 0.| O|O.
19 pathwa | 4/ | 86 o 710
BP | 1 y 83 |2 2| 1| 5| SRC/PML/CAV1/ATF3 4
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GO: | respons 11
00 |eto 9/ 0.
01 | acid 18 | 0.| 0] O.
10 | chemic | 3/ | 86 o 710
BP | 1 al 83 |2 2| 1| 5| HSF1/NQO1/ASNS 3
regulati
GO: | onof 11
00 leukocy 9/ 0.
02 |te 18 | 0.| O|O.
68 chemot | 3/ | 86 o| 7|0
BP |8 axis 83 |2 2| 1| 5 | DUSP1/IL6/MAPK3 3
innate
immun
e
respons
e-
GO: | activati 11
00 ng 9/ 0.
02 | signal 18 | 0.| 0] O.
75 transdu | 3/ | 86 o| 7|0
BP | 8 ction 83 |2 2| 1| 5| SRC/NRAS/HRAS 3
regulati
GO: | onof 11
00 interleu 9/ 0.
32 kin-1 18 | 0.| O|O.
65 product | 3/ | 86 o| 7|10
BP | 2 ion 83 |2 2| 1| 5| HSPB1/PML/IL6 3
negativ
e
regulati
on of
ion
GO: | transm 11
00 | embran 9/ 0.
34 |e 18 | 0.| O] O.
76 transpo | 3/ | 86 o| 7|0
BP | 6 rt 83 |2 2| 1| 5| CAV1l/HAMP/DRD4 3
regulati
GO: | onof 11
19 | ATP 9/ 0.
03 metabo 18 | O. 0] 0.
57 lic 3/ | 86 o 710
BP | 8 process | 83 | 2 2| 1| 5| DDIT4/SLC2A6/PRKAA2 3
negativ
e
regulati
on of
G1/S
GO: | transiti 11
20 on of 9/ 0.
00 mitotic 18 | 0.| O|O.
13 cell 3/ | 86 o 710
BP | 4 cycle 83 |2 2| 1| 5| PML/AURKA/CDKN2A 3
regulati
on of
GO: | cell- 21
00 substra 8/ 0.
10 | te 18 | 0.| 0] O.
81 adhesio | 4/ | 86 o| 710
BP | O n 83 |2 2| 1| 5| SRC/NF2/ALOX15/CDKN2A 4
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GO: | hormon 21
00 | e 8/ 0.
42 metabo 18 | 0.| O|O.
44 lic 4/ | 86 o| 710
BP |5 process | 83 | 2 2| 1| 5| AKR1C1/AKR1C2/AKR1C3/DUOX1 4
GO: 12
00 | cellular o/ 0.
34 respons 18 | 0.| O|O.
60 | eto 3/ | 86 o 710
BP |5 heat 83 |2 2| 2| 5| HSF1/MAPK3/DNAJB6 3
negativ
e
regulati
on of
GO: | transm 12
00 | embran o/ 0.
34 |e 18 | 0.| O] O.
76 transpo | 3/ | 86 o| 7|0
BP | 3 rt 83 |2 2| 2| 5| CAV1l/HAMP/DRD4 3
positive
regulati
on of
GO: | immun
00 | oglobuli 44 0.
02 n /1 0.| 0]O0.
63 product | 2/ | 88 o| 7|10
BP |9 ion 83 | 62 2| 2| 5| IL6/TFRC 2
regulati
GO: | onof
00 membr 44 0.
03 ane /1 0.| O0]O0.
25 depolar | 2/ | 88 o| 7|10
BP |4 ization 83 | 62 2| 2| 5| SRC/ALOX12 2
GO: | neuroin
01 flamma 44 0.
50 tory /1 0.| O0]O0.
o7 respons | 2/ | 88 o| 710
BP |6 e 83 | 62 2| 2| 5| PTGS2/IL6 2
GO: #
00 NADPH 12 # | # | #
43 oxidase /1 # | # | #
02 comple |4/ | 95 # | # | #
cC |0 X 83 |20 | # | # | # | NCF2/NOX1/NOX4/DUOX1 4
GO: #
00 | second 16 # | # | #
05 ary /1 # | # | #
76 lysoso 4/ | 95 # | # | #
cC |7 me 83 |20 | # | # | # | SQSTM1/FTH1/NCF2/FTL 4
GO: 10
00 6/ # 3
42 19 # | E-
47 melano | 6/ | 52 # 0
cC |0 some 83 |0 # 4 | O | HSPA5/SLC1A4/TFRC/SLC2A1/CAPG/SLC1A5 6
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GO: 10
00 6/ #1] 3
48 pigmen 19 # | E-
77 |t 6/ |b2 | # | O
cC |0 granule | 83 | O # | 4| O | HSPA5/SLC1A4/TFRC/SLC2A1/CAPG/SLC1A5 6
GO:
00 10 | # | 4
44 /1 # | E-
75 autolys | 3/ | 95 # 0
cC |4 osome |83 |20 | # | 4| O | SQSTM1/FTH1/FTL 3
GO:
00 95 | # | O.
05 /1 #1] O
81 | lipid 5/ 195 | # ] O
cC |1 droplet | 83 |20 | # | 2| O | PLIN2/AIFM2/CAV1/ALOX15/ACSL4 5
GO: 41
00 4/ # | 0.
45 apical 19 # 0
17 | partof |9/ |52 | # | O SLC7A11/NF2/SLC7A5/HAMP/SLC2A1/NOX4/DUOX1/
cc |7 cell 83 |0 # | 2| 0| SLC38A1/ABCC1 9
GO:
00 72 0.
00 heteroc /1 0] 0.
79 hromati | 4/ | 95 0| O
cC |2 n 83 | 20 O| 7| 1| HSF1/HELLS/PML/CDKN2A 4
GO:
00 80 0.
05 /1 0| oO.
90 4/ | 95 0| O
cC |1 caveola | 83 | 20 0| 8| 1| SRC/CAV1/SLC2A1/MAPK3 4
GO: 41
00 6/ 0.
05 | focal 19 0] 0.
92 adhesio | 8/ | 52 0| O | HSPB1/HSPA5/SRC/CAV1/RPL8/NOX4/ALOX15B/MAP
CC |5 n 83 |0 0| 8| 1|K3 8
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GO: 42
00 | cell- 3/ 0.
30 | substra 19 0|O0.
05 |te 8/ | b2 0| O | HSPB1/HSPA5/SRC/CAV1/RPL8/NOX4/ALOX15B/MAP
CC |5 junction | 83 | O 8| 1| K3 8
GO: 24
00 basal o/
09 plasma 19 0.| 0.
92 membr | 6/ | 52 0| 0
CC |5 ane 83 |0 1| 1 | SLC7A5/TFRC/SLC2A1/SLC38A1/SLC1A5/ABCC1 6
GO: 25
00 8/ 0.
45 basal 19 0| O0.
17 part of 6/ | b2 110
cC | 8 cell 83 |0 3| 1| SLC7A5/TFRC/SLC2A1/SLC38A1/SLC1A5/ABCC1 6
GO:
00 12 0.
45 /1 0] oO.
12 pronucl | 2/ | 95 110
CcC |0 eus 83 | 20 7 | 1| SLC2A1/AURKA 2
GO: 11
00 1/ 0.
44 plasma 19 0] 0.
85 membr | 4/ | 52 11 0
cc |3 aneraft | 83 | 0 7 | 1| SRC/CAV1/SLC2A1/MAPK3 4
GO: 11
19 oxidore 1/ 0.
90 ductase 19 0] 0.
20 | comple |4/ | 52 11 0
CC |4 X 83 |0 7 | 1| NCF2/NOX1/NOX4/DUOX1 4
GO: | basolat 21
00 | eral 1/ 0.
16 plasma 19 0| 0.
32 membr | 5/ | 52 210
cC |3 ane 83 |0 6| 2| SLC7A5/TFRC/SLC2A1/SLC38A1/ABCC1 5
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GO: 35
00 | apical 1/ 0.
16 plasma 19 0] 0.
32 membr | 6/ | 52 410
CC | 4 ane 83 |0 0| 4| 4| SLC7A5/SLC2A1/NOX4/DUOX1/SLC38A1/ABCC1 6
GO:
00 74 0.
16 /1 0] 0.
23 inclusio | 3/ | 95 410
CC | 4 nbody |83 |20 0| 4| 4| SQSTM1/MT3/MIOX 3
GO: 37
00 8/ 0.
05 early 19 | 0.| O|O.
76 endoso | 6/ | 52 0| 5|0
CC |9 me 83 |0 1| 9| 5| PML/NF2/CAV1/TFRC/NOX1/MAPK3 6
oxidore
ductase
GO: | activity, 10 #
00 | acting 2/ # | # | #
16 on 12 | 18 # | # | #
65 NAD(P) | /8 |33 | # | # | # | AKR1C1/AKR1C2/AKR1C3/NQO1/AIFM2/NCF2/TXNRD | 1
MF | 1 H 3 7 # | # | # | 1/NOX1/NOX4/NOX5/DUOX1/MIOX 2
superox
ide-
generat
GO: | ing #
00 NAD(P) 11 | # | # | #
16 H /1 # | # | #
17 oxidase | 5/ | 83 # | # | #
MF | 5 activity | 83 | 37 | # | # | # | NCF2/NOX1/NOX4/NOX5/DUOX1 5
GO: #
00 86 | # | # | #
16 | antioxid /1 # | # | #
20 ant 8/ | 83 # | # | #
MF | 9 activity | 83 | 37 | # | # | # | NQO1/PTGS2/MT3/ALB/TXNRD1/SRXN1/GPX2/DUOX1 | 8
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oxidore
ductase
activity,
acting
on
NAD(P)
GO: | H, #
00 oxygen 16 # | # | #
50 as /1 # | # | #
66 | accepto | 5/ | 83 # | # | #
MF | 4 r 83 | 37 # | # | # | NCF2/NOX1/NOX4/NOX5/DUOX1 5
organic
anion
transm
GO: | embran 17 #
00 e 7/ # | # | #
08 transpo 18 # | # | #
51 rter 9/ |33 # | # | # | SLCTA11/SLC1A4/SLC7A5/SLC2A1/SLC2A6/SLC2A14/
MF | 4 activity | 83 |7 # | # | # | SLC38A1/SLC1A5/ABCC1 9
neutral
amino
acid
transm
GO: | embran #
00 e 34 # | # | #
15 transpo /1 # | # | #
17 rter 5/ | 83 # | # | #
MF | 5 activity | 83 | 37 # | # | # | SLCTA11/SLC1A4/SLC7A5/SLC38A1/SLC1AS 5
GO:
00 53 # 2
50 /1 # | E-
66 NADP 5/ | 83 # 0
MF | 1 binding | 83 | 37 # 4 | 0| NOS2/NOX1/NOX5/DU0OX1/G6PD 5
oxidore
ductase
activity,
acting
on
single
donors
with
incorpo
GO: | ration
00 of 25 # 2
16 molecul /1 # | E-
70 ar 4/ | 83 # 0
MF | 1 oxygen | 83 | 37 # 4 | O | ALOX12/ALOX15/ALOX15B/MIOX 4
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GO: 15
00 o/ # 2
05 18 # | E-
50 ironion | 7/ | 33 # 0
MF | 6 binding | 83 | 7 # 4 FTH1/FTL/ALOX12/ALOX15/ALOX15B/EGLN2/MIOX 7
aldo-
GO: | keto
00 reducta 27 # 2
04 | se /1 # | E-
03 (NADP) | 4/ | 83 # 0
MF | 3 activity | 83 | 37 # 4 AKR1C1/AKR1C2/AKR1C3/MIOX 4
L-amino
acid
transm
GO: | embran
00 e 59 # 2
15 | transpo /1 # | E-
17 rter 5/ | 83 # 0
MF | 9 activity | 83 | 37 # 4 SLC7A11/SLC1A4/SLC7A5/SLC38A1/SLC1AS 5
oxidore
ductase
activity,
acting
on
NAD(P)
H,
quinon
eor
GO: | similar
00 compou 60 # 2
16 nd as /1 # | E-
65 accepto | 5/ | 83 # 0
MF | 5 r 83 | 37 # 4 AKR1C1/AKR1C2/AKR1C3/NQO1/AIFM2 5
oxidore
ductase
activity,
acting
on
paired
donors,
with
incorpo
ration
or
GO: | reducti 16
00 | onof o/ # 2
16 molecul 18 # | E-
70 ar 7/ | 33 # 0 AKR1C1/AKR1C2/AKR1C3/FADS2/PTGS2/NOS2/EGLN
MF | 5 oxygen |83 |7 #| 4 2 7
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vitamin
transm
GO: | embran
00 e 29 # 2
90 | transpo /1 # | E-
48 rter 4/ | 83 # 0
MF | 2 activity | 83 | 37 # 4 | 0| SLC2A1/SLC2A6/SLC2A14/ABCC1 4
GO:
00 10 # 2
08 | ferric /1 # | E-
19 iron 3/ | 83 # 0
MF | 9 binding | 83 | 37 # 4 | O | FTH1/FTL/MIOX 3
GO:
00 11 # 3
32 bile /1 # | E-
05 acid 3/ | 83 # 0
MF | 2 binding | 83 | 37 # 4 | 0| AKR1C1/AKR1C2/AKR1C3 3
alditol:
GO: | NADP+
00 1- 12 # 4
04 | oxidore /1 # | E-
03 ductase | 3/ | 83 # 0
MF | 2 activity | 83 | 37 # 4 | 0| AKR1C1/AKR1C2/AKR1C3 3
amino
acid
transm
GO: | embran
00 e 81 # 6
15 transpo /1 # | E-
17 rter 5/ | 83 # 0
MF | 1 activity | 83 | 37 # 4| 0| SLC7A11/SLC1A4/SLC7A5/SLC38A1/SLC1AS 5
flavin
GO: | adenin
00 e 81 # 6
50 | dinucle /1 # | E-
66 otide 5/ | 83 # 0
MF | O binding | 83 | 37 # 4 | 0| AIFM2/NOS2/TXNRD1/NOX4/NOX5 5
GO: 14
00 o/ # 7
20 18 # | E-
03 heme 6/ | 33 # 0
MF | 7 binding | 83 | 7 # 4 | 0| SRC/PTGS2/N0S2/NOX4/NOX5/DUOX1 6
acidic
amino
acid
transm
GO: | embran
00 e 16 # 8
15 | transpo /1 # | E-
17 rter 3/ | 83 # 0
MF | 2 activity | 83 | 37 # 4 | 0| SLC7A11/SLC1A4/SLC1AS 3
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GO:
00 89 # 8
51 | dioxyge /1 # | E-
21 nase 5/ | 83 # 0
MF | 3 activity | 83 | 37 # 4 | 0| PTGS2/ALOX12/ALOX15/ALOX15B/EGLN2 5
GO: 15
00 o/ # 9
46 tetrapyr 18 # | E-
90 role 6/ | 33 # 0
MF | 6 binding | 83 | 7 # 4 | 0| SRC/PTGS2/N0OS2/NOX4/NOX5/DUOX1 6
oxidore
ductase
activity,
acting
on
paired
donors,
with
incorpo
ration
or
reducti
on of
molecul
ar
oxygen,
NAD(P)
H as
one
donor,
and
GO: | incorpo
00 ration 48 # 9
16 of one /1 # | E-
70 | atomof | 4/ | 83 # 0
MF | 9 oxygen | 83 | 37 # 4 | 0| AKR1C1/AKR1C2/AKR1C3/NOS2 4
estradi
ol 17-
GO: | beta-
00 | dehydr 18 | # 9
04 | ogenas /1 # | E-
30 e 3/ | 83 # 0
MF | 3 activity | 83 | 37 # 4 | 0| AKR1C1/AKR1C2/AKR1C3 3
carboxy
lic acid
transm
GO: | embran 15
00 e 7/ # 1
46 transpo 18 # | E-
94 rter 6/ | 33 # 0
MF | 3 activity | 83 | 7 # 3| 0| SLC7A11/SLC1A4/SLC7A5/SLC38A1/SLC1A5/ABCCL 6
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organic
acid
transm
GO: | embran 15
00 e 8/ # 1
05 transpo 18 # | E-
34 rter 6/ | 33 # 0
MF | 2 activity | 83 |7 # 3 SLC7A11/SLC1A4/SLC7A5/SLC38A1/SLC1A5/ABCCL 6
oxidore
ductase
GO: | activity,
00 | acting 19 # 1
16 | on /1 # | E-
72 metal 3/ | 83 # 0
MF | 2 ions 83 | 37 # 3 FTH1/STEAP3/NOX5 3
glucose
transm
GO: | embran
00 e 21 0.
05 | transpo /1 0
35 rter 3/ | 83 0
MF | 5 activity | 83 | 37 0| 1 SLC2A1/SLC2A6/SLC2A14 3
alcohol
dehydr
GO: | ogenas
00 e 21 0.
08 (NADP+ /1 0
10 ) 3/ | 83 0
MF | 6 activity | 83 | 37 0| 1 AKR1C1/AKR1C2/AKR1C3 3
hexose
transm
GO: | embran
00 e 21 0.
15 transpo /1 0
14 rter 3/ | 83 0
MF | 9 activity | 83 | 37 0| 1 SLC2A1/SLC2A6/SLC2A14 3
modifie
d
amino
acid
transm
GO: | embran
00 e 21 0.
72 transpo /1 0
34 rter 3/ | 83 0
MF | 9 activity | 83 | 37 0| 1 SLC7A11/SLC1A4/ABCC1 3
monosa
ccharid
e
transm
GO: | embran
00 e 23 0.
15 transpo /1 0
14 rter 3/ | 83 0
MF | 5 activity | 83 | 37 0| 2 SLC2A1/SLC2A6/SLC2A14 3
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oxidore
ductase
activity,
acting
on
single
donors
with
incorpo
ration
of
molecul
ar
oxygen,
incorpo
GO: | ration
00 of two 24 0.
16 | atoms /1 0
70 of 3/ | 83 0
MF | 2 oxygen | 83 | 37 0| 2| O | ALOX12/ALOX15/ALOX15B 3
GO: 18
00 4/ 0.
31 | carboxy 18 0
40 licacid | 6/ | 33 0
MF | 6 binding | 83 | 7 0| 2| O| AKR1C1/AKR1C2/AKR1C3/NOS2/ALB/EGLN2 6
sugar
transm
GO: | embran
00 e 25 0.
51 transpo /1 0
11 rter 3/ | 83 0
MF | 9 activity | 83 | 37 0| 2| O | SLC2A1/SLC2A6/SLC2A14 3
oxidore
ductase
activity,
acting
on the
CH-OH
group
of
donors,
GO: | NAD or 12
00 NADP o/ 0.
16 as 18 0
61 accepto | 5/ | 33 0
MF | 6 r 83 |7 0| 2| O | AKR1C1/AKR1C2/AKR1C3/G6PD/MIOX 5
GO:
00 26 0.
08 ferrous /1 0
19 iron 3/ | 83 0
MF | 8 binding | 83 | 37 0| 2| O | FTH1/FTL/EGLN2 3
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oxidore
ductase
activity,
acting
on the
CH-CH
group
of
donors,
GO: | NAD or
00 NADP 26 0.
16 as /1 0
62 accepto | 3/ | 83 0
MF | 8 r 83 | 37 2 AKR1C1/AKR1C2/AKR1C3 3
anion
transm
GO: | embran 45
00 e 9/ 0.
08 | transpo 18 0
50 rter 9/ | 33 0 SLC7A11/SLC1A4/SLC7A5/SLC2A1/SLC2A6/SLC2A14/
MF | 9 activity | 83 |7 2 SLC38A1/SLC1A5/ABCC1 9
GO:
00 monoca 71 0.
33 rboxylic /1 0
29 acid 4/ | 83 0
MF | 3 binding | 83 | 37 2 AKR1C1/AKR1C2/AKR1C3/ALB 4
oxidore
ductase
activity,
acting
GO: | on CH- 13
00 OH o/ 0.
16 | group 18 0
61 of 5/ | 33 0
MF | 4 donors |83 | 7 3 AKR1C1/AKR1C2/AKR1C3/G6PD/MIOX 5
steroid
dehydr
ogenas
e
activity,
acting
on the
CH-OH
group
of
donors,
GO: | NAD or
00 NADP 30 0.
33 as /1 0
76 accepto | 3/ | 83 0
MF | 4 r 83 | 37 3 AKR1C1/AKR1C2/AKR1C3 3
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GO: | steroid
00 | dehydr 34 0.
16 | ogenas /1 0
22 e 3/ | 83 0
MF | 9 activity | 83 | 37 0| 4| O| AKR1C1/AKR1C2/AKR1C3 3
carbohy
drate
transm
GO: | embran
00 | e 37 0.
15 transpo /1 0
14 rter 3/ | 83 0
MF | 4 activity | 83 | 37 0| 5| O | SLC2A1/SLC2A6/SLC2A14 3
GO:
00 39 0.
19 /1 0
82 oxygen | 3/ | 83 0
MF | 5 binding | 83 | 37 0| 5| O| ALB/NOX4/EGLN2 3
GO: 16
00 lipid 2/ 0.
05 transpo 18 0
31 rter 5/ | 33 0
MF | 9 activity | 83 |7 0| 6| O| SLC7A11/SLC1A4/SLC2A1/SLC1A5/ABCC1 5
GO:
00 ether 10 0.
16 hydrola /1 0
80 | se 2/ | 83 0
MF | 3 activity | 83 | 37 0| 6| O| ALOX12/ALOX15 2
testost
erone
dehydr
GO: | ogenas
00 |e 10 0.
30 [NAD(P) /1 0
28 | ] 2/ | 83 0
MF | 3 activity | 83 | 37 0| 6| O| AKR1C1/AKR1C3 2
protein
serine/t
GO: | hreonin
00 e/tyrosi 44 0.
04 ne /1 0| 0.
71 Kinase 3/ | 83 0| O
MF | 2 activity | 83 | 37 0| 7| 1| AURKA/MAPK3/PRKAA2 3
hydrola
se
GO: | activity,
00 | acting 11 0.
16 on /1 0] 0.
80 ether 2/ | 83 0| O
MF | 1 bonds 83 | 37 0| 7| 1| ALOX12/ALOX15 2
GO: | small
01 molecul 11 0.
40 |e /1 0| O0.
29 sensor 2/ | 83 0| O
MF | 9 activity | 83 | 37 O| 7| 1| NOX4/EGLN2 2
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GO: 10
00 MOoNOoOX 1/ 0.
04 | ygenas 18 0] 0.
49 e 4/ | 33 0| O
MF | 7 activity | 83 |7 0| 7| 1| AKR1C1/AKR1C2/AKR1C3/N0OS2 4
sulfur
compou
nd
transm
GO: | embran
19 e 48 0.
01 | transpo /1 0| 0.
68 rter 3/ | 83 0| O
MF | 2 activity | 83 | 37 0| 8| 1| SLC7A11/SLC1A4/ABCC1L 3
GO:
00 53 0.
04 peroxid /1 0| 0.
60 | ase 3/ | 83 110
MF | 1 activity | 83 | 37 0| 1| 1| PTGS2/GPX2/DUOX1 3
GO:
00 protein 54 0.
05 kinase /1 0| 0.
08 | C 3/ | 83 110
MF | O binding | 83 | 37 O| 1| 1| HSPB1/SQSTM1/SRC 3
oxidore
ductase
activity,
acting
GO: | on
00 peroxid 57 0.
16 eas /1 0] 0.
68 accepto | 3/ | 83 110
MF | 4 r 83 | 37 0| 3| 1| PTGS2/GPX2/DUOX1 3
C4-
dicarbo
xylate
transm
GO: | embran
00 |e 16 0.
15 transpo /1 0] 0.
55 rter 2/ | 83 11 0
MF | 6 activity | 83 | 37 0| 3| 1| SLC1A4/SLC1A5 2
GO:
00 16 0.
35 histone /1 0] 0.
17 kinase 2/ | 83 110
MF | 3 activity | 83 | 37 0| 3| 1| AURKA/PRKAA2 2
GO: 12
00 heat 3/ 0.
31 | shock 18 0| 0.
07 protein | 4/ | 33 110
MF | 2 binding | 83 | 7 0| 3| 1| HSF1/HSPA5/ZFP36/DNAJB6 4
oxidore
ductase
GO: | activity,
00 | acting 59 0.
16 on the /1 0] 0.
62 CH-CH 3/ | 83 11 0
MF | 7 group 83 | 37 0| 3| 1| AKR1C1/AKR1C2/AKR1C3 3
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of
donors
active
transm
GO: | embran 30
00 | e 1/ 0.
22 | transpo 18 0| 0.
80 rter 6/ | 33 11 0
MF | 4 activity | 83 | 7 0| 3| 1| SLC7A11/SLC1A4/SLC7A5/SLC38A1/SLC1A5/ABCC1 6
GO:
00 60 0.
05 copper /1 0| 0.
50 ion 3/ | 83 1| 0
MF | 7 binding | 83 | 37 0| 4| 1| MT3/ALB/HAMP 3
GO: | protein 32
00 heterod 4/ 0.
46 imerizat 18 0] 0.
98 ion 6/ | 33 11 0
MF | 2 activity | 83 |7 0| 9| 1| HSF1/CAV1/DDIT3/ATF3/MAFG/AURKA 6
GO: 13
00 | electro 8/ 0.
09 n 18 0| 0.
05 transfer | 4/ | 33 110
MF | 5 activity | 83 | 7 0| 9| 1| AIFM2/NCF2/GPX2/NOX4 4
second
ary
active
transm
GO: | embran 23
00 |e 9/ 0.
15 transpo 18 0] 0.
29 rter 5/ | 33 210
MF | 1 activity | 83 | 7 0| 4| 2| SLC7A11/SLC1A4/SLC7A5/SLC38A1/SLC1AS 5
GO:
01 | exogen 77 0.
40 | ous /1 0. 0]O0.
27 protein | 3/ | 83 0| 2|0
MF | 2 binding | 83 | 37 1| 6| 2| ALB/TFRC/SLC1A5 3
dicarbo
xylic
acid
transm
GO: | embran
00 |e 30
05 transpo /1 0.]| 0. 0.
31 rter 2/ | 83 0| 0| O
MF | O activity | 83 | 37 1| 4| 3| SLC1A4/SLC1A5 2
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xenobio
tic
transm
GO: | embran
00 |e 30
42 | transpo /1 0. 0.]0.
91 rter 2/ | 83 0| 0] O
MF | O activity | 83 | 37 1| 4| 3| SLC2A1/ABCC1 2
GO:
00 31 0.
71 14-3-3 /1 0.|] 0]O0.
88 protein | 2/ | 83 0| 4|0
MF | 9 binding | 83 | 37 1| 2| 3| ZFP36/DDIT4 2
protein
serine/t
hreonin
GO: | e
00 kinase 32 0.
30 inhibito /1 0.| 0]O0.
29 r 2/ | 83 0| 4]0
MF | 1 activity | 83 | 37 1| 4| 3 | HSPB1/CDKN2A 2
GO: | ubiquiti 29
00 n 3/
31 protein 18 | 0.]| 0. | O.
62 ligase 5/ | 33 0| 0| O
MF | 5 binding | 83 | 7 1| 5| 4 | SQSTM1/HSPA5/SRC/PML/AURKA 5
GO: 10
00 ubiquiti 1/
32 n-like 18 | 0.| 0. 0.
18 protein | 3/ | 33 0| 0| O
MF | 2 binding | 83 | 7 1| 5| 4 | HSPB1/SQSTM1/PML 3
GO: 10
00 1/
51 chaper 18 | 0.| 0.] 0.
08 | one 3/ | 33 0| 0| O
MF | 7 binding | 83 | 7 1| 5| 4 | HSPA5/ALB/DNAJB6G 3
GO:
00 protein 36 0.
44 | folding /1 0. O0]O.
18 chaper | 2/ | 83 0| 5|0
MF | 3 one 83 | 37 1| 2| 4 | HSPB1/HSPA5S 2
GO:
00 38 0.
42 | SH2 /1 0. O0]O.
16 domain | 2/ | 83 0| 5|0
MF | 9 binding | 83 | 37 1| 7| 4| SQSTM1/SRC 2
GO: | ubiquiti 31
00 | n-like 2/
44 protein 18 | 0.] O.|O.
38 ligase 5/ | 33 0| 0| O
MF | 9 binding | 83 | 7 1| 6| 4 | SQSTM1/HSPA5/SRC/PML/AURKA 5
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#
hsa 41 # | # | #
04 /8 # | # | #
KE | 21 Ferropt |7/ |10 | # | # | #
GG | 6 osis 68 |1 # | # | # | SLCTA11/FTH1/FTL/TFRC/STEAP3/ALOX15/ACSL4 7
Central #
hsa | carbon 70 # | # | #
05 metabo /8 # | # | #
KE | 23 lism in 8 |10 | # | # | # | SLCTA5/SLC2A1/G6PD/NRAS/HRAS/SLC1A5/GLS2/MA
GG | O cancer |68 |1 # | # | # | PK3 8
Chemic
al
carcino
genesis
hsa | - 22 # 2
05 reactive | 11 | 3/ # | E-
KE |20 |oxygen | /6 |81 | # 0 AKR1C1/AKR1C2/AKR1C3/NQO1/SRC/NCF2/NOX1/NO | 1
GG | 8 species | 8 01 | # 4 | 0 | X4/NRAS/HRAS/MAPK3 1
hsa | Seroton 11 # 3
04 | ergic 5/ # | E-
KE | 72 |synaps |8/ |81 | # 0 PTGS2/DUSP1/ALOX12/ALOX15/NRAS/HRAS/ALOX15B
GG | 6 e 68 |01 | # 4| 0| /MAPK3 8
VEGF
hsa | signalin 59 # 4
04 | g /8 # | E-
KE | 37 pathwa | 6/ | 10 | # 0
GG | O y 68 |1 # 4 | O | HSPB1/SRC/PTGS2/NRAS/HRAS/MAPK3 6
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Arachid
hsa | onic 61 # 4
00 | acid /8 # | E-
KE | 59 metabo | 6/ | 10 # 0
GG | O lism 68 | 1 # 4 | 0| AKR1C3/PTGS2/GPX2/ALOX12/ALOX15/ALOX15B 6
Fluid
shear
hsa | stress 13 # 6
05 and 9/ # | E-
KE | 41 atheros | 8/ | 81 # 0 SQSTM1/NQO1/SRC/CAV1/DUSP1/NCF2/NOX1/PRKAA
GG | 8 clerosis | 68 | 01 # 41 012 8
hsa 41 | # 6
05 /8 # | E-
KE | 21 Bladder | 5/ | 10 # 0
GG | 9 cancer |68 |1 # 4 | 0 | SRC/NRAS/HRAS/MAPK3/CDKN2A 5
hsa | Lipid 21 # | O.
05 and 5/ # 0
KE | 41 atheros | 9/ | 81 # 0 HSPA5/SRC/NCF2/DDIT3/IL6/NOX1/NRAS/HRAS/MAP
GG |7 clerosis | 68 | 01 # 2|1 0| K3 9
AGE-
RAGE
signalin
g
pathwa
hsa | yin 10 0.
04 diabetic o/ 0
KE | 93 complic | 6/ | 81 0
GG | 3 ations 68 | 01 0| 4| O | IL6/NOX1/NOX4/NRAS/HRAS/MAPK3 6
C-type
lectin
recepto
r
hsa | signalin 10 0.
04 g 4/ 0
KE | 62 pathwa | 6/ | 81 0
GG | 5 y 68 | 01 0| 4| O | SRC/PTGS2/I1L6/NRAS/HRAS/MAPK3 6
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hsa 31 0.
05 MicroR | 10 | O/ 0
KE | 20 | NAsin /6 | 81 0 TP63/PTGS2/DDIT4/STMN1/NRAS/HRAS/GLS2/MAPK 1
GG | 6 cancer | 8 01 4 | 0| 3/CDKN2A/ABCC1 0
hsa | Renal 69 0.
05 | cell /8 0
KE | 21 | carcino | 5/ | 10 0
GG | 1 ma 68 | 1 5| O | SLC2A1/NRAS/HRAS/MAPK3/EGLN2 5
HIF-1
hsa | signalin 10 0.
04 |g 9/ 0
KE | 06 pathwa | 6/ | 81 0
GG | 6 y 68 | 01 5| O | NOS2/IL6/TFRC/SLC2A1/MAPK3/EGLN2 6
EGFR
tyrosine
kinase
hsa | inhibito 79 0.
01 |r /8 0
KE | 52 resistan | 5/ | 10 0
GG | 1 ce 68 | 1 7 | O | SRC/IL6/NRAS/HRAS/MAPK3 5
Pathwa
ys of
neurod
egener
ation -
hsa | multipl 47 0.
05 |e 12 | 6/ 0
KE | 02 | disease | /6 | 81 0 SQSTM1/HSPA5/PTGS2/N0OS2/GPX2/DDIT3/1L6/NOX1 1
GG | 2 s 8 01 7 | O | /NOX4/NRAS/HRAS/MAPK3 2
hsa 14 0.
04 | Autoph 1/ 0| 0.
KE | 14 | agy- 6/ | 81 1| 0
GG | O animal | 68 | 01 4 | 1| SQSTM1/DDIT4/NRAS/HRAS/MAPK3/PRKAA2 6
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Kaposi
sarcom
a_
associa
ted
hsa | herpesv 19 0.
05 irus 4/ 0] 0.
KE | 16 infectio | 7/ | 81 110
GG | 7 n 68 | 01 0| 4| 1| SRC/ZFP36/PTGS2/1L6/NRAS/HRAS/MAPK3 7
hsa | Endocri 98 0.
01 ne /8 0| 0.
KE | 52 resistan | 5/ | 10 110
GG | 2 ce 68 |1 0| 6| 1| SRC/NRAS/HRAS/MAPK3/CDKN2A 5
Oxytoci
n
hsa | signalin 15 0.
04 | g 4/ 0| 0.
KE | 92 pathwa | 6/ | 81 110
GG | 1 y 68 | 01 0| 9| 1| SRC/PTGS2/NRAS/HRAS/MAPK3/PRKAA2 6
mTOR
hsa | signalin 15 0.
04 | g 5/ 0| 0.
KE | 15 pathwa | 6/ | 81 110
GG | O y 68 | 01 0| 9| 1| DDIT4/SLC7A5/NRAS/HRAS/MAPK3/PRKAA2 6
hsa 15 0.
04 Cellular 6/ 0] 0.
KE | 21 senesc | 6/ | 81 110
GG | 8 ence 68 | 01 0| 9| 1| SQSTM1/IL6/NRAS/HRAS/MAPK3/CDKN2A 6
hsa | Antifola 31 0.
01 |te /8 0| 0.
KE | 52 resistan | 3/ | 10 2|1 0
GG | 3 ce 68 |1 0| 1| 1| IL6/ALOX12/ABCC1 3
hsa | Acute 67 0.
05 myeloid /8 0| 0.
KE | 22 leukemi | 4/ | 10 210
GG | 1 a 68 | 1 0| 2| 1| PML/NRAS/HRAS/MAPK3 4
Human
T-cell
leukemi
hsa | avirus 22 0.
05 1 2/ 0| 0.
KE | 16 infectio | 7/ | 81 210
GG | 6 n 68 | 01 0| 2| 1| ZFP36/1L6/SLC2A1/NRAS/HRAS/MAPK3/CDKN2A 7
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Human
cytome
hsa | galoviru 22 0.
05 |s 5/ 0|O0.
KE | 16 infectio | 7/ | 81 2| 0
GG | 3 n 68 | 01 0| 2| 1| SRC/PTGS2/IL6/NRAS/HRAS/MAPK3/CDKN2A 7
Prolacti
n
hsa | signalin 70 0.
04 | g /8 0] 0.
KE | 91 pathwa | 4/ | 10 2|10
GG | 7 y 68 | 1 0| 2| 1| SRC/NRAS/HRAS/MAPK3 4
hsa | Hepato 16 0.
05 cellular 8/ 0| 0.
KE | 22 carcino | 6/ | 81 2| 0
GG | 5 ma 68 | 01 0| 2| 1| NQO1/TXNRD1/NRAS/HRAS/MAPK3/CDKN2A 6
hsa 72 0.
04 Mitoph /8 0| 0.
KE | 13 | agy- 4/ | 10 210
GG | 7 animal | 68 | 1 0| 2| 1| SQSTM1/SRC/NRAS/HRAS 4
hsa 72 0.
05 /8 0| O0.
KE | 21 Melano | 4/ | 10 210
GG | 8 ma 68 |1 0| 2| 1| NRAS/HRAS/MAPK3/CDKN2A 4
Non-
hsa | small 72 0.
05 | cell /8 0| O0.
KE | 22 lung 4/ | 10 210
GG | 3 cancer |68 |1 0| 2| 1| NRAS/HRAS/MAPK3/CDKN2A 4
p53
hsa | signalin 73 0.
04 | g /8 0| 0.
KE | 11 pathwa | 4/ | 10 210
GG | 5 y 68 | 1 0| 2| 1| AIFM2/STEAP3/RRM2/CDKN2A 4
Thyroid
hormon
e
hsa | signalin 12 0.
04 | g 1/ 0| O0.
KE | 91 pathwa | 5/ | 81 210
GG | 9 y 68 | 01 0| 2| 1| SRC/SLC2A1/NRAS/HRAS/MAPK3 5
Thyroid
hsa | hormon 75 0.
04 |e /8 0| 0.
KE | 91 | synthes | 4/ | 10 2|10
GG | 8 is 68 |1 0| 2| 1| HSPA5/ALB/GPX2/DUOX1 4
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hsa 75 0.
05 /8 0|O0.
KE | 21 4/ | 10 2|10
GG | 4 Glioma |68 |1 0| 2| 1| NRAS/HRAS/MAPK3/CDKN2A 4
hsa 37 0.
05 /8 0|O0.
KE | 21 | Thyroid | 3/ | 10 2|10
GG | 6 cancer |68 |1 0| 2| 1| NRAS/HRAS/MAPK3 3
hsa | Chronic 76 0.
05 myeloid /8 0| 0.
KE | 22 leukemi | 4/ | 10 210
GG | O a 68 |1 0| 2| 1| NRAS/HRAS/MAPK3/CDKN2A 4
hsa 77 0.
05 /8 0|O0.
KE | 14 | Leishm | 4/ | 10 2| 0
GG | O aniasis | 68 | 1 0| 3| 2| PTGS2/NOS2/NCF2/MAPK3 4
Relaxin
hsa | signalin 12 0.
04 | g 9/ 0|O0.
KE | 92 pathwa | 5/ | 81 210
GG | 6 y 68 | 01 0| 5| 2| SRC/NOS2/NRAS/HRAS/MAPK3 5
hsa 38 0.
05 | Alzheim 4/ 0| O0.
KE | 01 |er 9/ | 81 2| O | PTGS2/N0OS2/DDIT3/1L6/NOX1/NOX4/NRAS/HRAS/MA
GG | O disease | 68 | 01 O| 5| 2| PK3 9
FoxO
hsa | signalin 13 0.
04 |g 1/ 0| oO.
KE | 06 pathwa | 5/ | 81 2| 0
GG | 8 y 68 | 01 0| 5| 2| IL6/NRAS/HRAS/MAPK3/PRKAA2 5
ErbB
hsa | signalin 85 0.
04 |g /8 | 0. OfO.
KE | 01 | pathwa | 4/ | 10 o 2|0
GG | 2 y 68 | 1 1| 9| 2 | SRC/NRAS/HRAS/MAPK3 4
Apelin
hsa | signalin 13 0.
04 |g 9/ 0.l O]O.
KE | 37 pathwa | 5/ | 81 0| 3|0
GG |1 y 68 | 01 1| 1| 2 | NOS2/NRAS/HRAS/MAPK3/PRKAA2 5
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hsa 88 0.
04 /8 [ 0. O]O.
KE | 54 | Gap 4/ | 10 o 3|0
GG | O junction | 68 | 1 1| 1| 2 | SRC/NRAS/HRAS/MAPK3 4
GnRH
hsa | signalin 93 0.
04 |g /8 [ 0.| O]O.
KE | 91 pathwa | 4/ | 10 0o 3|0
GG | 2 y 68 | 1 1| 7| 3| SRC/NRAS/HRAS/MAPK3 4
MAPK
hsa | signalin 29 0.
04 |g 4/ 0.| 0]O0.
KE | 01 pathwa | 7/ | 81 0| 5|0
GG | O y 68 | 01 1| 4| 4 | HSPB1/DUSP1/DDIT3/STMN1/NRAS/HRAS/MAPK3 7
hsa 16 0.
05 2/ [0.| O]O.
KE | 16 Hepatiti | 5/ | 81 0| 5|10
GG | 1 sB 68 | 01 1| 4| 4 | SRC/IL6/NRAS/HRAS/MAPK3 5
hsa | Glutathi 58 0.
00 | one /8 0. 0]O.
KE | 48 metabo | 3/ | 10 0| 5|10
GG | O lism 68 | 1 1| 71| 4 | GPX2/RRM2/G6PD 3
hsa 58 0.
05 Endom /8 0. 0]O.
KE | 21 etrial 3/ | 10 0| 5|0
GG | 3 cancer |68 |1 1| 7| 4| NRAS/HRAS/MAPK3 3
hsa | Long- 60
04 | term /8 0. 0.]0.
KE | 73 depress | 3/ | 10 0| 0| O
GG | O ion 68 | 1 1| 6| 4 | NRAS/HRAS/MAPK3 3
hsa 60
04 Mineral /8 0. 0.]0.
KE | 97 absorpt | 3/ | 10 0| 0| O
GG | 8 ion 68 | 1 1| 6| 4 | FTH1/MT1G/FTL 3
hsa | Arginin 22
00 |e /8 [ 0. 0.]0.
KE | 22 biosynt | 2/ | 10 0| 0| O
GG | O hesis 68 | 1 1| 6| 4| NOS2/GLS2 2
Steroid
hsa | hormon 61
00 |e /8 [ 0. 0.]0.
KE | 14 biosynt | 3/ | 10 0| 0] O
GG | O hesis 68 | 1 1| 6| 4 | AKR1C1/AKR1C2/AKR1C3 3
Longevi
ty
regulati
ng
pathwa
hsa |vy- 62 0.
04 multipl /8 [ 0.| O]O.
KE [ 21 | e 3/ | 10 0| 6|0
GG | 3 species | 68 | 1 2| 2| 4| NRAS/HRAS/PRKAA2 3
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hsa 64 0.
04 | GnRH /8 [ 0. O0]O.
KE | 92 secretio | 3/ | 10 0| 6|0
GG | 9 n 68 | 1 2| 6| 4 | NRAS/HRAS/MAPK3 3
Sphing
olipid
hsa | signalin 11 0.
04 |g 9/ 0.] 0]O0.
KE | O7 pathwa | 4/ | 81 0| 6|0
GG | 1 y 68 | 01 2| 9| 5| NRAS/HRAS/MAPK3/ABCC1 4
hsa | Long- 67 0.
04 | term /8 [ 0. O]O.
KE | 72 potenti | 3/ | 10 o| 710
GG | O ation 68 |1 2| 2| 5 | NRAS/HRAS/MAPK3 3
Fc
epsilon
RI
hsa | signalin 68 0.
04 |g /8 [ 0. O0]O.
KE | 66 pathwa | 3/ | 10 o| 710
GG | 4 y 68 | 1 2| 3| 5 | NRAS/HRAS/MAPK3 3

Supplementary Table 6: Ferroptosis associated IncRNAs.

Ferroptosis associated IncRNAs

ferrGene | IncRNA cor pvalue Regulation
2.31E-

BECN1 ABALON 0.52906 28 | postive
1.88E-

Cs ABALON 0.59677 37 | postive
4.02E-

SLC38A1 | ABALON 0.56645 33 | postive
2.21E-

SP1 ABALON 0.58957 36 | postive
1.07E-

DNAJB6 | ACO00123.1 0.52344 27 | postive
4.91E-

FANCD2 | AC002116.2 0.55063 31 | postive
4 .A8E-

STMN1 AC002116.2 0.52665 28 | postive
3.26E-

EGLN2 AC002398.1 0.54417 30 | postive
2.46E-

oTuB1 AC002398.1 0.5371 29 | postive
1.49E-

HBA1 AC002398.2 0.72638 62 | postive
1.37E-

PLIN4 AC002398.2 0.8438 102 | postive
9.05E-

MUC1 AC003070.1 0.57837 35 | postive
6.10E-

PTGS2 AC003070.1 0.67439 51 | postive
1.01E-

PLIN4 AC004130.2 0.57801 34 | postive
2.01E-

ALOX5 AC004540.1 0.53782 29 | postive
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9.01E-

CA9 AC004540.1 0.52408 28 | postive
8.31E-

Ccs AC004540.1 0.55658 32 | postive
1.00E-

CYBB AC004585.1 0.65245 46 | postive
1.78E-

IFNG AC004585.1 0.58332 35 | postive
3.85E-

KRAS AC004803.1 0.50083 25 | postive
5.25E-

ABCC1 AC004812.2 0.50867 26 | postive
3.46E-

oTuB1 AC004812.2 0.51907 27 | postive
2.87E-

FANCD2 | AC004816.1 0.56008 32 | postive
1.24E-

STMN1 AC004816.1 0.59127 36 | postive
1.11E-

PCK2 AC004832.5 0.51465 26 | postive
2.09E-

SCP2 AC004832.5 0.58974 36 | postive
4.37E-

ATM AC004908.1 0.58755 36 | postive
5.15E-

CYBB AC004921.1 0.61331 40 | postive
1.17E-

FANCD2 | AC004943.2 0.53973 29 | postive
2.88E-

NRAS AC004943.2 0.50199 25 | postive
1.95E-

PIK3CA AC004943.2 0.5125 26 | postive
3.00E-

ANOG AC005034.5 0.54445 30 | postive
2.92E-

IREB2 AC005034.5 0.54454 30 | postive
3.93E-

KLHL24 | ACO05034.5 0.5098 26 | postive
7.57E-

PIK3CA AC005034.5 0.53309 29 | postive
1.19E-

ZEB1 AC005034.5 0.50547 25 | postive
1.95E-

PLIN4 AC005046.1 0.58305 35 | postive
9.80E-

HSPB1 AC005076.1 0.52377 28 | postive
2.46E-

ATG16L1 | ACO05104.1 0.50262 25 | postive
3.94E-

ATM AC005104.1 0.55138 31 | postive
2.17E-

SETD1B | AC005104.1 0.52081 27 | postive
2.08E-

ATM AC005253.1 0.5377 29 | postive
6.73E-

SETD1B | AC005253.1 0.52516 28 | postive
1.32E-

SP1 AC005253.1 0.56262 32 | postive
2.27E-

NF2 AC005261.1 0.52065 27 | postive
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5.67E-

ZNF419 | AC005261.1 0.64276 45 | postive
2.03E-

EGLN2 AC005261.3 0.52106 27 | postive
1.94E-

ALOX12 | AC005288.1 0.52123 27 | postive
6.95E-

ATG16L1 | AC005288.1 0.59963 38 | postive
9.08E-

ATM AC005288.1 0.6472 46 | postive
9.68E-

BACH1 AC005288.1 0.55607 32 | postive
2.61E-

BECN1 AC005288.1 0.72539 62 | postive
2.48E-

CHMP5 AC005288.1 0.5451 30 | postive
1.74E-

Cs AC005288.1 0.53009 28 | postive
3.03E-

HIF1A AC005288.1 0.55226 31 | postive
2.79E-

IREB2 AC005288.1 0.6858 53 | postive
3.84E-

MAPK1 AC005288.1 0.68514 53 | postive
6.87E-

MAPK8 AC005288.1 0.57206 34 | postive
1.95E-

MAPK9 AC005288.1 0.53792 29 | postive
1.80E-

NRAS AC005288.1 0.60346 38 | postive
3.29E-

OXSR1 AC005288.1 0.6207 41 | postive
2.06E-

PIK3CA AC005288.1 0.68643 53 | postive
9.23E-

PRKAA1 | AC005288.1 0.52399 28 | postive
7.32E-

RB1 AC005288.1 0.53321 29 | postive
2.12E-

SETD1B | AC005288.1 0.64516 45 | postive
5.32E-

SIRT1 AC005288.1 0.53436 29 | postive
3.65E-

SNX4 AC005288.1 0.55929 32 | postive
4 A6GE-

SP1 AC005288.1 0.74009 66 | postive
1.77E-

ZEB1 AC005288.1 0.57629 34 | postive
1.21E-

ZFP69B | AC005288.1 0.53961 29 | postive
1.48E-

WIPI1 AC005332.6 0.51355 26 | postive
4.03E-

EGLN2 AC005393.1 0.5097 26 | postive
7.20E-

BECN1 AC005670.3 0.54141 30 | postive
4.40E-

ALOX12 | AC005696.1 0.52671 28 | postive
2.42E-

Cs AC005696.1 0.57533 34 | postive
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4.01E-

HBA1 AC005785.1 0.56646 33 | postive
8.81E-

PLIN4 AC005785.1 0.68341 53 | postive
4.28E-

ACO1 AC005920.4 0.50947 26 | postive
8.94E-

GLS2 AC005920.4 0.5066 26 | postive
3.42E-

EGLN2 AC006213.3 0.57424 34 | postive
2.56E-

ZNF419 | AC006213.4 0.55282 31 | postive
7.02E-

HELLS AC006213.5 0.55714 32 | postive
3.80E-

HSPB1 AC006273.1 0.58796 36 | postive
3.33E-

ALOX12 | AC0O06435.2 0.50141 25 | postive
1.17E-

ZNF419 | AC007066.2 0.56301 32 | postive
9.14E-

SOCS1 AC007220.1 0.5154 27 | postive
2.82E-

ALOX12 | ACO07406.4 0.52835 28 | postive
4.68E-

ATG16L1 | ACO07406.4 0.56596 33 | postive
2.08E-

ATM AC007406.4 0.63381 43 | postive
4.47E-

IREB2 AC007406.4 0.61989 41 | postive
6.66E-

MAPK1 AC007406.4 0.61261 40 | postive
1.35E-

MAPKS8 AC007406.4 0.50498 25 | postive
1.22E-

OXSR1 AC007406.4 0.50537 25 | postive
4.53E-

PIK3CA AC007406.4 0.55091 31 | postive
1.87E-

RB1 AC007406.4 0.51266 26 | postive
2.36E-

SETD1B | ACO07406.4 0.58247 35 | postive
5.72E-

SIRT1 AC007406.4 0.54222 30 | postive
5.54E-

SP1 AC007406.4 0.66956 50 | postive
1.63E-

ZEB1 AC007406.4 0.53033 28 | postive
1.37E-

IREB2 AC007637.1 0.55491 31 | postive
5.54E-

HRAS ACO07773.1 0.59364 37 | postive
8.06E-

HSPB1 ACO07773.1 0.59254 37 | postive
6.28E-

ABCC1 AC008074.2 0.50798 26 | postive
4.90E-

CYBB AC008105.2 0.55833 32 | postive
2.22E-

ALOX12 | AC008124.1 0.50302 25 | postive
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7.89E-

ATM AC008124.1 0.50709 26 | postive
4 .83E-

GABPB1 | AC008124.1 0.58029 35 | postive
1.31E-

SP1 AC008124.1 0.55506 31 | postive
5.96E-

HRAS AC008443.4 0.53395 29 | postive
8.71E-

HSPB1 AC008443.4 0.57848 35 | postive
5.43E-

DPP4 AC008549.1 0.53428 29 | postive
3.74E-

PANX1 AC008549.1 0.58801 36 | postive
8.39E-

PEBP1 AC008549.1 0.53272 29 | postive
4.71E-

HRAS AC008608.2 0.53479 29 | postive
4.21E-

HSPB1 AC008608.2 0.55883 32 | postive
1.12E-

RPLS AC008608.2 0.51461 26 | postive
1.71E-

HRAS AC008610.1 0.61003 39 | postive
3.57E-

HSPB1 AC008610.1 0.66542 49 | postive
1.33E-

NOS2 AC008708.1 0.57717 34 | postive
5.88E-

ZNF419 | ACO08735.2 0.51707 27 | postive
8.32E-

SETD1B | ACO08735.4 0.51575 27 | postive
1.44E-

DUOX2 AC008736.1 0.86698 114 | postive
1.95E-

MUC1 AC008736.1 0.64536 45 | postive
7.77E-

IREB2 AC008764.2 0.52463 28 | postive
4.73E-

MAPK1 AC008764.2 0.50908 26 | postive
8.73E-

ATM AC008770.3 0.53258 29 | postive
4.85E-

IREB2 AC008770.3 0.52636 28 | postive
3.61E-

EGLN2 AC008915.2 0.55933 32 | postive
5.89E-

HRAS AC008915.2 0.52564 28 | postive
7.03E-

SLC40A1 | ACO08966.1 0.50753 26 | postive
7.46E-

CYBB AC008972.2 0.50731 26 | postive
1.25E-

EGLN2 AC009065.4 0.52286 27 | postive
1.84E-

HRAS AC009065.4 0.62825 42 | postive
1.19E-

HSPB1 AC009065.4 0.59141 36 | postive
3.98E-

ABCC1 AC009120.2 0.5007 25 | postive
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1.35E-

ABCC1 AC009133.1 0.50497 25 | postive
9.94E-

HRAS AC009275.1 0.52372 28 | postive
9.76E-

HSPB1 AC009275.1 0.54035 30 | postive
4.32E-

KRAS AC009318.2 0.50943 26 | postive
1.01E-

HRAS AC009686.2 0.54023 29 | postive
2.07E-

HSPB1 AC009686.2 0.61578 40 | postive
6.79E-

ATM AC010186.3 0.53349 29 | postive
5.46E-

PCK2 AC010205.1 0.54238 30 | postive
5.97E-

ZNF419 | AC010326.3 0.60006 38 | postive
7.95E-

PCK2 AC010336.2 0.59258 37 | postive
2.53E-

ATG4D AC010503.4 0.53699 29 | postive
2.81E-

DPP4 AC010531.5 0.58194 35 | postive
5.98E-

HRAS AC010531.6 0.54206 30 | postive
2.89E-

HSPB1 AC010531.6 0.61488 40 | postive
5.93E-

RGS4 AC010547.2 0.5577 32 | postive
6.50E-

HRAS AC010618.3 0.53364 29 | postive
3.45E-

ALOX12 | AC010834.3 0.51908 27 | postive
7.22E-

ATM AC010834.3 0.61861 41 | postive
7.78E-

IREB2 AC010834.3 0.54908 31 | postive
3.53E-

MAPK1 AC010834.3 0.51021 26 | postive
3.22E-

MAPK8 AC010834.3 0.50154 25 | postive
1.23E-

PIK3CA AC010834.3 0.53134 28 | postive
2.09E-

SETD1B | AC010834.3 0.58973 36 | postive
9.15E-

SP1 AC010834.3 0.62407 42 | postive
6.42E-

EGLN2 AC010969.2 0.50789 26 | postive
4.71E-

EGLN2 AC011445.1 0.61355 40 | postive
1.01E-

ABCC1 ACO11462.4 0.51502 26 | postive
2.64E-

EGLN2 AC011468.1 0.57506 34 | postive
8.34E-

ZNF419 | AC011468.1 0.59244 37 | postive
1.80E-

HBA1 AC011472.4 0.52151 27 | postive
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2.21E-

DUOX1 AC011477.1 0.51201 26 | postive
3.28E-

SLC2A1 | AC012615.1 0.55965 32 | postive
7.43E-

ALOX12 | AC012615.6 0.52479 28 | postive
1.39E-

SETD1B | AC012615.6 0.50487 25 | postive
1.50E-

HSF1 AC012676.1 0.54683 30 | postive
3.28E-

RPL8 AC012676.1 0.51927 27 | postive
1.50E-

CYBB AC015819.1 0.55461 31 | postive
2.01E-

ATM AC015849.3 0.53781 29 | postive
2.68E-

SETD1B | AC015849.3 0.575 34 | postive
3.91E-

GABPB1 | AC015871.3 0.51861 27 | postive
1.28E-

HRAS AC015912.3 0.62917 42 | postive
1.35E-

HSPB1 AC015912.3 0.67763 51 | postive
4.20E-

PTGS2 AC015922.2 0.57361 34 | postive
3.14E-

GABPB1 | AC016355.1 0.5816 35 | postive
7.89E-

HSPB1 AC016405.3 0.53295 29 | postive
6.22E-

RPL8 AC016405.3 0.60644 39 | postive
1.90E-

PROM2 AC016590.3 0.52131 27 | postive
9.59E-

RGS4 AC016735.1 0.64147 45 | postive
2.57E-

DRD4 AC018638.7 0.74099 66 | postive
1.56E-

FANCD2 | AC018690.1 0.50442 25 | postive
3.52E-

OXSR1 AC018690.1 0.51022 26 | postive
3.79E-

ATF4 AC018904.1 0.50089 25 | postive
3.11E-

PLIN4 AC019197.1 0.5107 26 | postive
2.56E-

DUOX1 AC020907.4 0.51146 26 | postive
1.75E-

GLS2 AC020978.4 0.60354 38 | postive
3.43E-

PROM2 AC021016.1 0.5191 27 | postive
1.85E-

FANCD2 | AC022007.1 0.55393 31 | postive
3.06E-

SP1 AC022150.2 0.51953 27 | postive
1.14E-

ZNF419 | AC022150.2 0.54776 30 | postive
8.35E-

KRAS AC022364.1 0.61822 41 | postive
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1.63E-

ATF4 AC024060.2 0.53034 28 | postive
1.92E-

ATM AC024075.1 0.51256 26 | postive
3.25E-

IREB2 AC024075.1 0.5815 35 | postive
1.07E-

MAPKZ1 AC024075.1 0.548 30 | postive
4.77E-

SETD1B | AC024075.1 0.52642 28 | postive
9.07E-

SP1 AC024075.1 0.51543 27 | postive
2.29E-

HRAS AC025048.4 0.6505 46 | postive
7.03E-

HSPB1 AC025048.4 0.56465 33 | postive
1.53E-

HIF1A AC026356.1 0.56214 32 | postive
1.93E-

SLC38A1 | AC026356.1 0.55378 31 | postive
1.19E-

CDKN2A | AC026401.3 0.61101 39 | postive
2.17E-

FANCD2 | AC026401.3 0.58273 35 | postive
7.18E-

G6PD AC026401.3 0.53328 29 | postive
2.44E-

MAPK3 AC026401.3 0.60905 39 | postive
5.36E-

PHKG2 AC026401.3 0.55034 31 | postive
8.39E-

SLC1A5 | AC026401.3 0.59242 37 | postive
8.13E-

STMN1 AC026401.3 0.64747 46 | postive
6.07E-

MT1G AC026461.2 0.80386 86 | postive
2.75E-

EGLN2 AC026803.1 0.55259 31 | postive
5.49E-

HRAS AC026803.1 0.51733 27 | postive
1.62E-

HRAS AC026979.2 0.58362 35 | postive
1.97E-

HSPB1 AC026979.2 0.62806 42 | postive
8.76E-

ATM AC027097.1 0.50668 26 | postive
5.47E-

EGLN2 AC027644.3 0.6068 39 | postive
7.36E-

HRAS AC027644.3 0.62464 42 | postive
4.15E-

HSPB1 AC027644.3 0.56635 33 | postive
5.65E-

GABPB1 | AC034236.2 0.50839 26 | postive
3.28E-

PEBP1 AC036176.1 0.50146 25 | postive
1.63E-

ATM AC037459.2 0.59719 37 | postive
5.91E-

PIK3CA AC037459.2 0.50822 26 | postive
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1.46E-

SP1 AC037459.2 0.53073 28 | postive
8.01E-

EGLN2 AC046143.2 0.59922 38 | postive
3.36E-

HRAS AC046143.2 0.5743 34 | postive
1.74E-

GCLC AC055720.2 0.50399 25 | postive
3.77E-

ATF4 AC055822.1 0.50091 25 | postive
1.04E-

SP1 AC055855.1 0.51489 26 | postive
1.79E-

ABCC1 AC060766.3 0.52154 27 | postive
7.08E-

CAV1 AC060766.3 0.53333 29 | postive
5.63E-

ABCC1 AC060766.6 0.57982 35 | postive
9.83E-

CAV1 AC060766.6 0.55602 32 | postive
3.45E-

PML AC060766.6 0.51908 27 | postive
1.75E-

DUOX1 AC061975.6 0.51292 26 | postive
2.17E-

ASNS AC061992.2 0.53754 29 | postive
7.65E-

BECN1 AC067852.2 0.67885 52 | postive
7.27E-

FANCD2 | AC068756.1 0.51627 27 | postive
2.21E-

HRAS AC069281.2 0.56093 32 | postive
1.30E-

HSPB1 AC069281.2 0.60437 38 | postive
2.50E-

ANOG AC073046.1 0.50255 25 | postive
2.17E-

ATM AC073046.1 0.6218 41 | postive
4 81E-

BACH1 AC073046.1 0.50901 26 | postive
2.81E-

IREB2 AC073046.1 0.64447 45 | postive
1.87E-

MAPK1 AC073046.1 0.61606 40 | postive
8.03E-

PIK3CA AC073046.1 0.58572 36 | postive
1.34E-

PRKAA1 | ACO73046.1 0.50502 25 | postive
1.10E-

SETD1B | AC073046.1 0.5983 37 | postive
1.32E-

SP1 AC073046.1 0.61699 40 | postive
3.13E-

ZEB1 AC073046.1 0.51945 27 | postive
1.24E-

SETD1B | ACO73575.2 0.5053 25 | postive
5.64E-

EGLN2 AC073896.4 0.54227 30 | postive
6.73E-

HRAS AC073896.4 0.65339 47 | postive
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3.84E-

HSPB1 AC073896.4 0.60132 38 | postive
2.01E-

EGLN2 AC074212.1 0.58985 36 | postive
1.76E-

RPL8 AC074212.1 0.52159 27 | postive
2.47E-

HSPB1 AC078846.1 0.52034 27 | postive
1.99E-

DRD4 AC078909.2 0.54586 30 | postive
2.79E-

DPP4 AC078993.1 0.52838 28 | postive
1.18E-

PANX1 AC078993.1 0.55542 31 | postive
3.76E-

CYBB AC079015.1 0.64377 45 | postive
1.35E-

PML AC079015.1 0.51392 26 | postive
2.59E-

IL33 AC079305.1 0.50241 25 | postive
3.07E-

SCP2 AC079848.1 0.51076 26 | postive
1.12E-

ATM AC084018.1 0.51463 26 | postive
6.20E-

SETD1B | AC084018.1 0.61281 40 | postive
1.54E-

SP1 AC084018.1 0.51342 26 | postive
2.24E-

ULK1 AC084018.1 0.55328 31 | postive
1.01E-

SLC1A5 | AC087501.4 0.56348 32 | postive
3.10E-

CHMP6 AC087741.2 0.55983 32 | postive
7.21E-

HRAS AC087741.2 0.5163 27 | postive
4.56E-

PANX1 AC090150.1 0.50015 25 | postive
1.64E-

GABPB1 | AC090517.2 0.57653 34 | postive
3.92E-

ATG7 AC090559.1 0.50981 26 | postive
2.04E-

CYBB AC090559.1 0.82545 94 | postive
6.35E-

HIF1A AC090559.1 0.58643 36 | postive
1.88E-

JDP2 AC090559.1 0.52982 28 | postive
1.64E-

PML AC090559.1 0.56932 33 | postive
4.01E-

RB1 AC090559.1 0.51851 27 | postive
6.28E-

TLR4 AC090559.1 0.62506 42 | postive
1.46E-

YWHAE AC090617.5 0.53894 29 | postive
1.54E-

ATM AC091057.1 0.5134 26 | postive
7.92E-

ELAVL1 AC091057.1 0.50707 26 | postive
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1.18E-

FANCD2 | AC091057.1 0.76357 72 | postive
6.82E-

HELLS AC091057.1 0.6887 54 | postive
5.24E-

HMGB1 | AC091057.1 0.5581 32 | postive
1.94E-

MAPK1 AC091057.1 0.52123 27 | postive
9.91E-

MAPK8 AC091057.1 0.50619 26 | postive
7.50E-

OXSR1 AC091057.1 0.52476 28 | postive
1.46E-

RRM2 AC091057.1 0.5908 36 | postive
6.69E-

SETD1B | AC091057.1 0.54959 31 | postive
1.07E-

SP1 AC091057.1 0.60494 38 | postive
3.62E-

STMN1 AC091057.1 0.63241 43 | postive
5.64E-

VEGFA AC091057.1 0.52581 28 | postive
1.94E-

YY1AP1 | AC091057.1 0.51252 26 | postive
3.78E-

HSPB1 AC091488.1 0.50995 26 | postive
2.64E-

NQO1 AC092115.3 0.70426 57 | postive
3.42E-

ABCC1 AC092118.1 0.544 30 | postive
1.34E-

NF2 AC092171.2 0.53923 29 | postive
2.75E-

LPCAT3 AC092941.1 0.53671 29 | postive
5.12E-

DUOX2 AC093001.1 0.55818 32 | postive
6.80E-

PROM2 AC093010.2 0.53348 29 | postive
2.18E-

ATM AC093227.1 0.52927 28 | postive
2.01E-

MAPK1 AC093227.1 0.51239 26 | postive
4.61E-

MAPKS8 AC093227.1 0.58043 35 | postive
4.39E-

SIRT1 AC093227.1 0.52673 28 | postive
5.92E-

SP1 AC093227.1 0.55771 32 | postive
2.79E-

ZNF419 | AC093227.1 0.51112 26 | postive
3.52E-

EPAS1 AC093278.2 0.55176 31 | postive
1.06E-

ZEB1 AC093278.2 0.51483 26 | postive
7.39E-

IREB2 AC093752.2 0.55697 32 | postive
1.48E-

NRAS AC098484.1 0.55466 31 | postive
1.87E-

SCP2 AC099508.2 0.52984 28 | postive
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1.72E-

ATG3 AC099850.3 0.53013 28 | postive
3.66E-

ATG5 AC099850.3 0.50103 25 | postive
1.40E-

AURKA AC099850.3 0.51376 26 | postive
3.26E-

ELAVL1 AC099850.3 0.54417 30 | postive
6.82E-

FANCD2 | AC099850.3 0.73169 64 | postive
2.77TE-

HELLS AC099850.3 0.63885 44 | postive
5.99E-

HMGB1 AC099850.3 0.50816 26 | postive
9.84E-

MAPK1 AC099850.3 0.51511 27 | postive
3.59E-

NRAS AC099850.3 0.61429 40 | postive
8.30E-

OXSR1 AC099850.3 0.54092 30 | postive
3.52E-

PIK3CA AC099850.3 0.5439 30 | postive
7.17E-

RRM2 AC099850.3 0.71951 61 | postive
7.36E-

SLC1A5 | AC099850.3 0.52483 28 | postive
8.46E-

SP1 AC099850.3 0.54085 30 | postive
3.39E-

STMN1 AC099850.3 0.64402 45 | postive
9.54E-

ZFP6OB | AC099850.3 0.5782 35 | postive
8.30E-

HBA1 AC100793.4 0.65826 48 | postive
2.62E-

PLIN4 AC100793.4 0.79653 83 | postive
7.07E-

HBA1 AC104463.2 0.54148 30 | postive
1.89E-

PLIN4 AC104463.2 0.59676 37 | postive
2.01E-

ATM AC104532.2 0.5378 29 | postive
1.31E-

SIRT1 AC104532.2 0.50509 25 | postive
2.38E-

SP1 AC104532.2 0.50274 25 | postive
2.95E-

MT3 AC105118.1 0.60852 39 | postive
7.46E-

PHKG2 AC106820.3 0.50731 26 | postive
7.66E-

PLIN4 AC106897.1 0.52468 28 | postive
6.50E-

MAPK1 AC107027.3 0.52528 28 | postive
2.97E-

SNX4 AC107027.3 0.50186 25 | postive
1.42E-

SP1 AC107027.3 0.53905 29 | postive
5.46E-

SLC38A1 | AC107959.3 0.57992 35 | postive
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8.79E-

ATM AC108010.1 0.57129 34 | postive
7.37E-

IREB2 AC108010.1 0.62464 42 | postive
8.45E-

PIK3CA AC108010.1 0.5488 31 | postive
1.18E-

SETD1B | AC108010.1 0.52307 27 | postive
2.35E-

SP1 AC108010.1 0.53726 29 | postive
1.08E-

ZEB1 AC108010.1 0.52342 27 | postive
1.76E-

EGLN2 AC108047.1 0.5216 27 | postive
3.79E-

HRAS AC108047.1 0.55151 31 | postive
1.10E-

HSPB1 AC108047.1 0.55564 31 | postive
4.22E-

CYBB AC108134.3 0.61385 40 | postive
4.10E-

ATM AC108449.2 0.55891 32 | postive
2.17E-

IREB2 AC108449.2 0.60294 38 | postive
7.33E-

MAPK1 AC108449.2 0.53321 29 | postive
1.95E-

PIK3CA AC108449.2 0.60324 38 | postive
1.19E-

RB1 AC108449.2 0.52305 27 | postive
3.76E-

SP1 AC108449.2 0.53559 29 | postive
1.45E-

ZEB1 AC108449.2 0.54695 30 | postive
7.35E-

IL6 AC108451.2 0.54134 30 | postive
1.03E-

KRAS AC108451.2 0.54812 30 | postive
2.05E-

ABCC1 AC108463.2 0.52951 28 | postive
3.23E-

VLDLR AC108463.2 0.51933 27 | postive
9.51E-

EGLN2 AC108673.3 0.52388 28 | postive
3.88E-

HRAS AC109322.1 0.62026 41 | postive
8.18E-

HSF1 AC109322.1 0.55663 32 | postive
4.25E-

HSPB1 AC109322.1 0.63779 44 | postive
2.57E-

RPL8 AC109322.1 0.74472 67 | postive
1.45E-

ATM AC109460.2 0.60407 38 | postive
9.54E-

IREB2 AC109460.2 0.51523 27 | postive
1.66E-

PIK3CA AC109460.2 0.53848 29 | postive
4.96E-

PRKAA1 | AC109460.2 0.55828 32 | postive
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3.66E-

SETD1B | AC109460.2 0.58114 35 | postive
1.84E-

SP1 AC109460.2 0.56894 33 | postive
3.32E-

CYBB AC110995.1 0.5596 32 | postive
5.18E-

OXSR1 AC112220.2 0.52612 28 | postive
1.91E-

EGLN2 AC112491.1 0.59673 37 | postive
3.58E-

WIPI2 AC113145.1 0.55936 32 | postive
1.47E-

ABCC1 AC116351.1 0.69181 54 | postive
2.43E-

SLC38A1 | AC116351.1 0.56806 33 | postive
4.42E-

TP53 AC116914.2 0.50028 25 | postive
8.83E-

HRAS AC117386.2 0.50664 26 | postive
4.41E-

HSPB1 AC117386.2 0.50028 25 | postive
2.83E-

ZNF419 | AC120053.1 0.54466 30 | postive
2.94E-

ELAVL1 AC124045.1 0.51968 27 | postive
3.05E-

DDIT3 AC124798.1 0.50175 25 | postive
2.83E-

SLC38A1 | AC124798.1 0.52833 28 | postive
1.44E-

SP1 AC125257.1 0.50473 25 | postive
8.19E-

HELLS AC127024.4 0.5489 31 | postive
1.30E-

SETD1B | AC127024.4 0.55511 31 | postive
4.68E-

SP1 AC127024.4 0.50912 26 | postive
3.10E-

ATF4 AC127024.5 0.50169 25 | postive
2.95E-

FANCD2 | AC127024.5 0.5109 26 | postive
5.71E-

ZNF419 | AC127024.5 0.52576 28 | postive
1.74E-

Cs AC127521.1 0.51293 26 | postive
3.92E-

PROM2 AC127521.1 0.50076 25 | postive
1.24E-

RGS4 AC127521.1 0.56282 32 | postive
9.14E-

SLC38A1 | AC129510.1 0.50651 26 | postive
4.01E-

SP1 AC129510.1 0.55899 32 | postive
8.40E-

HRAS AC131009.3 0.56408 33 | postive
1.50E-

HSPB1 AC131009.3 0.62876 42 | postive
6.33E-

FANCD2 | AC132807.2 0.50794 26 | postive
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7.40E-

HELLS AC132938.1 0.50734 26 | postive
1.89E-

ALOX5 AC133644.1 0.52133 27 | postive
8.05E-

IREB2 AC135050.5 0.53287 29 | postive
7.24E-

PLIN4 AC135507.1 0.54932 31 | postive
4.96E-

SCP2 AC137056.1 0.5089 26 | postive
2.35E-

ATM AC138028.4 0.55312 31 | postive
2.31E-

EGLN2 AC138207.2 0.51184 26 | postive
4. 71E-

HRAS AC138207.2 0.56594 33 | postive
3.50E-

CAV1 AC138207.4 0.51903 27 | postive
4.69E-

CYBB AC138207.4 0.55847 32 | postive
1.55E-

PML AC138207.4 0.58374 35 | postive
1.35E-

CYBB AC138207.5 0.70111 56 | postive
5.02E-

PML AC138207.5 0.60056 38 | postive
4.71E-

GPX4 AC138696.2 0.56595 33 | postive
4.00E-

HSPB1 AC138696.2 0.53537 29 | postive
9.76E-

CHMP6 AC139530.1 0.58514 36 | postive
1.19E-

HRAS AC139530.1 0.55539 31 | postive
1.05E-

ATM AC145098.1 0.56335 32 | postive
1.08E-

CAPG AC145098.1 0.56327 32 | postive
2.89E-

CYBB AC145098.1 0.78164 78 | postive
7.40E-

PML AC145098.1 0.54132 30 | postive
3.47E-

TLR4 AC145098.1 0.52758 28 | postive
4.89E-

HELLS AC145207.5 0.50895 26 | postive
2.47E-

SRXN1 AC145207.8 0.59598 37 | postive
1.71E-

TXNRD1 | AC145207.8 0.56178 32 | postive
4. 54E-

PLIN4 AC145423.1 0.57336 34 | postive
1.09E-

DPP4 AC231981.1 0.51473 26 | postive
2.47E-

ALOX12 | AC232271.1 0.5026 25 | postive
7.02E-

ATM AC232271.1 0.50754 26 | postive
7.15E-

SP1 AC232271.1 0.51633 27 | postive
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1.55E-

ATM AC243960.1 0.56948 33 | postive
5.17E-

CYBB AC243960.1 0.52612 28 | postive
1.33E-

IFNG AC243960.1 0.5842 35 | postive
4.26E-

ATG4D AC245041.1 0.50949 26 | postive
5.25E-

DUOX2 AC245041.1 0.60043 38 | postive
3.80E-

MUC1 AC245041.1 0.50088 25 | postive
5.75E-

ABCC1 AC245041.2 0.63704 44 | postive
5.15E-

PROM2 AC245041.2 0.73985 66 | postive
2.23E-

ABCC1 AF131215.6 0.59627 37 | postive
1.42E-

PROM2 AF131215.6 0.53083 28 | postive
1.74E-

CAV1 AGAP2-AS1 0.52163 27 | postive
6.24E-

HIC1 AGAP2-AS1 0.52543 28 | postive
2.53E-

PLIN4 AGAP2-AS1 0.64472 45 | postive
1.40E-

ATM ALO31600.1 0.51378 26 | postive
2.87E-

SETD1B | AL031600.1 0.56008 32 | postive
2.61E-

ATM ALO31714.1 0.58216 35 | postive
1.68E-

FBXW7 AL0O31714.1 0.50412 25 | postive
1.32E-

SETD1B | ALO31714.1 0.56262 32 | postive
7.36E-

SP1 ALO31714.1 0.54927 31 | postive
1.76E-

NRAS AL031985.3 0.53828 29 | postive
1.54E-

ZFP69B ALO31985.3 0.84786 104 | postive
3.56E-

AKR1C2 | AL0O33397.1 0.50114 25 | postive
9.25E-

SRXN1 ALO33397.1 0.50646 26 | postive
1.80E-

TXNRD1 | ALO33397.1 0.5462 30 | postive
8.24E-

ATF4 ALO35071.1 0.51579 27 | postive
2.37E-

oTuB1 ALO35071.1 0.52049 27 | postive
3.00E-

SLC1A5 | ALO35446.1 0.51084 26 | postive
5.17E-

VLDLR ALO35446.1 0.64855 46 | postive
8.89E-

EGLN2 ALO35461.2 0.53252 29 | postive
1.05E-

FANCD2 | ALO35461.2 0.54009 29 | postive
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6.20E-

NF2 ALO35461.2 0.52546 28 | postive
1.74E-

SLC1A5 | ALO35461.2 0.53832 29 | postive
1.55E-

STMN1 ALO35461.2 0.58375 35 | postive
1.77E-

PROM2 ALO49555.1 0.6162 40 | postive
1.07E-

PROM2 AL049629.1 0.55574 31 | postive
1.94E-

ATM AL049840.2 0.56877 33 | postive
2.92E-

FBXW7 AL0O49840.2 0.51971 27 | postive
1.23E-

SETD1B | AL049840.2 0.50535 25 | postive
3.32E-

ATG16L1 | AL0O49840.3 0.51045 26 | postive
5.23E-

MAPK1 AL049840.3 0.55042 31 | postive
9.09E-

ATG16L1 | AL0O49840.4 0.50653 26 | postive
1.19E-

ATM AL0O49840.4 0.51438 26 | postive
4.49E-

MAPK1 AL049840.4 0.54306 30 | postive
4.27E-

SETD1B | AL049840.4 0.56626 33 | postive
1.74E-

FANCD2 | AL0O50341.2 0.51293 26 | postive
2.70E-

GABPB1 | AL0O50341.2 0.58897 36 | postive
3.13E-

STMN1 ALO50341.2 0.52796 28 | postive
7.01E-

DRD4 AL109615.3 0.61869 41 | postive
1.47E-

ALOX12 | AL118506.1 0.51359 26 | postive
3.81E-

IREB2 AL118506.1 0.54363 30 | postive
9.61E-

PIK3CA AL118506.1 0.53224 29 | postive
1.43E-

SP1 AL118506.1 0.50475 25 | postive
1.88E-

PLIN4 AL118558.3 0.62818 42 | postive
1.07E-

PLIN4 AL118558.4 0.51479 26 | postive
6.17E-

EGLN2 AL121832.2 0.55757 32 | postive
5.94E-

RPLS AL121832.2 0.5652 33 | postive
7.54E-

DUOX2 AL122035.1 0.51612 27 | postive
7.61E-

HIF1A AL122035.1 0.67391 51 | postive
5.38E-

IREB2 AL132639.2 0.52598 28 | postive
5.02E-

ATM AL132989.1 0.56574 33 | postive
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6.68E-

IREB2 AL132989.1 0.50774 26 | postive
1.08E-

SETD1B | AL132989.1 0.53182 28 | postive
1.64E-

SP1 AL132989.1 0.57652 34 | postive
1.16E-

ALOX12 | AL133355.1 0.53156 28 | postive
1.25E-

ATG4D AL133355.1 0.51419 26 | postive
6.48E-

Cs AL133355.1 0.59318 37 | postive
1.61E-

SP1 AL133355.1 0.54659 30 | postive
3.50E-

CYBB AL133371.2 0.7208 61 | postive
2.20E-

PML AL133371.2 0.52076 27 | postive
2.63E-

TLR4 AL133371.2 0.50235 25 | postive
1.15E-

SOCS1 AL137186.2 0.51451 26 | postive
4.74E-

PLIN4 AL139260.1 0.67986 52 | postive
1.23E-

ZNF419 | AL139287.1 0.51427 26 | postive
7.20E-

DUOX1 AL139288.1 0.56458 33 | postive
6.28E-

ALOX12 | AL139349.1 0.55751 32 | postive
2.80E-

ATM AL157392.3 0.51111 26 | postive
2.18E-

SETD1B | AL157392.3 0.56098 32 | postive
1.96E-

SP1 AL157392.3 0.60322 38 | postive
6.66E-

YY1AP1 AL157392.3 0.5252 28 | postive
1.26E-

ZNF419 | AL157392.3 0.51417 26 | postive
5.14E-

VLDLR AL157394.1 0.57297 34 | postive
1.14E-

PCK2 AL161668.4 0.60476 38 | postive
2.16E-

SCP2 AL161668.4 0.53755 29 | postive
1.13E-

EGLN2 AL161729.3 0.53983 29 | postive
7.99E-

PRKAA2 | AL163953.1 0.51591 27 | postive
1.35E-

IREB2 AL353804.1 0.50498 25 | postive
2.27E-

PIK3CA AL353804.1 0.51191 26 | postive
9.50E-

SIRT1 AL353804.1 0.54839 31 | postive
2.21E-

SP1 AL353804.1 0.55332 31 | postive
3.22E-

IREB2 AL354733.3 0.51057 26 | postive
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3.66E-

SETD1B | AL354733.3 0.50103 25 | postive
4.06E-

SIRT1 AL354733.3 0.51846 27 | postive
2.53E-

ABCC1 AL354836.1 0.537 29 | postive
5.17E-

PROM2 AL354836.1 0.51755 27 | postive
2.32E-

FANCD2 | AL355488.1 0.54533 30 | postive
8.97E-

HELLS AL355488.1 0.50658 26 | postive
3.13E-

HRAS AL357079.1 0.51068 26 | postive
1.56E-

VLDLR AL359076.1 0.52205 27 | postive
3.83E-

HNF4A AL359915.1 0.51869 27 | postive
4.19E-

ALOX12 | AL360181.2 0.51835 27 | postive
2.22E-

SETD1B | AL360181.2 0.5533 31 | postive
2.18E-

SIRT1 AL360181.2 0.5208 27 | postive
3.47E-

SP1 AL360181.2 0.50124 25 | postive
1.43E-

KRAS AL365226.1 0.56975 33 | postive
1.16E-

ATM AL365361.1 0.62345 41 | postive
6.98E-

PROM2 AL390719.2 0.53339 29 | postive
4.77E-

HSPB1 AL391056.1 0.55074 31 | postive
1.87E-

RPL8 AL391056.1 0.57612 34 | postive
1.76E-

GOT1 AL391684.1 0.667 49 | postive
3.14E-

HRAS AL441992.1 0.50164 25 | postive
4.54E-

IREB2 AL450326.1 0.51805 27 | postive
2.64E-

SNX4 AL450326.1 0.51134 26 | postive
4.82E-

TXNRD1 | AL512353.1 0.51782 27 | postive
8.05E-

NOX1 AL591686.1 0.81151 89 | postive
1.21E-

DRD4 AL596223.2 0.61098 39 | postive
8.42E-

SLC2A6 | AL596223.2 0.50683 26 | postive
4.96E-

VLDLR AL596244.1 0.50889 26 | postive
5.59E-

HBA1 AL596442.2 0.59361 37 | postive
3.38E-

PLIN4 AL596442.2 0.63257 43 | postive
5.23E-

FANCD2 | AL606489.1 0.57292 34 | postive
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5.48E-

SP1 AL606489.1 0.52591 28 | postive
7.04E-

STMN1 AL606489.1 0.50753 26 | postive
2.40E-

YY1AP1 AL606489.1 0.57534 34 | postive
1.87E-

ABCC1 AL607028.1 0.52984 28 | postive
2.67E-

PROM2 AL607028.1 0.52004 27 | postive
2.27E-

ATG4D AL645608.7 0.51192 26 | postive
1.12E-

PROM2 AL645608.7 0.52328 27 | postive
1.86E-

GABPB1 | AL662844.4 0.51268 26 | postive
5.23E-

ATF4 AL671710.1 0.55811 32 | postive
2.22E-

MUC1 AL691482.3 0.53746 29 | postive
1.93E-

PTGS2 AL691482.3 0.65631 47 | postive
4.50E-

IREB2 AL731577.2 0.55861 32 | postive
3.52E-

KLHL24 | AL731577.2 0.50118 25 | postive
4.98E-

SIRT1 AL731577.2 0.53459 29 | postive
1.65E-

SNX4 AL731577.2 0.52183 27 | postive
5.12E-

ATM ANKRD10-IT1 0.58012 35 | postive
4.84E-

SETD1B | ANKRD10-IT1 0.52637 28 | postive
7.56E-

SP1 ANKRD10-IT1 0.57892 35 | postive
1.08E-

ATG4D APO00757.1 0.51478 26 | postive
2.64E-

Cs APO00757.1 0.57505 34 | postive
3.46E-

ABCC1 AP000759.1 0.5103 26 | postive
2.87E-

oTuB1 AP000873.1 0.51101 26 | postive
6.28E-

EGLN2 AP000892.3 0.57234 34 | postive
3.04E-

RPLS AP000892.3 0.57461 34 | postive
7.43E-

EPAS1 AP001189.3 0.54923 31 | postive
5.92E-

ZEB1 AP001189.3 0.54209 30 | postive
8.89E-

PLIN4 AP001437.1 0.5639 33 | postive
4.49E-

ABCC1 AP001453.2 0.53496 29 | postive
3.36E-

oTuB1 AP001453.2 0.50137 25 | postive
5.38E-

PROM2 AP001453.2 0.5174 27 | postive

RRJMB| Volume 12 | Issue 2|June, 2023

e-ISSN: 2320-3528

386



Research & Reviews: Journal of Microbiology and Biotechnology

1.32E-

SLC38A1 | AP001453.2 0.5311 28 | postive
2.65E-

EGLN2 AP001505.1 0.58212 35 | postive
2.41E-

HRAS AP001505.1 0.56066 32 | postive
1.54E-

VLDLR AP002336.2 0.53055 28 | postive
3.12E-

EGLN2 AP002360.1 0.51069 26 | postive
2.80E-

HRAS AP002360.1 0.60222 38 | postive
7.42E-

HSPB1 AP002360.1 0.50733 26 | postive
8.62E-

CHMP6 AP002748.4 0.50674 26 | postive
1.07E-

CYBB AP002954.1 0.74975 68 | postive
1.65E-

IFNG AP002954.1 0.53851 29 | postive
1.38E-

HRAS AP003068.1 0.59766 37 | postive
8.84E-

HSPB1 AP003068.1 0.64727 46 | postive
4.57E-

RPLS AP003068.1 0.5349 29 | postive
2.89E-

TXNRD1 | AP003119.1 0.51974 27 | postive
9.11E-

DDIT3 AP003171.1 0.52404 28 | postive
7.55E-

RPL8 AP003352.1 0.53311 29 | postive
9.70E-

ATM AP003392.1 0.59867 38 | postive
2.60E-

DUOX2 AP003392.1 0.52863 28 | postive
8.06E-

PIK3CA AP003392.1 0.54102 30 | postive
2.60E-

SETD1B | AP003392.1 0.54495 30 | postive
3.76E-

SP1 AP003392.1 0.54367 30 | postive
1.64E-

HRAS AP003419.3 0.50421 25 | postive
1.58E-

EGLN2 AP004609.3 0.56943 33 | postive
1.63E-

SP1 AP005899.1 0.56932 33 | postive
3.80E-

ACVR1B | AP006621.4 0.50088 25 | postive
1.23E-

DUOX2 AP006621.4 0.61093 39 | postive
3.09E-

MUC1 AP006621.4 0.5195 27 | postive
7.83E-

HRAS ARF4-AS1 0.55678 32 | postive
3.56E-

HSPB1 ARF4-AS1 0.58123 35 | postive
2.40E-

RPLS8 ARF4-AS1 0.53719 29 | postive
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5.56E-

oTuB1 ARRDC1-AS1 0.51728 27 | postive
3.83E-

NRAS ATP1A1-AS1 0.55147 31 | postive
2.68E-

PLIN4 ATPGVOE2-AS1 | 0.50227 25 | postive
7.99E-

NF2 BACE1-AS 0.54105 30 | postive
2.47E-

oTuB1 BACE1-AS 0.54512 30 | postive
2.74E-

HELLS Clorf220 0.56767 33 | postive
4.18E-

ATG16L1 | C20rf49-DT 0.5005 25 | postive
3.08E-

ATG16L1 | CAPN10O-DT 0.50171 25 | postive
3.18E-

S0CSs1 CCR5AS 0.59525 37 | postive
3.51E-

ABCC1 CD27-AS1 0.55177 31 | postive
8.38E-

CS CD27-AS1 0.50685 26 | postive
4.05E-

ISCU CD27-AS1 0.50063 25 | postive
CH17- 8.02E-

HRAS 340M24.3 0.57157 34 | postive
2.12E-

PML CHROMR 0.53763 29 | postive
1.12E-

ATM CR936218.1 0.62354 41 | postive
8.77E-

IREB2 CR936218.1 0.50667 26 | postive
5.96E-

MAPK1 CR936218.1 0.51702 27 | postive
3.28E-

PIK3CA CR936218.1 0.52779 28 | postive
4.59E-

PRKAA1 | CR936218.1 0.5092 26 | postive
1.59E-

SETD1B | CR936218.1 0.59726 37 | postive
4.99E-

SP1 CR936218.1 0.59394 37 | postive
1.57E-

ISCU CRIM1-DT 0.53047 28 | postive
6.70E-

CS CTBP1-DT 0.51657 27 | postive
2.99E-

MAPK1 CTBP1-DT 0.51962 27 | postive
1.20E-

SP1 CTBP1-DT 0.55536 31 | postive
5.86E-

HRAS CYTOR 0.58667 36 | postive
2.52E-

HSPB1 CYTOR 0.54505 30 | postive
2.44E-

SCP2 DHRS4-AS1 0.55299 31 | postive
4.53E-

FANCD2 | DLEU2 0.52661 28 | postive
1.10E-

HELLS DLEU2 0.53175 28 | postive
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3.52E-

HMGB1 DLEU2 0.50118 25 | postive
3.67E-

EGLN2 DM1-AS 0.51006 26 | postive
2.05E-

oTuB1 DNAJC9-AS1 0.51232 26 | postive
8.61E-

ANOG6 EBLN3P 0.51562 27 | postive
3.51E-

ATM EBLN3P 0.64393 45 | postive
1.74E-

CHMP5 EBLN3P 0.67211 50 | postive
8.63E-

IREB2 EBLN3P 0.63019 43 | postive
1.35E-

KLHL24 | EBLN3P 0.56992 33 | postive
1.58E-

MAPK1 EBLN3P 0.5837 35 | postive
6.02E-

MAPK8 EBLN3P 0.51698 27 | postive
9.57E-

NFE2L2 EBLN3P 0.50633 26 | postive
1.83E-

OXSR1 EBLN3P 0.50379 25 | postive
5.24E-

PIK3CA EBLN3P 0.67965 52 | postive
2.20E-

PRKAA1 | EBLN3P 0.56095 32 | postive
8.79E-

SETD1B | EBLN3P 0.57128 34 | postive
1.74E-

SIRT1 EBLN3P 0.53831 29 | postive
4.63E-

SNX4 EBLN3P 0.54295 30 | postive
1.72E-

SP1 EBLN3P 0.65117 46 | postive
6.06E-

ZEB1 EBLN3P 0.60002 38 | postive
6.48E-

Cs EIF3J-DT 0.5167 27 | postive
9.61E-

GABPB1 | EIF3J-DT 0.52384 28 | postive
1.67E-

SP1 EIF3J-DT 0.52179 27 | postive
3.96E-

HSPB1 ELFN1-AS1 0.55903 32 | postive
2.97E-

CAV1 EPB41L4A-DT | 0.51088 26 | postive
1.87E-

ABCC1 FAM111A-DT 0.6282 42 | postive
1.31E-

ATM FAM111A-DT 0.53933 29 | postive
9.83E-

PIK3CA FAM111A-DT 0.50623 26 | postive
1.81E-

SLC38A1 | FAM111A-DT 0.54619 30 | postive
5.05E-

SP1 FAM111A-DT 0.60054 38 | postive
3.73E-

ATG4D FAM201A 0.51 26 | postive
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4.52E-

CS FAM201A 0.50019 25 | postive
8.75E-

SLC38A1 | FAM201A 0.52419 28 | postive
1.21E-

ACVR1B | FBXL19-AS1 0.50543 25 | postive
1.16E-

CS FBXL19-AS1 0.53973 29 | postive
3.48E-

DUOX2 FBXL19-AS1 0.58129 35 | postive
2.29E-

SLC38A1 | FBXL19-AS1 0.51189 26 | postive
2.32E-

SP1 FBXL19-AS1 0.55316 31 | postive
1.41E-

ANOG6 FGD5-AS1 0.5624 32 | postive
7.89E-

ATG16L1 | FGD5-AS1 0.51595 27 | postive
2.24E-

ATM FGD5-AS1 0.56831 33 | postive
2.01E-

BACH1 FGD5-AS1 0.52109 27 | postive
1.34E-

BECN1 FGD5-AS1 0.59774 37 | postive
1.33E-

IREB2 FGD5-AS1 0.69201 54 | postive
9.61E-

KLHL24 | FGD5-AS1 0.56365 33 | postive
7.58E-

MAPK1 FGD5-AS1 0.68848 54 | postive
1.41E-

MAPK8 FGD5-AS1 0.59089 36 | postive
3.87E-

NFE2L2 FGD5-AS1 0.50081 25 | postive
9.54E-

NRAS FGD5-AS1 0.56367 33 | postive
1.04E-

OXSR1 FGD5-AS1 0.68783 53 | postive
2.89E-

PIK3CA FGD5-AS1 0.68572 53 | postive
2.74E-

SETD1B FGD5-AS1 0.58201 35 | postive
6.91E-

SIRT1 FGD5-AS1 0.55719 32 | postive
1.16E-

SNX4 FGD5-AS1 0.65211 46 | postive
7.50E-

SP1 FGD5-AS1 0.69317 55 | postive
3.37E-

ZEB1 FGD5-AS1 0.51916 27 | postive
1.29E-

HBA1 FLJ20021 0.54736 30 | postive
1.12E-

PLIN4 FLJ20021 0.62355 41 | postive
1.04E-

GABPB1 | FLJ37453 0.50599 25 | postive
6.12E-

RPL8 FOXP4-AS1 0.64815 46 | postive
8.23E-

ATF4 GAS5 0.54888 31 | postive
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3.13E-

RPL8 GAS5 0.65518 47 | postive
4.73E-

DPP4 GCC2-AS1 0.56593 33 | postive
1.30E-

PANX1 GCC2-AS1 0.61078 39 | postive
7.42E-

STMN1 GIHCG 0.51619 27 | postive
5.74E-

oTuB1 GPRC5D-AS1 0.52574 28 | postive
4.45E-

AKR1C3 | GSEC 0.54309 30 | postive
2.12E-

G6PD GSEC 0.5685 33 | postive
3.70E-

MAFG GSEC 0.50099 25 | postive
3.06E-

NQO1 GSEC 0.50175 25 | postive
5.20E-

PGD GSEC 0.5261 28 | postive
3.00E-

PTGS2 HCG11 0.76219 72 | postive
2.59E-

ATG16L1 | HCG18 0.52016 27 | postive
2.26E-

CS HCG18 0.54543 30 | postive
2.28E-

MAPK1 HCG18 0.50291 25 | postive
1.85E-

MAPK14 | HCG18 0.59009 36 | postive
3.47E-

SP1 HCG18 0.5813 35 | postive
6.78E-

IFNG HLA-DQB1-AS1 | 0.53349 29 | postive
1.01E-

HSPB1 HMGA1P4 0.54023 29 | postive
2.09E-

ABCC1 HMGN3-AS1 0.5457 30 | postive
2.96E-

HNF4A HNF4A-AS1 0.55234 31 | postive
2.92E-

PCK2 HNF4A-AS1 0.52821 28 | postive
2.02E-

SCP2 HNF4A-AS1 0.52108 27 | postive
4.51E-

CAV1 HOTAIRM1 0.50019 25 | postive
1.30E-

HBA1 HOTAIRM1 0.58428 35 | postive
1.12E-

HIC1 HOTAIRM1 0.68291 52 | postive
1.97E-

PLIN4 HOTAIRM1 0.73764 65 | postive
1.27E-

HBA1 HOXB-AS1 0.56275 32 | postive
1.48E-

HIC1 HOXB-AS1 0.53069 28 | postive
9.01E-

PLIN4 HOXB-AS1 0.80339 86 | postive
6.61E-

ATM INE1 0.51662 27 | postive

RRJMB| Volume 12 | Issue 2|June, 2023

e-ISSN: 2320-3528

391



Research & Reviews: Journal of Microbiology and Biotechnology

3.15E-

SETD1B | INE1 0.50162 25 | postive
4.18E-

CA9 ITGB1-DT 0.63783 44 | postive
3.59E-

Cs ITGB1-DT 0.5011 25 | postive
1.22E-

CYBB ITGB2-AS1 0.6172 40 | postive
2.33E-

IFNG ITGB2-AS1 0.56076 32 | postive
7.70E-

FANCD2 | KDM4A-AS1 0.54118 30 | postive
3.48E-

HSPB1 KMT2E-AS1 0.51904 27 | postive
4.81E-

PROM2 KRT7-AS 0.51783 27 | postive
4.24E-

HNF4A LBX2-AS1 0.5183 27 | postive
8.32E-

ATM LENG8-AS1 0.50688 26 | postive
2.18E-

SP1 LENG8-AS1 0.51207 26 | postive
3.66E-

ZNF419 | LENGS8-AS1 0.51885 27 | postive
7.67E-

FANCD2 | LINCO0205 0.5072 26 | postive
4.39E-

STMN1 LINCO0205 0.52673 28 | postive
2.02E-

ZNF419 | LINCO0205 0.50339 25 | postive
7.37E-

ATM LINCO0265 0.61233 40 | postive
1.35E-

PML LINCO0265 0.53101 28 | postive
2.71E-

PTGS2 LINC00265 0.51123 26 | postive
2.40E-

SETD1B LINCO0265 0.51169 26 | postive
1.91E-

SLC38A1 | LINCO0O265 0.5538 31 | postive
2.56E-

SP1 LINCO0265 0.5287 28 | postive
4.01E-

ABCC1 LINC00342 0.55132 31 | postive
4.96E-

PROM2 LINCO0342 0.58716 36 | postive
2.09E-

PLIN4 LINC0O0622 0.57578 34 | postive
2.37E-

CAV1 LINCO0839 0.50276 25 | postive
3.61E-

HIC1 LINCO0839 0.53574 29 | postive
2.61E-

PML LINCO0839 0.52862 28 | postive
5.78E-

SLC1A5 LINCO0839 0.51713 27 | postive
1.39E-

ATM LINCO0909 0.50485 25 | postive
1.16E-

SP1 LINCO0909 0.55547 31 | postive
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3.41E-

EPAS1 LINC00924 0.50131 25 | postive
7.24E-

ATM LINCO0926 0.57189 34 | postive
2.35E-

NQO1 LINCO0942 0.58249 35 | postive
9.84E-

TXNRD1 | LINCO0942 0.53215 29 | postive
2.76E-

ATG4D LINCO0992 0.52842 28 | postive
3.43E-

Cs LINC00992 0.50129 25 | postive
1.31E-

ABCC1 LINCO1011 0.52271 27 | postive
1.92E-

SCP2 LINC01018 0.67689 51 | postive
4.21E-

GPX4 LINC01023 0.50047 25 | postive
3.29E-

CcDh44 LINCO1116 0.51926 27 | postive
6.36E-

SLC1A5 LINCO1116 0.64248 45 | postive
3.28E-

VLDLR LINCO1116 0.62674 42 | postive
3.43E-

DPP4 LINCO1124 0.58827 36 | postive
1.48E-

PANX1 LINCO1124 0.57684 34 | postive
1.53E-

STMN1 LINC01194 0.50449 25 | postive
5.49E-

FANCD2 | LINCO1224 0.5259 28 | postive
2.02E-

HELLS LINCO1224 0.5034 25 | postive
2.14E-

STMN1 LINCO1224 0.54562 30 | postive
1.63E-

SLC40A1 | LINCO1269 0.53856 29 | postive
9.53E-

PIK3CA LINC01278 0.53227 29 | postive
1.64E-

SP1 LINC01278 0.50422 25 | postive
5.76E-

WIPI2 LINCO1474 0.53408 29 | postive
8.03E-

SOCS1 LINCO1503 0.50702 26 | postive
7.53E-

ALOX12 LINCO1521 0.52474 28 | postive
1.19E-

BECN1 LINCO1521 0.52305 27 | postive
5.82E-

CS LINCO1521 0.54215 30 | postive
4.39E-

IREB2 LINCO1521 0.52672 28 | postive
2.08E-

MAPK1 LINCO1521 0.55352 31 | postive
9.65E-

PIK3CA LINCO1521 0.52383 28 | postive
6.67E-

SP1 LINCO1521 0.54168 30 | postive
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1.54E-

CA9 LINCO1559 0.55454 31 | postive
7.39E-

ATM LINC01560 0.5162 27 | postive
8.90E-

GABPB1 | LINCO1560 0.50661 26 | postive
1.18E-

IREB2 LINC01560 0.50549 25 | postive
4.69E-

PIK3CA LINCO1560 0.55847 32 | postive
4.39E-

SP1 LINC01560 0.57347 34 | postive
2.00E-

GPX2 LINCO1770 0.50342 25 | postive
4.51E-

SLC38A1 | LINCO1836 0.50926 26 | postive
1.93E-

ATM LINC01857 0.50357 25 | postive
4.35E-

CYBB LINCO1857 0.59434 37 | postive
3.21E-

IFNG LINCO1871 0.67077 50 | postive
1.22E-

CYBB LINC0O1943 0.59131 36 | postive
2.82E-

IFNG LINC01943 0.63881 44 | postive
3.70E-

PCK2 LINC02028 0.52735 28 | postive
2.99E-

ABCC1 LINC02035 0.65529 47 | postive
6.56E-

ALOX12 LINC0O2035 0.53361 29 | postive
8.74E-

CAV1 LINCO2035 0.51557 27 | postive
3.11E-

PIK3CA LINC02035 0.51947 27 | postive
5.59E-

PROM2 LINCO2035 0.5654 33 | postive
3.58E-

SP1 LINC02035 0.52747 28 | postive
1.01E-

DUOX2 LINCO2041 0.57802 34 | postive
2.40E-

CYBB LINC02084 0.61538 40 | postive
3.35E-

IFNG LINCO2084 0.69479 55 | postive
3.43E-

PML LINCO2084 0.50129 25 | postive
2.87E-

HSPB1 LINC0O2313 0.55244 31 | postive
2.26E-

ABCC1 LINCO2331 0.52915 28 | postive
7.14E-

DUOX2 LINCO2331 0.50748 26 | postive
7.13E-

IFNG LINCO2446 0.81165 89 | postive
1.09E-

TXNRD1 | LINCO2561 0.53995 29 | postive
2.18E-

DPP4 LINCO2637 0.51208 26 | postive
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4.42E-

IL33 LINC02889 0.58056 35 | postive
3.79E-

DRD4 LMNTD2-AS1 0.81492 90 | postive
9.35E-

HBA1 LNCTAM34A 0.67346 51 | postive
9.85E-

PLIN4 LNCTAM34A 0.80053 85 | postive
2.00E-

AKR1C1 | LUCAT1 0.66671 49 | postive
1.25E-

AKR1C2 | LUCAT1 0.50528 25 | postive
1.92E-

AKR1C3 | LUCAT1 0.54599 30 | postive
3.76E-

PGD LUCAT1 0.57395 34 | postive
6.10E-

SQSTM1 | LUCAT1 0.52552 28 | postive
1.61E-

SRXN1 LUCAT1 0.62259 41 | postive
1.08E-

TXNRD1 | LUCAT1 0.65766 47 | postive
1.15E-

SLC1A5 MACORIS 0.54774 30 | postive
1.73E-

MT3 MAFA-AS1 0.53835 29 | postive
MAPKAPK5- 1.90E-

ATF4 AS1 0.50363 25 | postive
MAPKAPK5- 3.44E-

DDIT3 AS1 0.51031 26 | postive
MAPKAPK5- 4.43E-

EGLN2 AS1 0.52669 28 | postive
MAPKAPK5- 8.31E-

HRAS AS1 0.68353 53 | postive
MAPKAPK5- 2.00E-

HSPB1 AS1 0.56126 32 | postive
MAPKAPK5- 2.06E-

OoTuB1 AS1 0.60309 38 | postive
3.44E-

ALOX12 MCCC1-AS1 0.50128 25 | postive
3.23E-

RPLS8 MHENCR 0.51932 27 | postive
1.99E-

HRAS MINCR 0.52961 28 | postive
3.20E-

HSPB1 MINCR 0.60829 39 | postive
2.55E-

RPLS8 MINCR 0.67127 50 | postive
2.43E-

CYBB MIR155HG 0.76251 72 | postive
2.58E-

IFNG MIR155HG 0.74837 68 | postive
2.15E-

SLC1A5 MIR181A2HG 0.52084 27 | postive
7.67E-

ZNF419 | MIR181A2HG 0.5072 26 | postive
3.58E-

DRD4 MIR200CHG 0.6143 40 | postive
9.31E-

VEGFA MIR210HG 0.53235 29 | postive
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2.48E-

TP53 MIR222HG 0.52032 27 | postive
4.52E-

ABCC1 MIR23AHG 0.53494 29 | postive
4.03E-

SLC40A1 | MIR325HG 0.50971 26 | postive
1.54E-

HRAS MIR4435-2HG | 0.53874 29 | postive
3.07E-

HSPB1 MIR4435-2HG | 0.52804 28 | postive
3.16E-

ATM MIR4453HG 0.55977 32 | postive
4.11E-

FBXW7 MIR4453HG 0.53528 29 | postive
9.41E-

GABPB1 | MIR4453HG 0.5064 26 | postive
1.04E-

HBA1 MIR497HG 0.58495 35 | postive
1.53E-

PLIN4 MIR497HG 0.7492 68 | postive
3.16E-

PLIN4 MIR503HG 0.58158 35 | postive
1.66E-

SOCS1 MIR583HG 0.50417 25 | postive
1.07E-

PLIN4 MIR99AHG 0.5059 25 | postive
3.95E-

BECN1 MKLN1-AS 0.50978 26 | postive
4.50E-

MAFG MKLN1-AS 0.61987 41 | postive
4.21E-

TXNRD1 | MKLN1-AS 0.50954 26 | postive
9.92E-

TXNRD1 | MSC-AS1 0.52373 28 | postive
1.48E-

HSPB1 MUC12-AS1 0.57684 34 | postive
3.62E-

EGLN2 MYLK-AS1 0.5189 27 | postive
4.13E-

SIRT1 NADK2-AS1 0.50055 25 | postive
3.76E-

ATG3 NCK1-DT 0.50092 25 | postive
1.77E-

ATG7 NCK1-DT 0.51288 26 | postive
4.05E-

FANCD2 | NCK1-DT 0.50968 26 | postive
2.61E-

ALOX12 NFYC-AS1 0.52862 28 | postive
8.47E-

ATM NFYC-AS1 0.51568 27 | postive
1.33E-

IREB2 NFYC-AS1 0.50505 25 | postive
2.71E-

PIK3CA NFYC-AS1 0.50223 25 | postive
3.40E-

SP1 NFYC-AS1 0.51914 27 | postive
1.98E-

GABPB1 | NIFK-AS1 0.52962 28 | postive
2.68E-

SP1 NNT-AS1 0.51128 26 | postive
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2.40E-

ATM NORAD 0.53718 29 | postive
1.43E-

IREB2 NORAD 0.55479 31 | postive
4.76E-

KLHL24 | NORAD 0.50906 26 | postive
6.25E-

MAPK1 NORAD 0.5795 35 | postive
3.50E-

PIK3CA NORAD 0.53585 29 | postive
2.76E-

SETD1B | NORAD 0.56021 32 | postive
1.50E-

SP1 NORAD 0.63463 43 | postive
1.85E-

ABCC1 NRAV 0.65101 46 | postive
2.30E-

CS NRAV 0.56824 33 | postive
2.45E-

oTuB1 NRAV 0.51162 26 | postive
9.43E-

SLC38A1 | NRAV 0.60528 39 | postive
2.22E-

SP1 NRAV 0.512 26 | postive
7.38E-

ABCC1 NRSN2-AS1 0.54926 31 | postive
7.25E-

Cs NRSN2-AS1 0.53325 29 | postive
9.00E-

SLC38A1 | NRSN2-AS1 0.50657 26 | postive
1.88E-

VDAC2 NRSN2-AS1 0.52981 28 | postive
8.43E-

VDAC2 NUTM2A-AS1 0.5157 27 | postive
1.09E-

VDAC2 NUTM2B-AS1 0.52337 27 | postive
1.34E-

ANOG6 OIP5-AS1 0.50501 25 | postive
2.04E-

EIF2AK4 | OIP5-AS1 0.54577 30 | postive
2.67E-

IREB2 OIP5-AS1 0.67617 51 | postive
3.84E-

KLHL24 | OIP5-AS1 0.50084 25 | postive
9.84E-

MAPK1 OIP5-AS1 0.52375 28 | postive
7.25E-

PIK3CA OIP5-AS1 0.52488 28 | postive
3.94E-

SIRT1 OIP5-AS1 0.52712 28 | postive
6.33E-

SP1 OIP5-AS1 0.57946 35 | postive
1.43E-

EMC2 OTUD6B-AS1 0.66746 49 | postive
1.58E-

HSF1 OTUD6B-AS1 0.53045 28 | postive
1.42E-

MTDH OTUD6B-AS1 0.58402 35 | postive
5.91E-

ANOG PAXIP1-AS2 0.57254 34 | postive
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1.52E-

IREB2 PAXIP1-AS2 0.55457 31 | postive
1.16E-

PIK3CA PAXIP1-AS2 0.55548 31 | postive
1.90E-

CYBB PCED1B-AS1 0.70044 56 | postive
3.35E-

IFNG PCED1B-AS1 0.63838 44 | postive
2.75E-

HBA1 PDCD4-AS1 0.66079 48 | postive
4.13E-

PLIN4 PDCD4-AS1 0.81226 89 | postive
4.57E-

CAPG PELATON 0.5349 29 | postive
1.95E-

CYBB PELATON 0.52969 28 | postive
9.84E-

YWHAE PITPNA-AS1 0.55602 32 | postive
PPP1R14B- 4.34E-

HRAS AS1 0.52676 28 | postive
3.06E-

HSPB1 PPP1R35-AS1 | 0.50175 25 | postive
3.73E-

HSPB1 PRKAR1B-AS1 | 0.50096 25 | postive
1.65E-

ABCC1 PRKAR1B-AS2 | 0.52184 27 | postive
1.19E-

Cs PRKAR1B-AS2 | 0.50548 25 | postive
7.97E-

BAP1 PRKAR2A-AS1 | 0.56425 33 | postive
2.93E-

HRAS PRR34-AS1 0.55238 31 | postive
3.84E-

HSPB1 PRR34-AS1 0.50989 26 | postive
5.43E-

RPL8 PRRT3-AS1 0.5424 30 | postive
1.28E-

SP1 PSMA3-AS1 0.56271 32 | postive
1.83E-

IFNG PSMB8-AS1 0.51275 26 | postive
4.25E-

FANCD2 | PTOV1-AS1 0.5183 27 | postive
2.74E-

STMN1 PTOV1-AS1 0.51994 27 | postive
3.79E-

ZNF419 | PTOV1-AS1 0.60782 39 | postive
2.93E-

HELLS PTOV1-AS2 0.5197 27 | postive
4.26E-

ZNF419 | PTOV1-AS2 0.50948 26 | postive
5.55E-

CAPG PTPRN2-AS1 0.50846 26 | postive
1.75E-

CYBB PTPRN2-AS1 0.68676 53 | postive
1.36E-

CHMP6 PXN-AS1 0.52256 27 | postive
1.05E-

HRAS PXN-AS1 0.58493 35 | postive
1.49E-

HSPB1 PXN-AS1 0.52222 27 | postive
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2.01E-

oTuB1 PXN-AS1 0.50341 25 | postive
1.84E-

RPL8 PXN-AS1 0.55393 31 | postive
1.52E-

ATM RAD51-AS1 0.51345 26 | postive
1.36E-

GABPB1 | RAD51-AS1 0.52256 27 | postive
3.14E-

SP1 RAD51-AS1 0.53623 29 | postive
1.26E-

HRAS RASSF1-AS1 0.52285 27 | postive
4.07E-

HSPB1 RASSF1-AS1 0.5434 30 | postive
1.57E-

KRAS RASSF8-AS1 0.70526 57 | postive
1.56E-

CA9 RBPMS-AS1 0.52204 27 | postive
2.73E-

MAPK1 REPIN1-AS1 0.53673 29 | postive
1.05E-

HBA1 RFX5-AS1 0.61135 39 | postive
2.79E-

PLIN4 RFX5-AS1 0.77859 77 | postive
2.53E-

HSF1 RHPN1-AS1 0.52024 27 | postive
2.47E-

Cs SBF2-AS1 0.51159 26 | postive
2.16E-

FANCD2 | SCAT2 0.51211 26 | postive
3.61E-

HELLS SCAT2 0.50109 25 | postive
1.38E-

HBA1 SCGB1B2P 0.58409 35 | postive
9.22E-

PLIN4 SCGB1B2P 0.62405 42 | postive
2.49E-

DPP4 SIAH2-AS1 0.52879 28 | postive
1.24E-

HRAS SLC12A9-AS1 0.50531 25 | postive
1.16E-

HSPB1 SLC12A9-AS1 0.58461 35 | postive
7.98E-

RPL8 SLC12A9-AS1 0.68361 53 | postive
2.79E-

HSPB1 SLCO4A1-AS1 | 0.54471 30 | postive
4.37E-

ATF4 SNHG1 0.52674 28 | postive
9.13E-

oTuB1 SNHG1 0.60537 39 | postive
8.84E-

oTuB1 SNHG12 0.51552 27 | postive
4.36E-

ATF4 SNHG17 0.53507 29 | postive
2.25E-

RPLS8 SNHG17 0.59625 37 | postive
1.09E-

HRAS SNHG19 0.52338 27 | postive
1.53E-

HSPB1 SNHG19 0.55456 31 | postive
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4.70E-

RPL8 SNHG19 0.61356 40 | postive
4.40E-

ATF4 SNHG20 0.50936 26 | postive
9.94E-

EGLN2 SNHG25 0.66311 49 | postive
1.70E-

HRAS SNHG25 0.51302 26 | postive
7.29E-

TP53 SNHG29 0.5074 26 | postive
1.18E-

ABCC1 SNHG4 0.54767 30 | postive
3.07E-

RPLS8 SNHG5 0.60841 39 | postive
1.48E-

HRAS SNHG6 0.60401 38 | postive
3.00E-

HSF1 SNHG6 0.5523 31 | postive
6.90E-

HSPB1 SNHG6 0.61251 40 | postive
1.39E-

RPL8 SNHG6 0.8395 100 | postive
4.69E-

oTuB1 SNHG7 0.51792 27 | postive
1.12E-

RPL8 SNHG7 0.60479 38 | postive
1.06E-

RPL8 SNHG8 0.59841 37 | postive
6.16E-

EGLN2 SNHG9 0.55757 32 | postive
2.25E-

HRAS SNHG9 0.57555 34 | postive
5.11E-

HSPB1 SNHG9 0.5345 29 | postive
5.26E-

ATG4D SPINT1-AS1 0.50866 26 | postive
2.98E-

PROM2 SPINT1-AS1 0.55996 32 | postive
4.93E-

ATF4 SREBF2-AS1 0.5263 28 | postive
1.42E-

NF2 SREBF2-AS1 0.64613 45 | postive
3.84E-

ATM STARD4-AS1 0.51868 27 | postive
3.39E-

IREB2 STARD4-AS1 0.53596 29 | postive
3.90E-

SP1 STARD4-AS1 0.51861 27 | postive
2.39E-

ATG13 STARD7-AS1 0.51171 26 | postive
5.89E-

SP1 TAPT1-AS1 0.55002 31 | postive
7.49E-

ABCC1 TGFB2-AS1 0.52476 28 | postive
5.09E-

PROM2 TGFB2-AS1 0.61954 41 | postive
1.31E-

ABCC1 THAP9-AS1 0.5051 25 | postive
1.81E-

ALOX12 THAP9-AS1 0.50381 25 | postive
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1.71E-

FANCD2 | THUMPD3-AS1 | 0.53838 29 | postive
3.02E-

G6PD TMCC1-AS1 0.50179 25 | postive
2.16E-

FANCD2 | TMPO-AS1 0.56102 32 | postive
4.07E-

HELLS TMPO-AS1 0.55127 31 | postive
1.02E-

STMN1 TMPO-AS1 0.6356 43 | postive
2.87E-

GABPB1 | TOLLIP-AS1 0.52828 28 | postive
1.23E-

EGLN2 TP53TG1 0.50535 25 | postive
3.68E-

DPP4 TPRG1-AS1 0.61422 40 | postive
4.21E-

HNF4A TPRG1-AS1 0.53519 29 | postive
7.23E-

PANX1 TPRG1-AS1 0.59286 37 | postive
4.28E-

GCLC TRAM2-AS1 0.51827 27 | postive
9.39E-

MUC1 TRAPPC12-AS1 | 0.52393 28 | postive
1.69E-

SP1 TRAPPC12-AS1 | 0.56921 33 | postive
1.21E-

EGLN2 TRIM52-AS1 0.50539 25 | postive
6.11E-

HRAS TRIM52-AS1 0.54199 30 | postive
1.54E-

HSPB1 TRIM52-AS1 0.51341 26 | postive
9.33E-

RPL8 TRIM52-AS1 0.5562 32 | postive
1.78E-

MAPK14 | U91328.1 0.54626 30 | postive
1.85E-

RIPK1 U91328.1 0.60338 38 | postive
5.40E-

ABCC1 UBAG-AS1 0.55801 32 | postive
7.97E-

IREB2 UBL7-AS1 0.54106 30 | postive
2.08E-

EMC2 UBR5-AS1 0.58285 35 | postive
7.18E-

ABCC1 VIM-AS1 0.6124 40 | postive
2.05E-

PROM2 VIM-AS1 0.59652 37 | postive
2.72E-

HSF1 VPS13B-DT 0.53675 29 | postive
9.52E-

RPL8 VPS13B-DT 0.54044 30 | postive
1.10E-

Cs WAC-AS1 0.53176 28 | postive
9.09E-

ABCC1 WARS2-AS1 0.57118 34 | postive
1.97E-

ALOX12 | WARS2-AS1 0.51247 26 | postive
5.52E-

NRAS WARS2-AS1 0.50848 26 | postive
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6.52E-

SLC38A1 | WARS2-AS1 0.54176 30 | postive
3.92E-

SP1 WARS2-AS1 0.58093 35 | postive
1.25E-

GABPB1 | WASL-DT 0.50528 25 | postive
2.33E-

RPL8 YTHDF3-AS1 0.59615 37 | postive
2.26E-

HRAS Z69706.1 0.50294 25 | postive
1.81E-

ATM 783843.1 0.5128 26 | postive
5.04E-

SETD1B | Z83843.1 0.50884 26 | postive
1.75E-

GABPB1 | 795115.1 0.50395 25 | postive
1.78E-

SOCs1 298257.1 0.56906 33 | postive
4.19E-

CHMP5 ZEB1-AS1 0.5269 28 | postive
2.37E-

SP1 ZEB1-AS1 0.50275 25 | postive
2.62E-

HSF1 ZFAS1 0.52011 27 | postive
3.22E-

oTuB1 ZFAS1 0.58845 36 | postive
8.45E-

RPL8 ZFAS1 0.68349 53 | postive
1.37E-

G6PD ZFPM2-AS1 0.54714 30 | postive
5.19E-

PGD ZFPM2-AS1 0.53444 29 | postive
8.19E-

SQSTM1 | ZFPM2-AS1 0.55663 32 | postive
1.37E-

PHKG2 ZNF213-AS1 0.50493 25 | postive
4.10E-

HRAS ZNF232-AS1 0.55125 31 | postive
7.46E-

HSPB1 ZNF232-AS1 0.51617 27 | postive
8.49E-

ATM ZNF32-AS2 0.56405 33 | postive
1.63E-

HELLS ZNF32-AS2 0.50424 25 | postive
4.80E-

MAPKS8 ZNF32-AS2 0.54283 30 | postive
6.19E-

PIK3CA ZNF32-AS2 0.51687 27 | postive
2.09E-

SETD1B | ZNF32-AS2 0.53767 29 | postive
3.53E-

SP1 ZNF32-AS2 0.59495 37 | postive
1.22E-

HBA1 ZNF426-DT 0.65738 47 | postive
7.87E-

PLIN4 ZNF426-DT 0.7923 82 | postive
9.54E-

ZNF419 | ZNF528-AS1 0.59872 38 | postive
2.15E-

EGLN2 ZNF529-AS1 0.5456 30 | postive
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2.49E-
oTuB1 ZNF529-AS1 0.51156 26 | postive
2.08E-
ZNF419 | ZNF529-AS1 0.52098 27 | postive
9.09E-
ZNF419 | ZNF582-AS1 0.5406 30 | postive
6.11E-
ZNF419 | ZNF667-AS1 0.53386 29 | postive
2.27E-
ZNF419 | ZNF790-AS1 0.59622 37 | postive
5.75E-
HSF1 ZNNT1 0.51715 27 | postive
6.32E-
EGLN2 ZSCAN16-AS1 | 0.50795 26 | postive
Supplementary Table 7: Univariate cox analysis and multivarite cox analysis.
Univariate Cox analysis
gene HR HR.95L | HR.95H pvalue
AC091057.1 | 2.42443 | 1.29013 | 4.55602 | 0.005934
AL357079.1 1.76063 | 1.22539 | 2.52965 | 0.002219
SNHG4 1.48215 | 1.28392 | 1.71099 | 7.81E-08
SNHG1 1.04177 | 1.01464 | 1.06962 | 0.002369
AC010969.2 1.3211 | 1.07883 | 1.61778 | 0.007059
CYTOR 1.0349 | 1.01142 | 1.05893 | 0.003395
NIFK-AS1 1.28443 | 1.07904 | 1.52892 | 0.004868
AL671710.1 | 2.69436 | 1.35926 | 5.34084 | 0.004523
AC004816.1 | 1.20591 | 1.07723 | 1.34997 | 0.001146
KDM4A-AS1 2.85183 | 1.89762 | 4.28586 | 4.60E-07
AC087741.2 | 1.13517 | 1.04211 | 1.23654 | 0.003671
BACE1-AS 1.21334 | 1.09954 | 1.33892 | 0.000119
PTOV1-AS1 1.26132 | 1.06896 | 1.48829 | 0.005963
ARRDC1-AS1 | 1.10517 | 1.02561 1.1909 | 0.00871
AC022007.1 | 1.56619 | 1.12677 | 2.17699 | 0.007577
RHPN1-AS1 1.68093 | 1.25526 | 2.25094 | 0.00049
AC026356.1 | 4.25643 | 2.29654 | 7.88889 | 4.21E-06
MKLN1-AS 3.37753 | 2.28509 | 4.99223 | 1.03E-09
AC099850.3 | 1.14451 | 1.09263 | 1.19885 | 1.18E-08
Z95115.1 1.21825 | 1.06085 | 1.39899 | 0.005159
PRRT3-AS1 1.09534 1.0419 | 1.15153 | 0.00036
AP003119.1 | 1.16161 | 1.03855 | 1.29927 | 0.008744
SNHG12 1.13375 | 1.03629 | 1.24037 | 0.006195
AC002116.2 | 1.55871 | 1.12176 | 2.16586 | 0.00818
ZEB1-AS1 1.46189 1.1794 | 1.81203 | 0.000528
LINCO1011 1.99652 | 1.32599 | 3.00614 | 0.000929
GSEC 1.71455 1.3278 | 2.21396 | 3.57E-05
AC145207.8 | 1.17867 | 1.08355 | 1.28215 | 0.000129
AC018690.1 | 2.10374 | 1.43468 | 3.08482 0.00014
AL031985.3 1.87921 | 1.54689 | 2.28294 | 2.10E-10
LINCO1224 1.86891 1.411 | 2.47542 | 1.29E-05
AP0O00873.1 2.5085 | 1.31963 | 4.76844 | 0.005012
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LINCO0942 1.03677 | 1.02071 | 1.05307 | 5.77E-06
SREBF2-AS1 | 1.45836 | 1.16984 | 1.81804 | 0.000795
THUMPD3-
AS1 1.38138 | 1.18187 | 1.61457 | 4.92E-05
AC026401.3 | 1.08611 | 1.03843 | 1.13599 | 0.000311
LINCO0205 1.23451 | 1.1011 | 1.38407 | 0.000305
DNAJC9-AS1 | 2.56497 | 1.58604 | 4.14808 | 0.000123
AC004943.2 | 2.14332 | 1.23677 | 3.71438 | 0.006579
TMCC1-AS1 2.64072 1.8462 | 3.77717 | 1.05E-07
AL512353.1 | 1.36667 1.0942 | 1.70698 | 0.005896
NRAV 1.2347 1.1296 | 1.34959 | 3.41E-06
C20rf49-DT 2.45316 | 1.32538 | 4.54058 | 0.00428
HMGN3-AS1 2.14799 | 1.43587 | 3.2133 | 0.000199
AC145207.5 | 1.77077 | 1.36827 | 2.29169 | 1.41E-05
NCK1-DT 1.53111 | 1.22695 | 1.91068 | 0.000163
MIR4435-
2HG 1.12057 | 1.04079 | 1.20646 | 0.002519
AC124798.1 | 1.21642 | 1.09001 | 1.35748 | 0.000466
MIR210HG 1.14075 | 1.0677 | 1.21879 | 9.61E-05
SCAT2 1.36258 | 1.08464 | 1.71174 | 0.00786
ZFPM2-AS1 1.09609 | 1.05617 | 1.13752 | 1.25E-06
AC107959.3 | 1.34887 | 1.13808 | 1.569871 | 0.000557
AP001453.2 1.595 | 1.13148 | 2.24839 | 0.007696
ALO50341.2 | 1.14033 | 1.04254 | 1.2473 | 0.004097
LINCO2561 1.42312 | 1.16734 | 1.73494 | 0.000482
LUCAT1 1.1787 1.0945 | 1.26938 | 1.37E-05
AL049840.3 1.8456 | 1.23985 | 2.74729 | 0.002535
SBF2-AS1 1.43478 | 1.14462 | 1.79848 | 0.001738
Multivarite Cox analysis
LncRNA coef HR HR.95L HR.95H | pvalue
AC091057.1 | 1.84842 | 0.15749 | 0.04187 | 0.5923 | 0.00624
AL357079.1 -0.642 | 0.52624 | 0.26899 1.0295 | 0.06078
SNHG4 0.613 | 1.84596 | 1.23696 | 2.75479 | 0.00269
AL671710.1 | 1.13956 | 0.31996 | 0.07761 | 1.31902 | 0.11484
KDM4A-AS1 0.98901 | 2.68857 | 1.36348 | 5.30142 | 0.0043
PTOV1-AS1 -0.7203 | 0.48661 | 0.32625 | 0.72578 | 0.00041
AC022007.1 | 0.40949 | 0.66399 | 0.38344 | 1.1498 | 0.14383
MKLN1-AS 0.78579 | 2.19414 | 1.25511 | 3.83573 | 0.00583
AC099850.3 | 0.07054 | 1.07309 | 0.98259 | 1.17192 | 0.11659
Z95115.1 0.45454 | 0.63474 | 0.48211 | 0.83568 | 0.0012
PRRT3-AS1 0.07394 | 1.07674 | 0.98294 | 1.1795 | 0.11184
SNHG12 0.13897 | 0.87025 | 0.72605 | 1.04309 | 0.13271
LINCO1224 0.33356 | 1.39594 | 0.93753 | 2.07848 | 0.10052
SREBF2-AS1 0.461 | 1.58567 | 1.07256 | 2.34423 | 0.02082
LINCO0205 0.19848 | 1.21955 | 1.00113 | 1.48562 | 0.0487
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NRAV 0.29424 | 1.3421 | 1.12608 | 1.569957 | 0.00102
AC145207.5 | 0.49438 | 1.63949 | 1.06224 | 2.53041 | 0.02557
MIR4435-
2HG 0.10234 | 1.10776 | 0.98762 1.2425 | 0.08059
MIR210HG 0.08987 | 1.09404 | 0.99321 | 1.2051 | 0.06847
ZFPM2-AS1 0.06627 | 1.06851 | 1.00321 | 1.13806 | 0.03943
ALO50341.2 | 0.22187 | 1.24841 | 1.01813 | 1.563078 | 0.03295
LUCAT1 0.10611 | 0.89933 | 0.78159 | 1.03481 | 0.13833
Supplementary Table 8: GSEA enrichment analysis.
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